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SEQUENCE LISTING 
<110> The Government of the Onited States of America as 

;^rS2:?cJj ^^-^^^^^ °^ -^P-'-^^ :i Health and 

Drayna, Dennis 
Kim, Un-kyung 

<120> VARIANTS OF HUMAN TASTE RECEPTOR GENES 
<130> 4239-66168-02 



<150> US 60/480,035 
<151> 2003-06-19 

<160> 264 



<170> Patentin version 3.2 

<210> 1 

<211> 900 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (1) (900) 

<220> 

<221> variation 

<222> (332) (332) 

<223> r is g or a 

<220> 

<221> variation 

<222> (616) (616) 

<223> y is t or c 



<400> 1 



M^? IK LI f ti: ill s= J- - - III V. Hi ii: - 

^ 10 15 

HI III m til ii: ?s L's m iii iii m m 

25 30 

ril r° aaa atg get ocg ctg gat etc ctt oti- 

lie Asp Leu He Lys His Arg Lys Met Ala Pr? Leu Lp Leu lei Leu 

45 

s2 1^ t^l III III - - - - - . 

55 go 

1^ ri III s III ii: III - - lit - - III - 



80 



aat tgt gca att etc tta ttt ata aat gaa ttg gaa ctt tgg ctt gcc 



96 



144 



240 



288 
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Asn Cys Ala He Leu Leu Phe He Asn Glu Leu Glu Leu Trp Leu Ala 

95 

s 1% ti IS f.i -I III SI - til ill 

105 2.10 

tti 2s III III SI »e? s: tit - - - jj. 

120 125 

jL" til I?? ^2 - - - SI S if. 

i i!^ ?s - - - ^« 

160 

I" L'^ I!^ ?| - - 

^"^0 175 
LI ^ fll til - - III -I - e« 

190 

K 2s SI - LI 1?? ?s s,^ «:? 

200 ■ 205 

^ ?s IS ss SI v-j IS SI IS s 

^J*^ 220 
ler SI ill ITr Til III l^r IT T 

225 230 ^y'' ^^'^ Ser His 

235 240 

IT. S: tTs ^ t^l SI LI III SI SI ^.S SI !J| SI SI 

250 255 

^^i III III SI ill III III SI - IS SI - - L^ IS 

265 270 

Ms S^^ Leu Tit lit Til ll: lit ^^'^ -a -t gca 

275 "'^■^ I-^^ Lys Gin Asn Ala 

280 285 

aaa aag ttc etc etc cac agt aag tgc tgt caa taa 
Lys Lys Phe Leu Leu His Ser Lys cjs cjs Gin ^ 
^^0 295 



336 



384 



432 



480 



528 



576 



624 



672 



720 



768 



816 



864 



900 



<210> 2 

<211> 299 

<212> PRT 

<213> Homo sapiens 
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<220> 

<221> misc_feature 
<222> (111).. (Ill) 

<223> The 'Xaa- at location 111 stands for Arg, or His. 
<400> 2 



Met Leu Glu Ser His Leu He He Tyr Phe Leu Leu Ala Val He Gin 

15 

Phe Leu Leu Gly He Phe Thr Asn Gly He He Val Val Val Asn Gly 

2^ 30 • 

He Asp Leu He Lys His Arg Lvs Met Ala Ptt. n 

35 '^^^ Leu Leu 

45 

ser Cys Leu Ma Val Ser Arg He Phe Leu Gin Leu Phe He Phe Tyr 

60 ' 

val Asn Val He Val He Phe Phe He Glu Phe He Met Cys Ser Ala 

"'S 80 

Asn Cys Ala He Leu Leu Phe He Asn rin t=„ n-, ■, 

85 ^^P Leii Ala 

^0 95 

Thr Trp t,eu Gly Val Phe lyr Cys i,y3 val «a s.r val Xaa His 

110 

Pro Le» Pje 11. Trp Leu Lye Met Ar, He Se. Lys Leu Val Pro Trp 

120 125 

Met lie Leu Gly Ser Leu Leu Tyr Val Ser Met He Cys Val Phe His 



135 



S« Lys Tyr Ala Gly Phe Met Val Pro Tyr Phe Leu Ar, Lys Phe Phe 

160 

ser Gin Asn Ala Thr He Gin Lys Glu Asp Thr Leu Ala He Gin He 



170 



175 



Phe ser Phe Val Al, Glu PHe Ser Val Pro Leu Leu 11. p^. l.„ Phe 

190 

Ala val Leu Leu Leu He Phe Ser Leu Gly Arg His Thr Arg Gin Met 



200 205 



Arg Asn Thr Val Ala Gly Ser Arg Val Pro Gly Arg Gly Ala Pro He 



215 220 
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Ser Ala Leu Leu Ser He Leu Ser Phe Leu He Leu Tyr Phe Ser His 
225 230 235 240 

Cys Met He Lys Val Phe Leu Ser Ser Leu Lys Phe His He Arg Arg 
245 250 255 

Phe He Phe Leu Phe Phe He Leu Val He Gly He Tyr Pro Ser Gly 
260 265 270 

His Ser Leu He Leu He Leu Gly Asn Pro Lys Leu Lys Gin Asn Ala 
275 280 285 

Lys Lys Phe Leu Leu His Ser Lys Cys Cys Gin 
290 295 



<210> 3 

<211> 951 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (951) 

<220> 

<221> variation 

<222> (349) . . (349) 

<223> y is t or c 

<220> 

<221> variation 

<222> (807) . . (807) 

<223> y is t or c 

<220> 

<221> variation 

<222> (852) . . (852) 

<223> y is t or c 

<400> 3 

atg atg gga etc acc gag ggg gtg ttc ctg att ctg tct ggc act cag 

Met Met Gly Leu Thr Glu Gly Val Phe Leu He Leu Ser Gly Thr Gin 
15 10 15 

ttc aca ctg gga att ctg gtc aat tgt ttc att gag ttg gtc aat ggt 
Phe Thr Leu Gly He Leu Val Asn Cys Phe He Glu Leu Val Asn Gly 
20 25 30 

age age tgg ttc aag ace aag aga atg tct ttg tct gae ttc ate ate 
Ser Ser Trp Phe Lys Thr Lys Arg Met Ser Leu Ser Asp Phe He He 
35 40 45 

acc acc ctg gca etc ttg agg ate att ctg ctg tgt att ate ttg act 



48 



96 



144 



192 
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Thr Thr Leu Ala Leu Leu Arg He He Leu Leu Cys He He Leu Thr 

60 

g III '^l li: til III III I- ;s III IS 



75 80 



240 



III III s: - - ?s I" s IS 

«S 90 95 

?S ^l SI J- 2^ - 1^ - J- 5S til ITs lit 111 

105 110 

til lit LI ?S 2S J- - - - - jj, 

120 125 

vi! g s? S2 IS s: - - ii: III III ig K 

135 140 

^ fit L^ Hi lit ^ IK SI - - - - - 

160 

III IK SI ;s til r.l Itl III Zt J- SI J?,' sS 

175 

l^r 21 ?IJ til I!? - - - - - „e 

185 3^9Q 

?2 g 21 S JJ? ^2 21 2S ^2 21 Ig 
SI ?S t^l IS 2? 21 IS 2S Ig ?S SI S - - t:i - 

215 220 

III ?2 IS SI s.t Sf l?2 SI S '^t lit lit r "° 

225 230 ®^ 

235 240 

III 21 21 2: 2^ lit 21 2^ SI 21 2: III SI 21 21 Ig 

250 255 

21 21 21 1- SI SI 2? SI J- 2? Ill IS 2? 2? 

265 270 

?S 21 21 III 21 SI l?J IS 21 21 21 gi ?2 2^ ??' 

275 ooo "Sly Asn 

28S 

SI 21 SI IS 21 21 2? 2? 2? 21 2| ^2 IS 21 III 



336 



384 



432 



480 



528 



576 



624 



768 



816 



864 



912 
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290 oQc 



^\ f^^ n""^ ^'^'^ ^tt ttc tct taa 

Hxs Leu Lys Pro Gly Ser Lys Gly Pro He Phe Ser ^ 

315 

<210> 4 

<211> 316 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (117) . . (117) 

<223> The 'Xaa' at location 117 stands for Pro, or Ser. 
<220> 

<221> misc_feature 

<222> (269) . . (269) 

<223> The 'Xaa- at location 269 stands for Gly. 
<220> 

<221> misc_feature 

<222> (284) . . (284) 

<223> The -Xaa- at location 284 stands for Leu. 

<400> 4 



Met Met Gly Leu Thr Glu Gly Val Phe Leu lie Leu Ser Gly Thr Gin 
5 10 15 

Phe Thr Leu Gly lie Leu Val Asn Cys Phe lie Glu Leu Val Asn Gly 

25 30 

ser ser Trp Phe Lys Thr Lys Arg Met Ser Leu Ser Asp Phe He He 

^0 45 

Thr Thr Leu Ala Leu Leu Arg He He Leu Leu Cys He He Leu Thr 

60 

ASP ser Phe Leu He Glu Phe Ser Pro Asn Thr His Asp Ser Gly He 

80 

He Met Gin He He Asp Val Ser Trp Thr Phe Thr Asn His Leu Ser 

95 

He Trp Leu Ala Thr Cys Leu Gly Val Leu Tyr Cys Leu Lys He Ala 

•"•05 

ser .he Ser HI, x„ Thr Phe Leu Trp i,^, Trp «rg Val Ser «r, 

•^20 125 
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Val Met Val Trp Met Leu Leu Gly Ala Leu Leu Leu Ser Cys Gly Ser 
130 135 140 

Thr Ala Ser Leu He Asn Glu Phe Lys Leu Tyr Ser Val Phe Arg Glv 
145 150 155 160 

He Glu Ala Thr Arg Asn Val Thr Glu His Phe Arg Lys Lys Arg Ser 
165 170 175 

Glu Tyr Tyr Leu He His Val Leu Gly Thr Leu Trp Tyr Leu Pro Pro 
180 185 190 

Leu He Val Ser Leu Ala Ser Tyr Ser Leu Leu He Phe Ser Leu Glv 
195 200 205 

Arg His Thr Arg Gin Met Leu Gin Asn Gly Thr Ser Ser Arg Asp Pro 
210 215 220 

Thr Thr Glu Ala His Lys Arg Ala He Arg He He Leu Ser Phe Phe 
225 230 235 240 

Phe Leu Phe Leu Leu Tyr Phe Leu Ala Phe Leu He Ala Ser Phe Gly 
245 250 255 

Asn Phe Leu Pro Lys Thr Lys Met Ala Lys Met He Xaa Glu Val Met 
260 265 270 

Thr Met Phe Tyr Pro Ala Gly His Ser Phe He Xaa He Leu Gly Asn 
275 280 285 

Ser Lys Leu Lys Gin Thr Phe Val Val Met Leu Arg Cys Glu Ser Glv 
290 295 300 

His Leu Lys Pro Gly Ser Lys Gly Pro He Phe Ser 
305 310 315 

<210> 5 

<211> 900 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) , . (900) 

<220> 

<221> variation 
<222> (8) . . (8) 
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<223> y is t or c ' 
<220> 

<221> variation 

<222> (20).. (20) 

<223> y is t or c 

<220> 

<221> variation 

<222> (186) . . (186) 

<223> w is t or a 

<220> 

<221> variation 

<222> (286) . . (286) 

<223> s is c or g 

<220> 

<221> variation 

<222> (512) . . (512) 

<223> r is a or g 

<400> 5 

atg ctt crs tta ttc tat 
Met Leu Xaa Leu Phe Tyr 
1 5 

aat ttt gta gga ate att 
Asn Phe Val Gly lie lie 
20 

aaa act tgg gtc aaa ago 
Lys Thr Trp Val Lys Ser 
35 

ttc age ctg ggc ate acc 
Phe Ser Leu Gly lie Thr 
50 



tyc tet get att att gee 
Xaa Ser Ala lie lie Ala 
10 

atg aat ctg ttt att aea 
Met Asn Leu Phe lie Thr 
25 

cat aga ate tec tet tet 
His Arg lie Ser Ser Ser 
40 

agg ttt ctt atg ctg gga 
Arg Phe Leu Met Leu Gly 
55 60 



tea gtt att tta 48 
Ser Val lie Leu 
15 

gtg gtc aat tgc 96 
Val Val Asn Cys 
30 

gat agg att ctg 144 

Asp Arg lie Leu 

45 

eta ttw ctg gtg 192 
Leu Xaa Leu Val 



240 



288 



aac ace ate tac ttc gtc tet tea aat aeg gaa agg tea gtc tac ctg 
Asn Thr He Tyr Phe Val Ser Ser Asn Thr Glu Arg Ser Val Tyr Leu 
" 70 75 80 

c""^ f?^ IV" ttg gae teg age agt ste 

Ser Ala Phe Phe Val Leu Cys Phe Met Phe Leu Asp Ser Ser Ser Xaa 

85 90 95 

P^^ f ? ^k"" act aac 336 

Trp Phe Val Thr Leu Leu Asn He Leu Tyr Cys Val Lys He Thr Asn 
100 105 110 

tl"" S^"" ^""^ "^^^ ""^^ aat ate tec eca aag 384 

Phe Gin His Ser Val Phe Leu Leu Leu Lys Arg Asn He Ser Pro Lys 
115 120 125 

ate ccc agg ctg ctg ctg gee tgt gtg ctg att tet get ttc acc act 432 

He Pro Arg Leu Leu Leu Ala Cys Val Leu He Ser Ala Phe Thr Thr 
130 135 140 



480 



wo 2005/007891 



9/447 



PCT/US2004/019489 



150 

act acg aga aat aac aca tea ttt aat ate art gag goc ate tta tci- R9fl 
Thr Thr Arg Asn Asn Thr Ser Phe Asn He Xaa III lly 111 III Ser 

X70 175 

tta gtg gtt tet ttg gtc ttg age tea tct etc cag ttc ate att aat 57 6 

Leu Val Val Ser Leu Val Leu Ser Ser Ser Leu Gin Phe He lie Jsn 
ISO 185 190 

fr*"? ^""^ ^""^ ^^"^ ""^^ ttg agg aga cat ata caa 

Val Thr ser Ala Ser Leu Leu He His Ser Leu A?g A^g His lie Gin 
195 200 205 

ftl M^? f^^ ^""^ acg gaa get 

Lys Met Gin Lys Asn Ala Thr Gly Phe Trp Asn Pro Gin Thr Glu Ala 
210 215 220 

o 2?^ ""^^ ^-tc ate etc tac att 

His Val Gly Ala Met Lys Leu Met Val Tyr Phe Leu He Leu Tyr He 
225 230 ooc ^ I 

235 240 

cca tat tea gtt get ace ctg gtc cag tat etc ecc ttt tat gea ggg 
Pro Tyr Ser Val Ala Thr Leu Val Gin Tyr Leu Pro Phe Tyr Ala Gly 
245 250 255 

5^? ^""^ ^"^^ att ttt gee ace ctt tac 

Met Asp Met Gly Thr Lys Ser He Cys Leu He Phe Ala Thr Leu Tyr 
260 265 270 

tet cca gga eat tet gtt etc att att ate aca cat ect aaa ctg aaa 
Ser Pro Gly Hxs Ser Val Leu He He He Thr His Pro Lys Leu Lys 
275 280 285 

aca aca gea aag aag att ctt tgt ttc aaa aaa tag 
Thr Thr Ala Lys Lys He Leu Cys Phe Lys Lys 
290 295 



624 



672 



720 



768 



816 



864 



900 



<210> 6 

<211> 299 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<222> (3) . . (3) 

<223> The 'Xaa* at location 

<220> 

<221> mise_feature 

<222> (7),. (7) 

<223> The 'Xaa' at location 

<220> 

<221> mise_feature 

<222> (62) . . (62) 

<223> The 'Xaa' at location 

<220> 

<221> misc feature 



3 stands for Arg, Gin, or His. 



7 stands for Ser, or Phe. 



62 stands for Leu, or Phe. 
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<222> (96).. (96) 

<223> The 'Xaa' at location 96 stands for Val, or Leu. 
<220> 

<221> misc_feature 
<222> (171).. (171) 

<223> The 'Xaa' at location 171 stands for Ser, or Asn. 

<400> 6 

Met Leu Xaa Leu Phe Tyr Xaa Ser Ala lie lie Ala Ser Val He Leu 
^5 10 15 

Asn Phe Val Gly He He Met Asn Leu Phe He Thr Val Val Asn Cvs 
20 25 30 

Lys Thr Trp Val Lys Ser His Arg He Ser Ser Ser Asp Arg He Leu 
35 40 45 

Phe Ser Leu Gly He Thr Arg Phe Leu Met Leu Gly Leu Xaa Leu Val 
50 55 60 

Asn Thr He Tyr Phe Val Ser Ser Asn Thr Glu Arg Ser Val Tyr Leu 
^5 70 75 80 

Ser Ala Phe Phe Val Leu Cys Phe Met Phe Leu Asp Ser Ser Ser Xaa 
85 90 95 

Trp Phe Val Thr Leu Leu Asn He Leu Tyr Cys Val Lys He Thr Asn 
100 105 110 

Phe Gin His Ser Val Phe Leu Leu Leu Lys Arg Asn He Ser Pro Lys 
115 120 125 

He Pro Arg Leu Leu Leu Ala Cys Val Leu He Ser Ala Phe Thr Thr 
130 135 140 

Cys Leu Tyr He Thr Leu Ser Gin Ala Ser Pro Phe Pro Glu Leu Val 

150 155 160 

Thr Thr Arg Asn Asn Thr Ser Phe Asn He Xaa Glu Gly He Leu Ser 
165 170 175 

Leu Val Val Ser Leu Val Leu Ser Ser Ser Leu Gin Phe He He Asn 
180 185 190 



Val Thr Ser Ala Ser Leu Leu He His Ser Leu Arg Arg His He Gin 
195 200 205 
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Lys Met Gin Lys Asn Ala Thr Gly Phe Trp Asn Pro Gin Thr Glu Ala 

215 220 

His Val Gly Ala Met Lys Leu Met Val Tyr Phe Leu He Leu Tyr He 

230 235 240 

Pro Tyr Ser Val Ala Thr Leu Val Gin Tyr Leu Pro Phe Tyr Ala Gly 
245 250 255 

Met Asp Met Gly Thr Lys Ser He Cys Leu He Phe Ala Thr Leu Tyr 
260 265 270 

Ser Pro Gly His Ser Val Leu He He He Thr His Pro Lys Leu Lys 
275 280 285 

Thr Thr Ala Lys Lys He Leu Cys Phe Lys Lvs 
290 295 

<210> 7 

<211> 900 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (900) 

<220> 

<221> variation 

<222> (77) . . (77) 

<223> k is g or t 

<220> 

<221> variation 

<222> (235) . . (235) 

<223> y is t or c 

<220> 

<221> variation 

<222> (338) . . (338) 

<223> y is t or c 

<220> 

<221> variation 

<222> (500) . . (500) 

<223> r is a or g 

<220> 

<221> variation 

<222> (638) . . (638) 

<223> r is a or g 

<220> 
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<221> variation 

<222> (881) . , (881) 

<223> k is g or t 

<400> 7 
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til tit IS f ii: m til ill 21 til ri s ?s - - 

^ 10 , 15 

IT. til 'At S5 - III IS IS til V. is ■ 



aga gaa tgg ate aga aaa ttc aac tgg tec tea tat aao o^r. 
Arg Glu Trp He Arg Lys Phe Aan t?? Ser Jyr A^n Leu I^e I^^ 



40 



45 



y«! tat aac ctg agt etc too 

Xaa Ala Tyr Leu Trp Leu Lys Gin Arg Ala Tyr Asn Le? sir leu III 
■^^ 120 225 



tgc ctt ctg ggc tac ttt ata ate aat tta tta ct-t ar^=, « 
Cys Leu Leu Gly Tyr Phe He He Asn S Le^ Leu S Gin Til 

135 140 

IS III s IX IS s= i- 



iti III !!• ?| 111 III m - - - - til til I- 111 



170 



175 



96 



144 



til IS SI K IS III til til IS is SI S IS SI 

60 

s: SI is SI ss s: is is si iji 

75 80 

III III T^"" It"" ""^^ 9°° age tta tgg ttt qcc 

Leu Ser He Phe Trp Val Leu Val Ser Gin Ala Ser Leu Trp Phe 111 

90 95 

iS III til ^£ Ill I- III - -s ?S iS iSe Z til 



240 



288 



336 



384 



432 



480 



gga 528 



agt tat ttg cct tta gta ata ttt rti- rri-i- ^^^4-^4- 

so. Tyr Pro .eu ?.? U III HI ^ ^ ^ "6 

185 290 

III III SI i^^ S- Td Itl |l ^'f 'C til Ill IS 
|l ill SI 51 IS ^l III ?S S SL' 51 SI - 

215 220 
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ggc tgc ttc etc tta ctt cac ctg gtt tat ate atg gcc age ccc ttc 720 
Gly Cys Phe Leu Leu Leu His Leu Val Tyr He Me? Ma slr Pro P^e 
" 230 235 240 

tit gat etc ace agt gtc ttc ate 768 

Ser lie Thr Ser Lys Thr Tyr Pro Pro Asp Leu Thr Ser ?al Phe 111 
245 250 255 

tgg gag aca cte atg gca gee tat cct tot ctt eat tct etc ata tta at a 

Trp Glu Thr Leu Met Ala Ala Tyr Pro Ser Leu His Ser LeS 111 Hi 
260 265 270 

r^': t^t cag act tgt cag aag ate etg too 864 

lie Met Gly He Pro Arg Val Lys Gin Thr Cys Gin Lys lie Leu ' 
275 280 285 

aag aca gtg tgt get ekg aga tgc tgg ggc eca tga onn 
Lys Thr Val Cys Ala Xaa Arg Cys Trp Gly Pro 
290 295 



<210> 
<211> 
<212> 
<213> 


8 

299 
PRT 

Homo sapiens 














<220> 
<221> 
<222> 
<223> 


misc feature 
(26) , . (26) 
The 'Xaa' at 


location 


26 


stands 


for Ser, 


or 


He. 


<220> 
<221> 
<222> 
<223> 


misc feature 
(79) . . (79) 
The 'Xaa' at 


location 


79 


stands 


for Arg, 


or 


Cys, 


<220> 
<221> 
<222> 
<223> 


misc feature 
(113) . . (113) 
The 'Xaa' at 


location 


113 


stands 


for Pro, 


or 


Leu. 


<220> 
<221> 
<222> 
<223> 


misc feature 
(167) . . (167) 
The 'Xaa' at 


location 


167 


stands 


for Cys, 


or 


Tyr. 


<220> 
<221> 
<222> 
<223> 


misc feature 
(213) . . (213) 
The 'Xaa' at 


location 


213 


stands 


for Arg, 


or 


Gin. 


<220> 
<221> 
<222> 
<223> 


misc feature 
(294) . . (294) 
The 'Xaa' at 


location 


294 


stands 


for Arg, 


or 


Leu. 


<400> 


8 















Met Leu Ser Ala Gly Leu Gly Leu Leu Met Leu Val Ala Val Val Glu 
^ 10 15 
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Phe Leu lie Gly Leu He Gly Asn Gly Xaa Leu Val Val Trp Ser Phe 



25 



30 



Arg Glu Trp He Arg Lys Phe Asn Trp Ser Ser Tyr Asn Leu He He 



40 



45 



Leu Gly Leu Ala Gly Cys Arg Phe Leu Leu Gin Trp Leu He He Leu 

^5 60 

Asp Leu Ser Leu Phe Pro Leu Phe Gin Ser Ser Arg Trp Leu Xaa Tyr 

^° 75 80 

Leu ser He Phe Trp Val Leu Val Ser Gin Ala Ser Leu Trp Phe Ala 

90 95 

Thr Phe Leu Ser Val Phe Tyr Cys Lys Lys He Thr Thr Phe Asp Arg 



Xaa Ala Tyr Leu Trp Leu Lys Gin Arg Ala Tyr Asn 



120 125 
Cys Leu Leu Gly Tyr Phe He He Asn Leu Leu Leu Thr 



110 



Leu Ser Leu Trp 



135 



140 



Val Gin He 



Gly Leu Thr Phe Tyr His Pro Pro Gin Gly Asn Ser Ser He Arg Tyr 



155 



160 



Pro Phe Glu Ser Trp Gin Xaa Leu Tyr Ala Phe Gin Leu Asn Ser Gly 



170 



175 



Ser Tyr Leu Pro Leu Val Val Phe Leu Val Ser Ser Gly Met Leu He 

185 



190 



Val Ser Leu Tyr Thr His His Lys Lys Met Lys Val Hi 



200 



205 



s Ser Ala Gly 



Arg Arg Asp Val Xaa Ala Lys Ala His He Thr Ala Leu Lys Ser Leu 

215 220 

Gly cys Phe Leu Leu Leu His Leu Val Tyr He Met Ala Ser Pro Phe 

235 240 

Ser He Thr Ser Lys Thr Tyr Pro Pro Asp Leu Thr Ser Val Phe He 



250 



255 
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Trp Glu Thr Leu Met Ala Ala Tyr Pro Ser Leu His Ser Leu lie Leu 
260 265 270 



He Met Gly He Pro Arg Val Lys Gin Thr Cys Gin Lys He Leu Trp 



280 



285 



Lys Thr Val Cys Ala Xaa Arg Cys Trp Gly Pro 
290 295 



<210> 
<211> 
<212> 



9 

957 
DNA 



<213> Homo sapiens 



<220> 
<221> 
<222> 
<223> 



CDS 

(1) . . (957) 
y is t or c 



<220> 
<221> 
<222> 
<223> 



variation 
(788) . . (788) 
y is t or c 



<400> 9 

atg gca gat aaa gtg cag act act tta ttg ttc tta gca att aaa aaa 4R 

Met Ala Asp Lys Val Gin Thr Thr Leu Leu Phe Leu III vll lly Til 

15 10 15 

ttt tea gtg ggg ate tta ggg aat gca ttc att gga ttg gta aac tac • 96 

Phe Ser Val Gly He Leu Gly Asn Ala Phe He liy Leu ?al Asn lis 
20 25 30 

M^? l^"^ ?,^f 9cc tec att gat tta ate etc 144 

Met Asp Trp Val Lys Lys Arg Lys He Ala Ser He Asp Leu He Len 
35 40 45 

?hr III tI? r^^ l"""" ^ta eta tta 192 

Thr Ser Leu Ala He Ser Arg He Cys Leu Leu Cys Val He Leu Leu 
^0 55 60 

gat tgt ttt ata ttg gtg eta tat cca gat gtc tat gcc act ggt aaa 240 
Asp Cys Phe He Leu Val Leu Tyr Pro Asp Val Tyr Ala Thr Giy lJs 
" 70 75 80 

gaa atg aga ate att gae ttc ttc tgg aca eta ace aat eat tta aat 28fi 
Glu Met Arg He He Asp Phe Phe Trp Thr Leu Thr Asn His Len Ser 
85 90 95 

ate tgg ttt gca acc tgc etc age att tac tat ttc ttc aag ata ggt 336 
He Trp Phe Ala Thr Cys Leu Ser He Tyr Tyr Phe Phe Lys He G?y 
100 105 110 

III It"" 11^ of"" "^""^ ""^^ tgg aga att gac agg 384 

Asn Phe Phe His Pro Leu Phe Leu Trp Met Lys Trp Arg He Asp A?g 
115 120 125 
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w!? ""^^ ""^^ tgc gtg gtt etc tct gtg ttt att 432 

ill 5:1^ Val Leu Ser ?al III HI " 



140 



tit r ^''^ aat ttg aac get gat ttc agg ttt tgt gta 

Ser Leu Pro Ala Thr Glu Aan Leu Asn Ala Asp Phe A^g Phe Cyl vll 

■•■50 155 160 



175 



230 235 



240 



ctt etc etc ttt att gee tae tat ttg tec ttt etc att gee ace tee 
Leu Leu Leu Phe He Ala Tyr Tyr Leu Ser Phe Leu He Sa ?hr Ser 
245 250 



255 



tlZ ow^ """^ 5ag ayg gaa tta get gtg att ttt ggt gag tec 

ser Tyr Phe Met Pro Glu Xaa Glu Leu Ala Vai He Phe llj Su Ser 
260 265 



270 



ill If. T S cat tea ttt ate eta ata ctg ggg 

He Ala Leu He Tyr Pro Ser Ser His Ser Phe He Leu He Leu III 
275 280 285 

Ssn til r^^ gtg att tgg aaa gta atg 

Asn Asn Lys Leu Arg His Ala Ser Leu Lys Val He Trp Lys ?al Me? 

295 300 



III T^l T f ?P ^^"^ aaa eaa ate tga 

Ser He Leu Lys Gly Arg Lys Phe Gin Gin His Lys Gin He 
305 310 3^5 



480 



aag gca aag agg aaa aca aac tta act tgg agt tgc aga gta aat aaa 52fl 
Lys Ala Lys Arg Lys Thr Asn Leu Thr Trp Ser cjs A?g ?al A^^ Lys 
165 170 



576 



Th^ ^""'^ tta ttt etc aac ctg gca acg ctg etc 

Thr Gin Hxs Ala Ser Thr Lys Leu Phe Leu Asn Leu Ila Thr Leu Leu 
180 185 190 

cec ttt tgt gtg tgc eta atg tee ttt ttc etc ttg ate etc tec eta S94 
Pro Phe Cys Val Cys Leu Met Ser Phe Phe Leu Leu He Su Se? Leu ' 
195 200 205 

egg aga eat ate agg ega atg cag etc agt gee aea ggg tgc aaa aac 
Arg Arg His He Arg Arg Met Gin Leu Ser Ila Thr gs Sg Sp 

210 215 220 

cec age aca gaa gcc eat gtg aga gee ctg aaa get gtc att tee ttc 
Pro ser Thr Glu Ala His Val Arg Ala Leu Lys Ila V^l lie Ser III 



672 



720 



768 



816 



864 



912 



957 



<210> 10 

<211> 318 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> mise_feature 

<222> (263).. (263) 

<223> The -Xaa' at location 263 stands for Thr, or Met, 

<400> 10 
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Met Ala Asp Lys Val Gin Thr Thr Leu Leu Phe Leu Ala Val Gly Glu 



15 



Phe Ser Val Gly He Leu Gly Asn Ala Phe He Gly Leu Val Asn Cys 



25 



30 



Met Asp Trp Val Lys Lys Arg Lys He Ala Ser He Asp Leu He Leu 
35 40 



45 



Thr ser Leu Ala He Ser Arg He Cys Leu Leu Cys Val He Leu Leu 

55 



60 



Asp Cys Phe He Leu Val Leu Tyr Pro Asp Val Tyr Ala Thr. Gly Lys 
" 70 75 80 

Glu Met Arg He lie Asp Phe Phe Trp Thr Leu Thr Asn His Leu Ser 



85 



90 



95 



He Trp Phe Ala Thr Cys Leu Ser lie Tyr Tyr Phe Phe Lys He 



105 



110 



Gly 



Asn Phe Phe His Pro Leu Phe Leu Trp Met Lys Trp Arg He Asp Arg 



120 



125 



Val He Ser Trp He Leu Leu Gly Cys Val Val Leu Ser Val Phe He 
130 135 



140 



Ser Leu Pro Ala Thr Glu Asn Leu Asn Ala Asp Phe Arg Phe Cys Val 



155 



160 



Lys Ala Lys Arg Lys Thr Asn Leu Thr Trp Ser Cys Arg Val Asn Lys 



170 



175 



Thr Gin His Ala Ser Thr Lys Leu Phe Leu Asn Leu Ala Thr Leu Leu 

185 190 

Pro Phe Cys Val Cys Leu Met Ser Phe Phe Leu Leu He Leu Ser Leu 
195 200 205 

Arg Arg His He Arg Arg Met Gin Leu Ser Ala Thr Gly Cys Arg Asp 



220 



Pro Ser Thr Glu Ala His Val Arg Ala Leu Lys Ala Val He Ser Phe 



230 



235 240 
Leu Leu Leu Phe He Ala Tyr Tyr Leu Ser Phe Leu He Ala Thr Ser 



wo 2005/007891 



18/447 



PCT/US2004/019489 



245 



250 



255 



Ser Tyr Phe Met Pro Glu Xaa Glu Leu Ala Val lie Phe Gly Glu Ser 
260 265 270 

He Ala Leu He Tyr Pro Ser Ser His Ser Phe He Leu He Leu Glv 
275 280 285 

Asn Asn Lys Leu Arg His Ala Ser Leu Lys Val He Trp Lys Val Met 
290 295 300 

Ser He Leu Lys Gly Arg Lys Phe Gin Gin His Lys Gin He 
305 310 315 



<210> 11 

<211> 930 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 
<222> 



(1) . . (930) 



<220> 

<221> variation 

<222> (496) . . (496) 

<223> r is a or g 

<220> 

<221> variation 

<222> (549) (549) 

<223> r is a or g 

<220> 

<221> variation 

<222> (829) . . (829) 

<223> y is t or c 

<220> 

<221> variation 

<222> (922) . . (922) 

<223> r is a or g 



<400> 11 

atg ttc agt cct gca gat aac ate ttt at a ate eta at a act gga gaa 48 

Met Phe Ser Pro Ala Asp Asn He Phe He He Leu He Thr Gly Glu 

^5 10 15 

ttc ata eta gga ata ttg ggg aat gga tac att gea eta gte aac tgg 96 

Phe He Leu Gly He Leu Gly Asn Gly Tyr He Ala Leu Val Asn Trp 
20 25 30 

att gac tgg att aag aag aaa aag att tec aca gtt gac tac ate ctt 144 

He Asp Trp He Lys Lys Lys Lys He Ser Thr Val Asp Tyr He Leu 
35 40 45 
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?s ?n III si iii ir, iit is ^ii t^i - 

J- C f," ?S L^S 



75 80 



170 



tit J" It: iti -I ?s - hi hi 



185 



190 



lit s i^j 111 |2 III III - - - 



220 



192 



240 



IS .1: s s s til s - - - - 

^° 95 

atg tgg att acc acc tgc ctt aat otc ttc ^4- 
Met Trp xle .h. Th. Cys Le„ g '.J^ |- |J= 

105 ;L10 

ifr IV. ^ m III III III ^ - - - ?4 51 c m:? 

125 

?a ill '.ti 'At 2^ in III z HI HI r 

130 ^ ^ '^^^ Leu Val 

135 140 

s| 2S IL- 1.- S HI If. - - - - - - .0 

' 155 160 

'II III ITs T.I ill ai HI ill I" S? Ill S Ill I- 



336 



384 



432 



624 



205 

1^ hS ?S 51 IS ?S I- til - - ?S IS 3- 1?^ - 



i sS ?S IS ^ tl S= 5^ S^ ?S 111 

230 235 240 

ate ttc ttt ttt ttc eta tac tat att tct tct 4- 

II. Ph, PH, Phe Phe Le„ Ty. Tyr lie Se" Ser HI 111 til ill lH 

^50 255 

III III III ill I- - - J- - ^, 

265 270 

s: I?: SI III til IS ss s - 



768 



816 
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III I T ""f^ atg ctg aca tgt aga aaa 

Asn Asn Lys Leu Arg Gin Thr Phe Val Arg Met Leu Thr Cys Arg Lys 
290 295 300 



att gcc tgc rtg ata tga 
He Ala Cys Xaa He 
305 



<210> 12 

<211> 309 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<222> (166).. (166) 

<223> The -Xaa- at location 166 stands for Gly, or Arg. 

<220> 

<221> misc_feature 

<222> (183).. (183) 

<223> The -Xaa' at location 183 stands for Leu. 

<220> 

<221^ misc_feature 

<222> (277).. (277) 

<223> The 'Xaa- at location 277 stands for His, or Tyr. 

<220> 

<221> misc_f eature 

<222> (308).. (308) 

<223> The 'Xaa' at location 308 stands for Val, or Met. 

<400> 12 

Met Phe Ser Pro Ala Asp Asn He Phe He He Leu He Thr Gly Glu 
1 5 10 15 

Phe He Leu Gly He Leu Gly Asn Gly Tyr He Ala Leu Val Asn Trp 
20 25 30 

He Asp Trp He Lys Lys Lys Lys He Ser Thr Val Asp Tyr He Leu 
35 40 45 

Thr Asn Leu Val He Ala Arg He Cys Leu He Ser Val Met Val Val 
50 55 60 

Asn Gly He Val He Val Leu Asn Pro Asp Val Tyr Thr Lys Asn Lys 
" 70 75 8^ 

Gin Gin He Val He Phe Thr Phe Trp Thr Phe Ala Asn Tyr Leu Asn 
85 90 95 



912 



930 



Trp He Thr Thr Cys Leu Asn Val Phe Tyr Phe Leu Lys He Ala 
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110 



Ser Ser Ser His Pro Leu Phe Leu Trp Leu Lys Trp Lys He Asp Met 
115 120 125 

val yal His Trp He Leu Leu Gly Cys Phe Ala He Ser Leu Leu Val 
130 135 2.40 

Ser Leu He Ala Ala He Val Leu Ser Cys Asp Tyr Arg Phe His Ala 

155 160 

He Ala Lys His Lys Xaa Asn He Thr Glu Met Phe His Val Ser Lys 
165 170 175 

He Pro Tyr Phe Glu Pro Xaa Thr Leu Phe Asn Leu Phe Ala He Val 
180 185 190 

Pro Phe He Val Ser Leu He Ser Phe Phe Leu Leu Val Arg Ser Leu 
195 200 205 

Trp Arg His Thr Lys Gin He Lys Leu Tyr Ala Thr Gly Ser Arg Asp 
«10 215 220 

Pro Ser Thr Glu Val His Val Arg Ala He Lys Thr Met Thr Ser Phe 

230 235 240 

He Phe Phe Phe Phe Leu Tyr Tyr He Ser Ser He Leu Met Thr Phe 
245 250 255 

Ser Tyr Leu Met Thr Lys Tyr Lys Leu Ala Val Glu Phe Gly Glu He 
260 265 270 

Ala Ala He Leu Xaa Pro Leu Gly His Ser Leu He Leu He Val Leu 
275 280 285 

Asn Asn Lys Leu Arg Gin Thr Phe Val Arg Met Leu Thr Cys Arg Lys 
290 295 300 

He Ala Cys Xaa He 
305 



<210> 13 

<211> 939 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> CDS 

<222> (1) , . (939) 

<220> 

<221> variation 
<222> (201) . . (201) 

<223> m is a or c 

<220> 

<221> variation 

<222> (450) (450) 

<223> w is t or a 

<220> 

<221> variation 

<222> (560) . . (560) 

<223> y is c or t 

<220> 

<221> variation 

<222> (867) (867) 

<223> k is g or t 

<220> 

<221> variation 

<222> . (880).. (880) 

<223> m is a or c 



<400> 13 

atg cca agt gca ata gag gca ata tat att att tta att get ggt aaa 

Met Pro Ser Ala lie Glu Ala He Tyr He He Leu He E lly Glu 
5 10 15 

^u"" ttc att gta eta gtt aac tac 

Leu Thr He Gly He Trp Gly Asn Gly Phe He ?al Leu ?al Jsn III 
2^ 25 30 

r^^ l"^^ ttg att gac ate ate eta 

He Asp Trp Leu Lys Arg Arg Asp He Ser Leu He Asp He He Leu 
oo 40 



ate age ttg gco ate tec aga ate tgt ctg ctg tgt gta ata tea tta 
He Ser Leu Ala He Ser Arg He Cys Leu Leu cjs ?al lie Ser lln 
^" 55 60 



eta gta age att gtg aat gtt gte tgg aea ttt qcc aat aat 
Leu Val ser He Val Asn Val Val Thr pJe HI AsJ S^^ Sr 
85 90 



95 



etc tgg ttt act tct tgc cte agt ate ttc tat r^f-r^ 
L,u Trp Phe Thr Ser C% Leu sir zlt l^l ?Jr ^^u £JI III HI 
luo 105 



110 



48 



96 



144 



192 



III v^"" ""^^ "^^^ aea tat ggc aat age gtg 240 

Asp Gly Xaa Phe Met Leu Leu Phe Pro Gly Thr Tyr ciy Asn Ser Vl 

^ 75 30 



288 



336 



ill ^e? Se I- '.S III - - - - 51 III 51 
115 120 125 
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vtt T f?^ ""^^ ctt ate tct tta att att 

Val Met Leu Ala He Leu Leu Gly Ser Phe Leu He Ser Leu 111 ill 

135 14Q 



432 



sl^ til SI XJS HI - - 

Si I." ii: ?s ?s lit lit rd iii i- m - 

?S 'pSI 53 S 2? S!? IS «| - til 

185 3^90 
lit tit Itt l^t III - - - 2J - - jac 

?S 5! S.' ?S til S.' Si ?S IS lit I?' S III ?S - 

215 220 

l| Si «S SI S 51 S V-! lit tit III til Si - 

230 235 240 

2i Si ?i? ^J? ttl - Si ?i^ S? ?ii liJ I?i S2 

250 255 

Si s IS 15 5i iii Si? s? sil Si 15 Si ?i! ?si f,r 

265 270 
att ttc cca tea age cat tea ttc att eta ai-h a+.rr 
lie Phe P„ ser Ser Hi, Ser Phe Si ill tH Si 15 L" Tr 51 

280 285 

^ii jll 15 Si ^ii Sil 51 SI Si ^ii |i! 51 ^?i 'pii Si 

aga aga aga aag cet ttt gtt eca tag 
Arg Arg Arg Lys Pro Phe Val Pro 
305 310 



<210> 14 

<211> 312 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<222> (67).. (67) 

<223> The 'Xaa' at location 

<220> 



67 stands for Leu, or Phe. 
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<221> misc_feature 

<222> (150).. (150) 

<223> The -Xaa- at location 150 stands for Glu, or Asp. 
<220> 

<221> misc_feature 

<222> (187) . , (187) 

<223> The -Xaa- at location 187 stands for Ala, or Val. 

<220> 

<221> inisc__feature 

<222> (289) . . (289) 

<223> The 'Xaa- at location 289 stands for Leu, or Phe. 

<220> 

<221> misc_feature 

<222> (294) . . (294) 

<223> The 'Xaa- at location 294 stands for Met, or Leu. 

<400> 14 

Met Pro Ser Ala lie Glu Ala He Tyr He He Leu He Ala Gly Glu 
^ 10 15 

Leu Thr He Gly He Trp Gly Asn Gly Phe He Val Leu Val Asn Cys 

25 30 

He Asp Trp Leu Lys Arg Arg Asp He Ser Leu He Asp He He Leu 



45 



lie ser Leu Ala He Ser Arg He Cys Leu Leu Cys Val He Ser Leu 

55 gQ 

Asp Gly Xaa Phe Met Leu Leu Phe Pro Gly Thr Tyr Gly Asn Ser Val 

^° 75 80 

Leu Val Ser He Val Asn Val Val Trp Thr Phe Ala Asn Asn Ser Ser 



90 



95 



Leu Trp Phe Thr Ser Cys Leu Ser He Phe Tyr Leu Leu Lys He Ala 
Asn He Ser His Pro Phe Phe Phe Trp Leu Lys Leu Lys He Asn Lys 

val Met Leu Ala He Leu Leu Gly Ser Phe Leu He Ser Leu He He 

•^•^^ 140 

ser Val Pro Lys Asn Xaa Asp Met Trp Tyr His Leu Phe Lys Val Ser 

155 160 
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His Glu Glu Asn lie Thr Tm t„<= dv. . 

Trp Lys Phe Lys Val Ser Lys He Pro Gly 

175 

- P., .,3 r.. .e„ c.. K.. v,. X., 

190 

- - - - - - - - - - - - - - 



- ue ^, .e„ ^^^^ 

Glu Ala His Met Ara Ala n r 

225 Lys Ala Val He He 

"^"^ 235 

- - - - - V. V. ^ 3« 3„ 

255 

..o ..n .,3 .e„ V. ..^ 

270 

P.e ^^^^ 

285 

Xaa A., Glu Ala P.e Xaa Lys Met .eu A.. PHe Val .y3 Cy, 



230 - Phe Leu Leu Leu 

240 



300 - ""^^ 



Arg Arg Lys Pro Phe Val Pro 

310 



<210> 15 

<211> 924 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (I).. (924) 

<220> 

<221> variation 

J222> (80).. (80) 

<223> r is g or a 

<220> 

<221> variation 

J222> (467).. (467) 

<223> y is c or t 

<220> 



wo 2005/007891 



26/447 



PCT/US2004/019489 



<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 



variation 
(521) . . (521) 
m is c or a 



variation 
(564) . . (564) 
r is a or g 



variation 
(627) . . (627) 
r is a or g 



<400> 15 

Mo? n^^ S^f ^^"^ ttt gtt gta gtt agt gag 

Met Leu Arg Val Val Glu Gly He Phe He Phe Val Val ?al Ser llu 
^5 10 15 

til w^? IV" 2?^ ^tt gga ctt gta aac tgc 
ser val Phe Gly Val Leu Gly Asn Gly Phe He Gly Leu ?al Asn cjs 
20 25 30 

til 11^ f?"" ^^"^ ^""^ -ttt att etc acc 

He Asp Cys Ala Lys Asn Lys Xaa Ser Thr He Gly Phe He Leu Thr 
35 40 45 

I?v l""^ ^ta att aca gat 

Gly Leu Ala He Ser Arg He Phe Leu He Trp He He He Thr Asp 

55 60 

r?^ lu^ ""f^ ^^"^ tat gcc tec ggt aac eta 

Gly Phe He Gin He Phe Ser Pro Asn He Tyr Ila Ser lly Asn Leu 

"^^ 75 80 

^^"^ caa tea agt atg 

He Glu Tyr He Ser Tyr Phe Trp Val He Gly Asn Gin Ser slr Me? 

85 90 95 

tgg ttt gee acc age etc age ate tte tat ttc ctg aag ata aca aat 

Trp Phe Ala Thr Ser Leu Ser He Phe Tyr Phe Leu Lys ?ie III 
100 105 110 

dJ^ o"''' t^"" ^^"^ "^^"^ aga aca aat atg gtt 

Phe Ser Asn Tyr He Phe Leu Trp Leu Lys Ser A?g Thr Asn Me? Val 
115 120 125 

^^"^ ^tt tea teg tta ctt aat ttt 

Leu Pro Phe Met He Val Phe Leu Leu He Ser Se? Leu Leu Asn Phe 
130 135 

Ala Tyr He Ala Lys He Leu Asn Asp Tyr Lys Xaa Lys Asn Asp Thr 

" 150 155 160 

v^? x^"" ^^"^ tac ttt att ama eag att 

Val Trp Asp Leu Asn Met Tyr Lys Ser Glu Tyr Phe He Xaa Gin lie 
1^5 170 175 

ttg eta aat ctg gga gtc att ttc ttc ttt aca ctr tec eta att aca 

Leu Leu Asn Leu Gly Val He Phe Phe Phe Thr Xaa Ser ieu He ?hr 



48 



96 



144 



192 



240 



288 



336 



384 



432 



480 



528 



576 
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180 185 190 

tgt att ttt tta ate att tec ctt tgg aga cac aac agg cag atg caa 624 
Cys He Phe Leu He He Ser Leu Trp Arg His Asn Arg Gin Met Gin 
195 200 205 

tcr aat gtg aca gga ttg aga gac tec aac aca gaa get cat gtg aag 672 
Xaa Asn Val Thr Gly Leu Arg Asp Ser Asn Thr Glu Ala His Val Lys 
210 215 220 

gca atg aaa gtt ttg ata tct ttc ate ate etc ttt ate ttg tat ttt 720 
Ala Met Lys Val Leu He Ser Phe He He Leu Phe He Leu Tyr Phe 
225 230 235 240 

ata ggc atg gcc ata gaa ata tea tgt ttt a,et gtg cga gaa aac aaa 768 
He Gly Met Ala He Glu He Ser Cys Phe Thr Val Arg Glu Asn Lys 

245 250 255 

ctg ctg ctt atg ttt gga atg aca ace aca gcc ate tat ccc tgg ggt 816 
Leu Leu Leu Met Phe Gly Met Thr Thr Thr Ala He Tyr Pro Trp Gly 
260 265 270 

cac tea ttt ate tta att eta gga aac age aag eta aag caa gcc tct 864 
His Ser Phe He Leu He Leu Gly Asn Ser Lys Leu Lys Gin Ala Ser 
275 280 285 

ttg agg gta ctg cag caa ttg aag tgc tgt gag aaa agg aaa aat etc 912 
Leu Arg Val Leu Gin Gin Leu Lys Cys Cys Glu Lys Arg Lys Asn Leu 
290 295 300 

aga gtc aca tag 924 

Arg Val Thr 

305 



<210> 16 

<211> 307 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<222> (40),, (40) 

<223> The 'Xaa' at location 40 stands for Leu. 
<220> 

<221> misc__f eature 

<222> (156) . . (156) 

<223> The 'Xaa' at location 156 stands for Thr, or Met. 
<220> 

<221> misc_feature 

<222> (174) . . (174) 

<223> The 'Xaa' at location 174 stands for Lys, or Thr. 
<220> 

<221> misc_f eature 

<222> (188) . . (188) 

<223> The 'Xaa' at location 188 stands for Leu. 
<220> 
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<221> inisc_feature 
<222> (209).. (209) 

<223> The 'Xaa' at location 209 stands for Ser. 
<400> 16 

Met Leu Arg Val Val Glu Gly He Phe He Phe Val Val Val Ser Glu 
1 5 10 



15 



Ser Val Phe Gly Val Leu Gly Asn Gly Phe He Gly Leu Val Asn Cys 
20 25 30 

He Asp Cys Ala Lys Asn Lys Xaa Ser Thr He Gly Phe He Leu Thr 
35 40 45 

Gly Leu Ala He Ser Arg He Phe Leu He Trp He He He Thr Asp 
50 55 60 

Gly Phe He Gin He Phe Ser Pro Asn He Tyr Ala Ser Gly Asn Leu 

70 75 80 

He Glu Tyr He Ser Tyr Phe Trp Val He Gly Asn Gin Ser Ser Met 
85 90 95 

Trp Phe Ala Thr Ser Leu Ser He Phe Tyr Phe Leu Lys He Ala Asn 
100 105 110 

Phe Ser Asn Tyr He Phe Leu Trp Leu Lys Ser Arg Thr Asn Met Val 
115 120 125 

Leu Pro Phe Met He Val Phe Leu Leu He Ser Ser Leu Leu Asn Phe 
130 135 

Ala Tyr He Ala Lys He Leu Asn Asp Tyr Lys Xaa Lys Asn Asp Thr 

150 155 ^ 160 

Val Trp Asp Leu Asn Met Tyr Lys Ser Glu Tyr Phe He Xaa Gin He 
165 170 175 

Leu Leu Asn Leu Gly Val He Phe Phe Phe Thr Xaa Ser Leu He Thr 
180 185 190 

Cys He Phe Leu He He Ser Leu Trp Arg His Asn Arg Gin Met Gin 
195 200 205 

Xaa Asn Val Thr Gly Leu Arg Asp Ser Asn Thr Glu Ala His Val Lvs 
210 215 220 
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Ala Met Lys Val Leu lie Ser Phe He He Leu Phe He Leu Tyr Phe 



230 



235 



240 



He Gly Met Ala He Glu He Ser Cys Phe Thr Val Arg Glu Asn Lys 
245 250 255 

Leu Leu Leu Met Phe Gly Met Thr Thr Thr Ala He Tyr Pro Trp Glv 
260 265 270 

His Ser Phe He Leu He Leu Gly Asn Ser Lys Leu Lys Gin Ala Ser 
275 280 285 

Leu Arg Val Leu Gin Gin Leu Lys Cys Cys Glu Lys Arg Lys Asn Leu 
290 , 295 300 



Arg Val Thr 
305 



<210> 17 

<211> 912 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (1) . . (912) 

<220> 

<221> variation 

<222> (776) . . (776) 

<223> r is a or g 



<400> 17 

atg gaa agt gcc ctg ccg agt ate ttc act ctt gta ata att gca gaa 

Met Glu Ser Ala Leu Pro Ser He Phe Thr Leu Val He He Ala Glu 
15 10 15 

ttc ata att ggg aat ttg age aat gga ttt ata gta ctg ate aac tgc 
Phe He He Gly Asn Leu Ser Asn Gly Phe He Val Leu He Asn Cys 
20 25 30 

att gac tgg gtc agt aaa aga gag ctg tec tea gtc gat aaa etc etc 
He Asp Trp Val Ser Lys Arg Glu Leu Ser Ser Val Asp Lys Leu Leu 
35 40 45 

att ate ttg gca ate tec aga att ggg ctg ate tgg gaa ata tta gta 
He He Leu Ala He Ser Arg He Gly Leu He Trp Glu He Leu Val 
50 55 60 

agt tgg ttt tta get ctg eat tat eta gcc ata ttt gtg tct gga aca 
Ser Trp Phe Leu Ala Leu His Tyr Leu Ala He Phe Val Ser Gly Thr 
" 70 75 80 



48 



96 



144 



192 



240 
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IS t^l III ill III ttl - 1^ - - - =1= ^^.= ja. 



90 



95 



£? IS g iTs in Si I- ?s 



220 



288 



336 



384 



etc tgg ctt get aca ate ttc age ate ttt taf i-^rr r^^r. 
Leu Trp „a Thr IX, p.. sL 11^ jy^ Hi £! 

agt ttc tet age ect act ttt otn •ha^- V4-^ ^ i. 

.H, se. Se. P.o lla J" - J- - - - 

125 

s? s: i?^ ?s m - - - - 

135 140 

S S S - - - «0 

"° 155 

s s ?s j| i:^ lit til - IS III it: ^s: ^2 
?i! III ?s s:? ?s 11: til ?s s Z IS 

185 3^9Q 

gtg gcc ttc ate tct ttt etc ctg tta att ttn ^-r^r^ r.^^ 
val «, rie Se. P.e JeS III HI Hi iT. ^ |- ^ 



576 



624 



672 



SI ?aj hS s ^i ?a Se s r= 

225 o-ar. P'^® I'SU Leu Phe 

230 235 240 

til III ^l - - - J- - a« ^ „3 

250 255 

S2 S |j S tT. SI IS 1?^ - - 

265 270 

III til ir. til ir. Ill ii.1 2^ 21 til 2: IS 111 

285 

s IS SI III |! - SI ti 1% 111 S3 - - 

295 •^nn 



816 



864 



<210> 18 

<211> 303 

<212> PRT 

<213> Homo sapiens 
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<220> 

<221> misc feature 
<222> (259T. . (259) 

<223> The .xaa' at location 259 stands for Ser, or Asn. 
<400> 18 



Met 01„ se, „a La„ Pro Ser He Thr Leu Val He He 

15 

fhe H, II. ^„ 3„ ^ 

30 

"e val ser .,3 g1„ .eu Se. Ser V,X ;.,p 

^" 45 

II. Ije Leu He Ser ^.g H, cly Leu He Trp Glu He Leu Val 

Ser Trp Phe Leu Ala Leu His Tyr Leu Ala He Phe Val Ser Gly Thr 

80 

Cly L.U He „.t He Phe Se. Trp He Val Ser Hie PH, ^„ 

95 

Txp Leu Jla T,. He P.e .er He P.o Tyr Leu Leu Ly, He «. 

105 110 

ser Phe Ser Ser Pro «la Phe Leu Tyr Leu Lye Trp Ar, Val ^„ Lys 
val He Leu Met He Leu Leu Gly Thr Leu Val Ph. Leu Phe Leu »e„ 
Leu He Gl„ He Aan Met Hi, H, Lys Asp Trp Leu A,p Tyr Glu 

«r9 Asn Thr Thr Tg aan Phe Ser Met Ser *ap Ph. Glu Thr Phe Ser 

175 

Val ser Val Lye Phe Thr Met Thr «.t Phe Ser Leu Thr Pro Phe Thr 

■^^5 190 

Val «a Phe He Ser Phe Leu Leu Leu He Phe Ser Leu «l„ Lye His 

205 

Leu Gin Lys Met Gin Leu Asn Tyr Lys Gly His Arg Asp Pro Arg Thr 
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210 



215 



32/447 

220 
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Ly. val Hla Thr A.„ Jia ^ ^,3 

235 240 

Tyr Ala Ser Phe Phe Leu Cys Val Leu He Ser Trp He Ser Glu Leu 

250 255 

Tyr Gin Xaa Thr Val He Tyr Met Leu Cys Glu Thr He Gly Val Phe 

265 270 

ser fro s.r Ser Hie Ser Phe Le„ Leu He L,„ Gly J^. „a Lys Leu 

280 285 

Arg Gin TUa Phe Leu Leu Val Ala Ala Lys Val Trp Ala Lys Arg 



300 



<210> 19 

<211> 954 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1).. (954J 

<220> 

<221> variation 

<222> (256) (256) 

<223> r is a or g 

<400> 19 



It m r.i p SI Sr III Hi - - - - r.i 

10 

tT. til If- til 11: IS til sS ^Al III 111 - ^ in 

25 30 

ill le" If V-! ?S IS SI ill III til Z 2^ - - 
?S |1 ^2 ill III III p til lit SI ^l ll ill - - 
§ s'e: ?a til 111 l^l !s ?£ - ..J 

80 

SI III S2 2S ill til III 1^4 t^t ?:! til ;£ 



96 



144 



192 



240 
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85 90 95 

gtc tgg tta get aca ggc etc got aet ttt tai- ^^■+- 

V,l T,p Leu «a Thr Gly L,u Th^ l!J 

105 110 

^Je III - - - 5- - Jj; a.. 

120 125 

gtg gtt ttg gtg ctg ctt ctt gtg act tco ate ttc t+-« 4-+. 
val val Leu Val Leu Leu Leu U Thr Sel '.Jj 

135 140 

att gca ctg ata aac ate cat ata aat gcc agt ate aat a«« i-^r- =^ 
II. Ala Leu n, ^„ xie „ia xle As„ lie sL L" l!J 



155 



160 



220 



384 



432 



aga aac aag act tgc agt tct gat tea agt aac ttt aca caa tti- 
Arg Asn Lys Thr Cys Ser Ser Asp Ser Ser Asn P^e T^r Arg Phe S^r 

170 175 

agt ctt att gta tta acc age act gtg ttc att tto r^r.^ ^4-4- 

ser Leu He Val Leu Thr .Jr Thr ?a? ^^l til ^ %H \^ ?g 

185 190 

S tl S s:? Su L- III IS 5S ^l 
51 51 '^l SS SI tS 5: L=r IS I- m lit - 



528 



576 



624 



aaa gcc cac aga gga gtt aaa agt gtg ate act ttc ttc eta etc 
Lys Ala His Arg Gly Val Lys Ser Val He Thr Phe He llu LeS Tyl 

230 235 240 

SI III III III g III III III III III - - ?s III ii: '^i 

250 255 

ttg gag gaa aat eta att att ctt tee cag gtg atg aaa ata ani- 
Leu Glu Glu Asn Leu He He Leu Ser Gl? Vl Me? lly Me? I^a Tyl 
^ 265 270 

III i:: It ss lit in r.i m -^i m si 51 iii tst 

|a III ?l! 2u 2u' J- 5: 

300 

ggg gag cce tea ggt cac aaa gaa ttt aga gaa tea tct tga 954 
Gly Glu Pro Ser Gly His Lys Glu Phe Arg Glu Ser Ser 

310 



720 



768 



816 



864 



<210> 20 
<211> 317 
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<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (86) . . (86) 

<223> The 'Xaa' at location 86 stands for Ala, or Thr. 
<400> 20 

Met Gly Gly Val He Lys Ser He Phe Thr Phe Val Leu He Val Glu 
^5 10 15 

Phe He He Gly Asn Leu Gly Asn Ser Phe He Ala Leu Val Asn Cvs 
20 25 30 

He Asp Trp Val Lys Gly Arg Lys He Ser Ser Val Asp Arg He Leu 
35 40 45 

Thr Ala Leu Ala He Ser Arg He Ser Leu Val Trp Leu He Phe Glv 
50 55 60 

Ser Trp Cys Val Ser Val Phe Phe Pro Ala Leu Phe Ala Thr Glu Lys 

^0 75 80 

Met Phe Arg Met Leu Xaa Asn He Trp Thr Val He Asn His Phe Ser 
85 90 95 

Val Trp Leu Ala Thr Gly Leu Gly Thr Phe Tyr Phe Leu Lys He Ala 
100 105 110 

Asn Phe Ser Asn Ser He Phe Leu Tyr Leu Lys Trp Arg Val Lys Lys 
115 120 125 ^ 

Val Val Leu Val Leu Leu Leu Val Thr Ser Val Phe Leu Phe Leu Asn 
130 135 3^4Q 

He Ala Leu He Asn He His He Asn Ala Ser He Asn Gly Tyr Arg 

ISO 155 2.60 

Arg Asn Lys Thr Cys Ser Ser Asp Ser Ser Asn Phe Thr Arg Phe Ser 
165 170 175 

Ser Leu He Val Leu Thr Ser Thr Val Phe He Phe He Pro Phe Thr 
180 185 190 

Leu Ser Leu Ala Met Phe Leu Leu Leu He Phe Ser Met Trp Lys His 
195 200 205 
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Arg Lys Lys Met Gin His Thr Val Lys He Ser Gly Asp Ala Ser Thr 
210 215 220 

Lys Ala His Arg Gly Val Lys Ser Val He Thr Phe Phe Leu Leu Tyr 

230 235 240 

Ala He Phe Ser Leu Ser Phe Phe, He Ser Val Trp Thr Ser Glu Arg 
245 250 255 

Leu Glu Glu Asn Leu He He Leu Ser Gin Val Met Gly Met Ala Tyr 
260 265 270 

Pro Ser Cys His Ser Cys Val Leu He Leu Gly Asn Lys Lys Leu Arg 
275 280 285 

^^"^ nln ^^"^ ^^"^ ^^"^ ^^"^ ^^"^ Tyr Met Phe Lys Asp 

290 295 300 

Gly Glu Pro Ser Gly His Lys Glu Phe Arg Glu Ser Ser 
305 310 315 

<210> 21 

<211> 876 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) (876) 

<220> 

<221> variation 

<222> (300) . . (300) 

<223> y is t or c 

<220> 

<221> variation 

<222> (301) (301) 

<223> r is a or g 

<220> 

<221> variation 

<222> (462) . . (462) 

<223> y is t or c 

<220> 

<221> variation 

<222> (516) • . (516) 

<223> k is g or t 

<220> 

<221> variation 
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<222> (665).. (665) 



3^/447 PCTAJS2004/019489 



<223> 



r is a or g 



<220> 

<221> variation 

<222> (846).. (846) 

<223> r is a or g 

<400> 21 

:c ate caa etc act gtc ttc ttc at« ... .... 

48 



- S 2S s l^i t^t til s - ?s 2^ 

IS I- J- ?p ?:? IS i - 

30 

IS L'^ ip J- 22 SL- 1^ - - 1? - SI 111 
2.= S S= 2! IS JL= - J- - 1- - - 

ctg aac aat ttt tgc tec tat- 4-1-4- , = 

Leu Asn Asn Phe C?s sJ? ijr Itl 111 t tgc aac 

65 ^ ^o"" Asn Leu Asn Tyr Val Leu Cys Asn 

' 80 

.^'e ?s s I?' - - 1.'^ ?2 2S ?s ^2 J- 2: JJ= 

95 

2u' 2^ i7, J^f J- lit ill '^^ 

100 ^ Ser Ser Phe Thr His 

110 

S; .2 ^2 2S 2! ^? ?| ?2 2! ^1 2S 2: 12 
tli 2: 2S IS 2^ 22 2? ?2 ;g J- - Z ^2 2: 2? 

•^•^^ 140 

Sa SM?; ^^11 |ag yta etc acc atg gag cat eta 

145 ^ ^-^l ^^"^ Gin Xaa Leu Thr Met Glu His Leu 

160 

2o IS ?2 2^ ?2 - IS J- - c« 

175 

2J IS S h2 ?2 ?2 S 22 ?2 =2 tT. 2: ?2 22 21 

•^^^ 190 

22 2.= ?2 -2 2: 22 2? 12 2? 2' 2= - 

195 ^^'^ ^^"^ He Gin 

"^"^ 205 



96 



144 



192 



240 



288 



336 



384 



432 



480 



528 



576 



624 
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cat cat ago act ggt cac tgc aat cca age atg aaa gcg crc ttc act 672 
His His Ser Thr Gly His Cys Asn Pro Ser Met Lys Ala Xaa Phe Thr 
210 215 220 

gcc ctg agg tec ctt gcc gtc tta ttt att gtg ttt acc tct tac ttt 720 
Ala Leu Arg Ser Leu Ala Val Leu Phe lie Val Phe Thr Ser Tyr Phe 
225 230 235 240 

eta acc ata etc ate ace att ata ggt act eta ttt gat aag aga tgt 7 68 

Leu Thr lie Leu He Thr He lie Gly Thr Leu Phe Asp Lys Arg Cys 
245 250 255 

tgg tta tgg gtc tgg gaa get ttt gtc tat get ttc ate tta atg eat 816 
Trp Leu Trp Val Trp Glu Ala Phe Val Tyr Ala Phe He Leu Met His 
260 265 270 

tec act tea ctg atg ctg age age ect acr ttg aaa agg att eta aag 864 
Ser Thr Ser Leu Met Leu Ser Ser Pro Xaa Leu Lys TVrg He Leu Lys 
275 280 285 

gga aag tgc tag g^g 
Gly Lys Cys 
290 



<210> 22 

<211> 291 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> mise_feature 

<222> (100) . . (100) 

<223> The 'Xaa' at location 100 stands for Thr. 
<220> 

<221> misc_feature 

<222> (101) . . (101) 

<223> The 'Xaa' at location 101 stands for Val, Met, or He, 
<220> 

<221> misc_feature 

<222> (154) . . (154) 

<223> The 'Xaa' at location 154 stands for Leu. 
<220> 

<221> misc_feature 

<222> (172) . . (172) 

<223> The 'Xaa* at location 172 stands for Lys, or Asn. 
<220> 

<221> mise_feature 

<222> (222) . , (222) 

<223> The 'Xaa' at location 222 stands for Arg, or His. 
<220> 

<221> misc_feature 

<222> (282) . , (282) 

<223> The 'Xaa' at location 282 stands for Thr. 

<400> 22 
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Met He Pro lie Gin Leu Thr Val Phe Phe Met He He Tyr Val Leu 
^5 10 15 



Glu Ser Leu Thr He He Val Gin Ser Ser Leu He Val Ala Val Leu 
20 25 30 



Gly Arg Glu Trp Leu Gin Val Arg Arg Leu Met Pro Val Asp Met He 



40 



45 



Leu He Ser Leu Gly He Ser Arg Phe Cys Leu Gin Trp Ala Ser Met 

55 60 



Leu Asn Asn Phe Cys Ser Tyr Phe Asn Leu Asn Tyr Val Leu Cys Asn 
oo 7Q ■« 



75 



80 



Leu Thr He Thr Trp Glu Phe Phe Asn He Leu Thr Phe Trp Leu Asn 
85 90 



95 



Ser Leu Leu Xaa Xaa Phe Tyr Cys He Lys Val Ser Ser Phe Thr His 

105 110 



His He Phe Leu Trp Leu Arg Trp Arg He Leu Arg Leu Phe Pro 



115 



120 



125 



Trp 



He Leu Leu Gly Ser Leu Met He Thr Cys Val Thr He He Pro Ser 
J-30 135 



Ala He Gly Asn Tyr He Gin He Gin Xaa Leu Thr Met Glu His Leu 



150 



155 



160 



Pro Arg Asn Ser Thr Val Thr Asp Lys Leu Glu Xaa Phe His Gin Tyr 
165 . 170 



175 



Gin Phe Gin Ala His Thr Val Ala Leu Val He Pro Phe He Leu 



180 



185 



Phe 



190 



Leu Ala Ser Thr He Phe Leu Met Ala Ser Leu Thr Lys Gin He Gin 
195 200 



205 



His His Ser Thr Gly His Cys Asn Pro Ser Met Lys Ala Xaa Phe Thr 
-^10 215 



220 



Ala Leu Arg Ser Leu Ala Val Leu Phe He Val Phe Thr Ser Tyr Phe 



230 



235 



240 
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Leu Thr He Leu He Thr He He Gly Thr Leu Phe Asp Lys Arg 



245 - 250 ^ 2ll ''''' 



Trp Leu Trp Val Trp Glu Ala Phe Val Tyr Ala Phe He Leu Met 



260 



265 



His 



270 



Ser Thr Ser Leu Met Leu Ser Ser Pro Xaa Leu Lys Arg He Leu Lys 



280 



285 



Gly Lys Cys 
290 



<210> 23 

<211> 1002 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 
<222> 



(1) . . (1002) 



<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 



variation 
(145) , . (145) 
s is c or g 



variation 
(239) . . (239) 
r is a or g 



variation 
(785) . . (785) 
y is t or c 



<220> 
<221> 
<222> 
<223> 



variation 
(820) . . (820) 
y is t or c 



<220> 
<221> 
<222> 
<223> 



variation 
(886) . . (886) 
r is a or g 



<400> 23 

mII t^^ lu^ ^^"^ ""^^ gtc agg agt 
Met Leu Thr Leu Thr Arg He Arg Thr Val Ser Tyr Glu Val Arg Ser 

^5 10 15 

?hr 111 n^"" ^""^ ^^"^ ttt ctg acc 

Thr Phe Leu Phe He Ser Val Leu Glu Phe Ala Val Gly Phe Leu Thr 

20 25 30 

aat gcc ttc gtt ttc ttg gtg aat ttt tgg gat gta gtg aag agg cag 



48 



96 



144 
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Asn Ala Phe Val Phe Leu Val Asn Phe Trp Asp Val Val Lys Arg Gin 

OO 4Q 



45 



itt T^n r° etc age ate age egg 

Xaa Leu Ser Asn Ser Asp Cys Val Leu Leu Cys Leu Ser He Ser Arg 
30 55 



60 



192 



240 



288 



336 



384 



432 



480 



528 



ctt ttc ctg cat gga ctg ctg ttc ctg agt get ate cag ctt aec ere 
Leu Phe Leu His Gly Leu Leu Phe Leu Ser Ala He Gin Leu ?Sr Xaa 

"^0 75 80 

ttc cag aag ttg agt gaa cca ctg aac cac age tac caa gee ate ate 
Phe Gin Lys Leu Ser Glu Pro Leu Asn His Ser Tyr Gin Ala He He 
85 90 95 

atg eta tgg atg att gea aac caa gee aac etc tgg ctt get gee tgc 
Met Leu Trp Met He Ala Asn Gin Ala Asn Leu T?? Leu ila Ila cjs 
100 105 110 

etc ago ctg ctt tac tgc tec aag etc ate cgt ttc tet cac ace tte 
Leu Ser Leu Leu Tyr Cys Ser Lys Leu He Arg Phe Ser His Thr Phe 
115 120 125 

ctg ate tgc ttg gea age tgg gte tec agg aag ate tec eag atg etc 
Leu He Cys Leu Ala Ser Trp Val Ser Arg Lys He Ser Gin Me? Leu 
"° 135 140 

T°!n rf ^"^^ gtc etc tgt gtt tgg 

Leu Gly He He Leu Cys Ser Cys He Cys Thr Val Leu Cys ?al ill 

150 155 

tgc ttt ttt age aga cet cac ttc aca gtc aca act gtg eta ttc ata 
Cys Phe Phe Ser Arg Pro His Phe Thr Val Thr Thr Val Leu Phe Met 
165 170 

aat aac aat aca agg etc aae tgg cag aat aaa gat etc aat tta ttt 576 
Asn Asn Asn Thr Arg Leu Asn Trp Gin Asn Lys Isp Leu Asn Len III 

185 190 

^vr III III f ° "''^ ^'^'^ ect tte eta ttg 

Tyr ser Phe Leu Phe Cys Tyr Leu Trp Ser Val Pro Pro Phe Leu Leu 
195 200 205 

ttt ctg gtt tct tet ggg atg ctg act gtc tee ctg gga agg cac atq 
Phe Leu val Ser Ser Gly Met Leu Thr Val Ser Leu Gly Arg His Me? 
210 215 220 

agg aca atg aag gtc tat ace aga aae tct cgt gae cec age ctg gaq 720 
Arg Thr Met Lys Val Tyr Thr Arg Asn Ser Arg Lp Pro sL LeS Til 

230 235 240 

gee cac att aaa gcc etc aag tct ctt gtc tec ttt ttc tgc ttc ttt 
Ala His He Lys Ala Leu Lys Ser Leu Val Ser Phe Phe Cys Phe Phe 
245 250 255 

ri^ 0°'' ^"=t 9tg ccc eta ctg att ctg 

Val He Ser Ser Cys Xaa Ala Phe He Ser Val Pro Leu Leu He LeS 
260 265 270 

tgg ygc gac aaa ata ggg gtg atg gtt tgt gtt ggg ata atg gea get 864 
Trp xaa Asp Lys He Gly Val Met Val Cys Val lij He Me? Sa Sa 



624 



672 



768 



816 
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275 



280 



285 



z ^ LI IS hL' s s: - - - 

i ill ?S - J- - - 

320 

r,i s I- s c SI ?s -J g= t„ 



<210> 24 

<211> 333 

<212> PRT 

<213> Homo sapiens 

<220> 

<22 1 > mi sc_f ea t ur e 

<222> (49).. (49) 

<223> The -Xaa. at location 49 stands for Ala, or Pro. 

<220> 

<221> misc_feature 

<222> (80).. (80) 

<223> The -xaa. at location 80 stands for Arg, or His. 

<220> 

<221> misc_feature 

<222> (262) . . (262) 

<223> The .Xaa. at location 262 stands for Ala, or Val. 

<220> 

<221> niisc_feature 

<222> (274).. (274) 

<223> The -Xaa. at location 274 stands for Arg, or Cys. 
<220> 

<221> misc_feature 

<222> (296) . . (296) 

<223> The .xaa. at location 296 stands for Val, or lie. 

<400> 24 



«et Leu I.. 

15 

Thr Phe Leu Phe He Ser Val Leu Glu Phe Ala V;.i n r.^ . 

20 „ ^^•^ I^eu Thr 

30 

Asn «a Phe Val Phe Leu V.l Je„ Phe Trp VaZ Val .ya ^, ei„ 

45 

xaa Leu Ser Asn Ser Asp Cys Val Leu Leu Cys Leu Ser lie Ser Arg 
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Leu Phe Leu His Gly Leu Leu Phe Leu Ser Ala lie Gin Leu Thr Xaa 



75 80 



Phe Gin Lys Leu Ser Glu Pro Leu Asn His Ser Tyr Gin Ala 



85 



90 



lie lie 
95 



Met Leu Trp Met He Ala Asn Gin Ala Asn Leu Trp Leu Ala Ala Cys 



105 



110 



Leu Ser Leu Leu Tyr Cys Ser Lys Leu He Arg Phe Ser His Thr Phe 



120 



125 



Leu lie Cys Leu Ala Ser Trp Val Ser Arg Lys He Ser Gin 



135 



140 



Met Leu 



Leu Gly He He Leu Cys Ser Cys He Cys Thr Val Leu Cys Val Trp 

. 155 160 

cys Phe Phe Ser Arg Pro His Phe Thr Val Thr Thr Val Leu Phe Met 
165 

Asn Asn Asn Thr Arg Leu Asn Trp Gin Asn Lys Asp Leu Asn Leu Phe 
180 185 190 

Tyr ser Phe Leu Phe Cys Tyr Leu Trp Ser Val Pro Pro Phe Leu Leu 
Phe Leu Val Ser Ser Gly Met Leu Thr Val Ser Leu Gly Arg His Met 



215 



220 



Arg Thr Met Lys Val Tyr Thr Arg Asn Ser Arg Asp Pro Ser Leu Glu 

230 235 240 

Ala His He Lys Ala Leu Lys Ser Leu Val Ser Phe Phe Cys Phe Phe 

250 255 

val He Ser Ser Cys Xaa Ala Phe He Ser Val Pro Leu Leu He Leu 
^ 265 270 

Trp Xaa Asp Lys He Gly Val Met Val Cys Val Gly He Met Ala Ala 



280 



285 



cys Pro ser Gly His Ala Ala Xaa Leu He Ser Gly Asn Ala Lys Leu 

300 
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Arg Arg Ala Val Met Thr He Leu Leu Trp Ala Gin Ser Ser Leu Lys 
"^^^ 310 

Val Arg Ala Asp His Lys Ala Asp Ser Arg Thr Leu Cys 
325 ^ 



<210> 25 
<211> 1014 



<212> DNA 

<213> Homo sapiens 



<220> 
<221> 
<222> 



CDS 

(1) . . (1014) 



<220> 
<221> 
<222> 
<223> 



variation 
(578) , . (578) 
y is t or c 



<220> 
<221> 
<222> 
<223> 



variation 
(589) . . (589) 
r is a or g 



<400> 25 

Met Leu Gly Arg Cys Phe Pro Pro Asp Thr Lys 111 Lys Gin Gil III 
^5 10 15 

aga atg act aaa etc tgc gat cct gca gaa agt gaa ttg tcq cca ttt 
Arg Met Thr Lys Leu Cys Asp Pro Ala Glu sJr Slu Leu Se? Pro P^e 
20 25 30 

rl?. r^"" ^k"" r^^ ^"^^ tac etc att ggt 

Leu He Thr Leu He Leu Ala Val Leu Leu Ala Glu Tyr Leu He Gly 
35 40 45 . 

r^l ^^"^ ^^"^ gca get gaa tgg gtt 

He He Ala Asn Gly Phe He Met Ala He His Ala Ala Ilu T?p ?al 
^0 55 60 

ri^ f ?r^^ ^""^ ctg gtt ttc ctg agt 

Gin Asn Lys Ala Val Ser Thr Ser Gly Arg He Leu Val Phe Leu s2r 

" 75 80 

gta tec aga ata get etc caa age etc atg atg tta gaa att acc ate 
vai Ser Arg He Ala Leu Gin Ser Leu Met Met Leu Glu He Thr He 
85 90 95 

lit t""^ ^u"" o'''' get gta tat tat gca 

Ser ser Thr Ser Leu Ser Phe Tyr Ser Glu Asp Ala Val Tyr Tyr III 
100 105 110 

ttc aaa ata agt ttt ata ttc tta aat ttt tgt age ctg tgg ttt act 
Phe Lys He Ser Phe He Phe Leu Asn Phe cjs sir Leu Tr? Phe III 
115 120 125 



48 



96 



144 



192 



240 



288 



336 



384 
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480 



528 



576 



624 



672 



gcc tgg etc agt ttc ttc tac ttt ata P^^r. ^ ^ 

Ala Trp Leu Ser Phe Phe Tyr Phe ?al III rll ^^'^ ''I'' 

130 1QC Asn Phe Ser Tvr 

ccc ctt ttc etc aaa ctg ago taa aaa ati- ^..4- 

pro L,u Phe .ys IfJ lH - Jj« 

ctt ctg tgg ctg tec gtq ttt atit- ir^r, 4-4-^ ^ 

..p .e„ se. ?a! ?S |« |S «c go 

^70 275 
S ?S J- - „e 

185 igg 

i^s L=j ;s SI ?s I? I- IK - - -J 

205 

22 JS III ttl Su' I?? V ?S L" 

210 ^ "^^ ^'^^ He Met Phe 

^■^^ 220 

^ ?s .3 SI SI I- - s s .3 "<> 

h" si is til - s IS L'l L%= Kl S SI S 

250 255 

is S si 5= I?: SI K J- III SI SI SI J- SI 

265 270 

SI III SI ?2 SI SI SI Si SI III SI SI SI SI 

280 285 

s£ SI III III SI - SI SI SI 511 SI SI ?S 

300 

IS SI SI III SI SI SI SI SI III III g| IS SI III III 

320 

gcc tgg age ggc ttc age ttc oac ttr ai-r. +-4-4- 

«a T.P so. 0,y PHe sir P.e S| Si Si SI ?ll SI IJ| sl| |S 



768 



816 



864 



912 



960 



330 335 

etc tga 
Leu 



1008 



1014 



<210> 26 
<211> 337 
<212> PRT 
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Homo sapiens 










<220> 
<221> 
<222> 


misc feature 
(193) . . (193) 
ine 'Xaa' at 


location 


193 


stands 


for Ser^ 


<220> 
<221> 
<222> 
<223> 


misc feature 
(197) . . (197) 
The »Xaa' at 


location 


197 


stands 


for Glu, 


<400> 


26 











or Phe, 



or Lys, 



Met Leu Gly Arg Cys Phe Pro Pro Asp Thr Lys Glu Lys Gin Gin Leu 
15 10 15 

Arg Met Thr Lys Leu Cys Asp Pro Ala Glu Ser Glu Leu Ser Pro Phe 
20 25 30 

Leu He Thr Leu He Leu Ala Val Leu Leu Ala Glu Tyr Leu He Gly 
35 40 45 

He He Ala Asn Gly Phe He Met Ala He His Ala Ala Glu Trp Val 
50 55 60 

Gin Asn Lys Ala Val Ser Thr Ser Gly Arg He Leu Val Phe Leu Ser 
" 70 75 QQ 

Val Ser Arg He Ala Leu Gin Ser Leu Met Met Leu Glu He Thr He 
85 90 95 

Ser Ser Thr Ser Leu Ser Phe Tyr Ser Glu Asp Ala Val Tyr Tyr Ala 
100 105 110 

Phe Lys He Ser Phe He Phe Leu Asn Phe Cys Ser Leu Trp Phe Ala 
115 120 125 

Ala Trp Leu Ser Phe Phe Tyr Phe Val Lys He Ala Asn Phe Ser Tyr 
•"•^O 135 140 

Pro Leu Phe Leu Lys Leu Arg Trp Arg He Thr Gly Leu He Pro Trp 

150 155 165 

Leu Leu Trp Leu Ser Val Phe He Ser Phe Ser His Ser Met Phe Cys 
165 170 175 



Asn He Cys Thr Val Tyr Cys Asn Asn Ser Phe Pro He His Ser 
180 185 190 
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X.a A,„ s,r Thx Xaa Lys Th, Tyr I.e„ .er Olu He A3„ Val Val ciy 

^UU 205 

Le„ Al. Phe Phe Pha Aa„ Lau Oly IX, val Thr P„ La„ la. «et P,e 

220 

lie Lau Thr Ala .hr Leu L„ He Leu Ser Jau Lys Ar, „ia Thr Leu 



235 



240 



His Met Gly Ser Asn Ala Thr Gly Ser Asn Asp Pro 
^ 4 o 



250 



Ser Met Glu Ala 
255 



His Met OXy Ala Ha .ys Ala He Sej Ty. Phe Leu He Leu Tyr Ha 

270 

Pha Aa„ AI. v.a AXa Leu Phe Ha Tyr Lau Ser Aa„ Met Phe Asp He 

285 

Aa„ ser Leu Trp Aa„ Aaa Leu Oya Gin He Ha Met Ala Ala Tyr Pro 

300 

Ala ser His Ser lie Leu Leu He Gin Asp Asn Pro Gly Leu Arg Arg 

320 

Ala Trp Ser Gly Phe Ser Phe Asp Phe lie Phe Thr Gin Lys Ser Gly 



335 



Leu 



<210> 27 

<211> 972 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (1) . . (972) 

<220> 

<221> variation 

<222> (560) . . (560) 

<223> m is a or c 

<220> 

<221> variation 

<222> (817) _ (817) 

<223> r is a or g 
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<400> 27 

:g gtg aac aca gat acc an^ rt::.^ ^o=. ^_ 

48 



atg gca acg gtg aac aca gat gcc aca oat aa« rr^^ =.4- 4. 
«et Ma T.. v,l «,„ Thr Isp ll. ?S Sp° JJ| 

^0 15 

SI ?S ^^e ill tl - - - - IX Jjc 

25 30 

ip a- IS ^s: iti ?s si s= m - - 

45 

Sy lJI ?s ^1 ?h1 i?5 Sp f ? 

50 ^ ^ Met Leu Ser 

60 

SS S ?g ill I? - - ill 

z tii lit 1^ - - - 1 1 

^0 95 

lit ITs vTl iTs ?hr ?aJ r° S"' ^^'^ ttt get 

100 " A^-^ Trp Phe Ala 

•"•"S 110 

SI SI ?L= - g - SI SI Jll L^l - 

125 

llo ^^1 21 ^1? sn^l S III ?l? 2? - - - 
SI 21 11^ 21 iTr ?l? 2S ?l! SI 21 SI ^l! SI - - 21 "° 

155 160 

sll £^ ?ll ^2 - ?|f - 111 III III SI - - ?ll "» 

1'^'' 175 

^11 SI SI 21 ?S SI SI 21 SI IX Kl - - 

185 

Kl 22 ?l| 21 21 21 21 m 21 21 ?2 12 21 21 2? 

200 205 

ii: 1^: i^: j:? Til °- 

210 Jic Ser Leu Lys Arg His Thr 

220 

21 12 2? m 21 21 12 21 1!? 21 S| SI 21 21 2? 



96 



144 



192 



240 



288 



336 



384 



432 



624 



672 
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ifa SI III III I!.; ii: lit ?s s- - 

250 255 

'II It: ?n m ii: ^^i - - - - 

265 270 

sS s is ui - «:? SI 

280 285 

s SI IS zi lit r.i S2 SI ^is i?= IS in - 



960 



ii SI SI 1?^ ^ «K SI I.- - - - s: IS 

315 320 
cag act ctg tga 

Gin Thr Leu 972 



<210> 28 

<211> 323 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc^feature 
<222> (187) (187) 

<223> The -Xaa' at location 187 stands for Tyr, or Ser. 
<220> 

<221> misc_feature 

<222> (273) (273) 

<223> The -Xaa' at location 273 stands for Ala, or Thr. 

<400> 28 

Met Ala Thr Val Asn Thr Asp Ala Thr Asp Lys Asp lie Ser Lys Phe 

Lys Val Thr Phe Thr Leu Val Val Ser Gly He Glu Cys He Thr Gly 

25 30 ^ 

lie Leu Gly Ser Gly Phe He Thr Ala He Tyr Gly Ala Glu Trp Ala 

4 5 

Arg Gly Lys Thr Leu Pro Thr Gly Asp Arg He Met Leu Met Leu Ser 

55 60 

Phe ser Arg Leu Leu Leu Gin He Trp Met Met Leu Glu Asn He Phe 

75 on 
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Ser Leu Leu Phe Arg lie Val Tyr Asn Gin Asn Ser Val Tyr He Leu 
85 90 95 

Phe Lys Val He Thr Val Phe Leu Asn His Ser Asn Leu Trp Phe Ala 

100 105 HO 

Ala Trp Leu Lys Val Phe Tyr Cys Leu Arg He Ala Asn Phe Asn His 
115 120 125 



Pro Leu Phe Phe Leu Met Lys Arg Lys He He Val Leu Met Pro Trp 



135 



140 



Leu Leu Arg Leu Ser Val Leu Val Ser Leu Ser Phe Ser Phe Pro Leu 

150 155 160 

Ser Arg Asp Val Phe Asn Val Tyr Val Asn Ser Ser He Pro He Pro 
165 170 175 

Ser Ser Asn Ser Thr Glu Lys Lys Tyr Phe Xaa Glu Thr Asn Met Val 
180 185 190 

Asn Leu Val Phe Phe Tyr Asn Met Gly He Phe Val Pro Leu He Met 
195 200 205 

Phe He Leu Ala Ala Thr Leu Leu He Leu Ser Leu Lys Arg His Thr 
210 215 220 



Leu His Met Gly Ser Asn Ala Thr Gly Ser Arg Asp Pro Ser Met Lys 



230 



235 



240 



Ala His He Gly Ala He Lys Ala Thr Ser Tyr Phe Leu He Leu Tyr 
245 250 255 



He Phe Asn Ala He Ala Leu Phe Leu Ser Thr Ser Asn He Phe Asd 
260 265 



270 



Xaa Tyr Ser Ser Trp Asn He Leu Cys Lys He He Met Ala Ala Tvr 
275 280 285 



290 ^"""^ 



295 



300 



Arg Ala Trp Lys Arg Phe Gin His Gin Val Pro Leu Tyr Leu Lys Gly 



310 



315 



320 
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<210> 29 

<211> 924 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 
<222> (1) , 



(924) 



<220> 

<221> variation 

<222> (189)., (189) 

<223> r is a or g 



<220> 
<221> 
<222> 



variation 
(380) . . (380) 
<223> y is t or c 



<220> 

<221> variation 

<222> (584).. (584) 

<223> w is a or t 

<400> 29 

atg caa gca gca ctg 
Met Gin Ala Ala Leu 
^ 5 

agt ctt ctg ggg att 
Ser Leu Leu Gly He 
20 

agg gag tgg ctg cga 
Arg Glu Trp Leu Arg 
35 

att age ttg ggt gcc 
He Ser Leu Gly Ala 
50 

cac aac ttc tac tac 
His Asn Phe Tyr Tyr 
65 

ggc cga cag ttc ttc 
Gly Arg Gin Phe Phe 
85 



ttc tgg ttt tgc age 
Phe Trp Phe Cys Ser 
100 

aac ate aca cac tec 
Asn He Thr His Ser 
115 



?s III lit ti: III - - 
'^t s IS L= 111 ?:? Hi r.i m 

2^ 30 

tat ggc agg ttg ctg occ ttg gat ata ato r^^r, 
Tyr Gly Arg Leu Leu Pro Le! Me? tit 2S 

45 

tec cgc ttc tgc ctg cag ttg gtt aaa acr m-rr 
ser Arg Phe Cys Leu Gin Leu Vl IJJ JaJ ?a? • 

60 

III ^^'^ of ^ tct ggg ggt etc 

ser Ala Gin Lys Val Glu Tyr Ser gy 2?y lsu 

^5 80 

St 2: s J- Hi I- - s ?s 

is 25 III III lit - - 

•^"^ 110 

?S pJe S» J"^"^ ggg 

Thr Phe Leu Trp Leu Lys Trp Arg Phe xL lly 



48 



96 



144 



192 



240 



288 



336 



384 
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in i?? t^i III iTr rj "° ^'<= 

130 ^-^^ Leu He Ser Phe He He 

^-^^ 140 



acc ctg ctg ttt 
Thr Leu Leu Phe 
145 

att aga aaa ttt 
He Arg Lys Phe 



S ?a I- S I- Sn III -I 

s2 IS K? ?S - J- - ?s til 

175 

^JJ - - - 

•■■^5 190 

ctg gtc tea att atg eta tta at-h t. x. ^ 

Leu va. s.r XJe «e? .li '^l HI JJ^ 

^00 205 

til ^ ?S ?K s:? I!? SI I- - IS S= I- 

■^■^^ 220 



gaa aca tac tat 
Glu Thr Tyr Tyr 
180 

ttt tct gwt ttt 
Phe Ser Xaa Phe 
195 



age acc cag get cac acc aga get 
Ser Thr Gin Ala His Thr A^g Ila 
^''^ 230 

att ctt tat get etg tee ttt ctg 
lie Leu Tyr Ala Leu Ser Phe Leu 
245 

ttt ate tec atg cag aae gac ttt 
Phe He Ser Met Gin Asn Asp Phe 

260 

tac ctg tge ata tct gtc eat cec 
Tyr Leu Cys He Ser Val His Pro 
275 280 



ctg aag tec etc ate tec tte etc 
Leu Lys Ser Leu He Ser Phe Leu 

240 

lit T°^^ 5^=° aaa 

of« ^® ^a Ala Lys 

255 

tac tgg eea tgg caa att gea gtc 
Tyr Trp Pro Trp Gin He Ala Val 
265 270 

tte ate etc ate ttc age aac etc 
Phe He Leu He Phe Ser Asn Leu 
285 



JJ' z III pS: iTr III "c 

290 ^^"^ Leu Leu Ala Arg Gly Phe 

300 

tgg gtg gcc tga 
Trp Val Ala 
305 



432 



480 



528 



576 



624 



672 



720 



768 



816 



864 



912 



924 



<210> 30 

<211> 307 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc^feature 

<222> (63) (63) 

<223> The -xaa- at location 63 stands for Thr. 
<220> 
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<221> inisc_feature 
<222> (127) . . (127) 

<223> The 'Xaa' at location 127 stands for Pro, or Leu. 
<220> 

<221> inisc_f eature 
<222> (195) . . (195) 

<223> The 'Xaa' at location 1.95 stands for Asp, or Val. 
<400> 30 

Met Gin Ala Ala Leu Thr Ala Phe Phe Val Leu Leu Phe Ser Leu Leu 
15 10 15 



Ser Leu Leu Gly lie Ala Ala Asn Gly Phe lie Val Leu Val Leu Gly 
20 25 30 



Arg Glu Trp Leu Arg Tyr Gly Arg Leu Leu Pro Leu Asp Met lie Leu 
35 40 45 



lie Ser Leu Gly Ala Ser Arg Phe Cys Leu Gin Leu Val Gly Xaa Val 
50 55 60 



His Asn Phe Tyr Tyr Ser Ala Gin Lys Val Glu Tyr Ser Gly Gly Leu 
65 70 75 80 



Gly Arg Gin Phe Phe His Leu His Trp His Phe Leu Asn Ser Ala Thr 
85 90 95 



Phe Trp Phe Cys Ser Trp Leu Ser Val Leu Phe Cys Val Lys lie Ala 
100 105 110 



Asn He Thr His Ser Thr Phe Leu Trp Leu Lys Trp Arg Phe Xaa Gly 
115 120 125 



Trp Val Pro Trp Leu Leu Leu Gly Ser Val Leu He Ser Phe He He 
130 135 140 



Thr Leu Leu Phe Phe Trp Val Asn Tyr Pro Val Tyr Gin Glu Phe Leu 
145 150 155 160 



He Arg Lys Phe Ser Gly Asn Met Thr Tyr Lys Trp Asn Thr Arg He 
165 170 175 



Glu Thr Tyr Tyr Phe Pro Ser Leu Lys Leu Val He Trp Ser He Pro 
180 185 190 



Phe Ser Xaa Phe Leu Val Ser He Met Leu Leu He Asn Ser Leu Arg 
195 200 205 
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Arg His Thr Gin Arg Met Gin His Asn Gly His Ser Leu Gin Asp Pro 
210 215 220 



Ser Thr Gin Ala His Thr Arg 7U.a Leu Lys Ser Leu lie Ser Phe Leu 
225 230 235 240 

He Leu Tyr Ala Leu Ser Phe Leu Ser Leu He He Asp Ala Ala Lys 
245 250 255 

Phe He Ser Met Gin Asn Asp Phe Tyr Trp Pro Trp Gin He Ala Val 
260 265 270 



Tyr Leu Cys He Ser Val His Pro Phe He Leu He Phe Ser Asn Leu 
275 280 285 



Lys Leu Arg Ser Val Phe Ser Gin Leu Leu Leu Leu Ala Arg Gly Phe 
290 295 300 



Trp Val Ala 
305 



<210> 31 

<211> 930 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (1) . . (930) 

<220> 

<221> variation 

<222> (104) . , (104) 

<223> s is g or c 

<220> 

<221> variation 

<222> (270) . . (270) 

<223> r is a or g 

<220> 

<221> variation 

<222> (460) , . (460) 

<223> s is g or c 

<220> 

<221> variation 

<222> (610) . . (510) 

<223> k is t or -g 

<220> 
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<221> 
<222> 



variation 
<223> k IS t or g 
<220> 

<221> variation 
<222> (635).. (635) 
<223> r is a or g 

<220> 

<221> variation 

<222> (663).. (663) 

<223> s IS g or c 



<220> 
<221> 
<222> 



variation 
<223> k IS t or g 



<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 



variation 
(S83).. (883) 
y is t or c 



variation 
(889) , . (889) 
is a or o 



<400> 31 

f ? - - - ?: S .'2 - ^ - «J .a 

- v-.' 15 ii - |j ^s: - - .J 1 .=c 

att ga t ■ 

- - # j;i iij IK SI - ^j: - 1,^: 

- - - ^'e" f SI 15 - - - .a 

60 

r ?S - S IS ^ «a |aa 

aga act act get tai- ==.4- ^ 

Thx Thr «a Ty^ tit c« tto a,c aa= 

85 ' «is Phe Ser asn 

f^u Ma ?S ?hr 2° i^" tat ttg etc aao att 

Thr Thr .au Sar lla Pje ^ Syf Sa' tit 

i-tc tec aac ttt at+- ^-h-h ^^j. 

- - - - - j:- - - - tr. - 

125 



48 



96 



144 



192 



240 



288 



336 



384 
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^ m 2: ^l- s - 

i ii„^ - ^ IS Ill 

160 

?s SI s» jjj - 

175 

?s I? SI ?2 - - 

190 

?S III £1 - - ..J «e 

'^"^ 205 

«2 i 5: IS m IT. 11: LI I- IS -I - - sj 

i s IS V-? I- - 2^ - 

^ 235 240 

21 S S? Ill IS |£ - 

255 

lJs Pro vTl Se? iTs ITs t^^ 

260 Arg Phe Ser Tyr Pro 

270 

itr tit r,t tr. t^i Se° 1- 

275 280 Gin 

285 

?S |: 2^ SI s SI 1- J| - ig IS 

aag act tea tct cca tga 
Lys Thr Ser Ser Pro 
.305 



432 



480 



528 



576 



624 



672 



720 



768 



816 



864 



912 



930 



<210> 32 

<211> 309 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc feature 

<222> (35).. (35) 

<223> The ^xaa^ at location 35 stands for Trp. or Ser, 
<220> 
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<221> misc_feature 

<222> (90) . . (90) 

<223> The 'Xaa' at location 90 stands for Val. 
<220> 

<221> misc_f eature 

<222> (154) . • (154) 

<223> The 'Xaa' at location 154 stands for Gly, or Arg. 
<220> 

<221> misc_feature 

<222> (170) . . (170) 

<223> The 'Xaa' at location 170 stands for Arg, or Ser. 
<220> 

<221> misc^feature 

<222> (200) . . (200) 

<223> The -Xaa' at location 200 stands for Cys, or Phe. 
<220> 

<221> misc_feature 

<222> (212) . . (212) 

<223> The 'Xaa' at location 212 stands for Arg, or His. 
<220> 

<221> misc^feature 

<222> (221) . . (221) 

<223> The 'Xaa' at location 221 stands for Thr. 
<220> 

<221> misc_feature 

<222> (294) . . (294) 

<223> The 'Xaa' at location 294 stands for Leu, or Phe. 

<220> 

<221> misc_feature 

<222> (295) . . (295) 

<223> The 'Xaa' at location 295 stands for Arg, or Trp. 

<220> 

<221> misc^feature 

<222> (297) . . (297) 

<223> The 'Xaa' at location 297 stands for Val, or Met. 

<400> 32 

Met He Thr Phe Leu Pro He He Phe Ser Ser Leu Val Val Val Thr 
^5 10 15 

Phe Val He Gly Asn Phe Ala Asn Gly Phe He Ala Leu Val Asn Ser 
20 25 30 

He Glu Xaa Phe Lys Arg Gin Lys He Ser Phe Ala Asp Gin He Leu 
35 40 45 



Thr Ala Leu Ala Val Ser Arg Val Gly Leu Leu Trp Val Leu Leu Leu 
50 55 60 
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Asn Trp Tyr Ser Thr Val Leu Asn Pro Ala Phe Asn Ser Val Glu Val 
65 70 75 80 

Arg Thr Thr Ala Tyr Asn lie Trp Ala Xaa He Asn His Phe Ser Asn 
85 90 95 



Trp Leu Ala Thr Thr Leu Ser He Phe Tyr Leu Leu Lys He Ala Asn 
100 105 110 



Phe Ser Asn Phe He Phe Leu His Leu Lys Arg Arg Val Lys Ser Val 
115 120 125 



He Leu Val Met Leu Leu Gly Pro Leu Leu Phe Leu Ala Cys His Leu 
130 135 140 



Phe Val He Asn Met Asn Glu He Val Xaa Thr Lys Glu Phe Glu Gly 

145 150 155 160 

Asn Met Thr Trp Lys He Lys Leu Lys Xaa Ala Met Tyr Phe Ser Asn 

165 170 175 



Met Thr Val Thr Met Val Ala Asn Leu Val Pro Phe Thr Leu Thr Leu 
180 185 190 

Leu Ser Phe Met Leu Leu He Xaa Ser Leu Cys Lys His Leu Lys Lys 
195 200 205 



Met Gin Leu Xaa Gly Lys Gly Ser Gin Asp Pro Ser Xaa Lys Val His 
210 215 220 



He Lys Ala Leu Gin Thr Val He Ser Phe Leu Leu Leu Cys Ala He 
225 230 235 240 

s 

Tyr Phe Leu Ser He Met He Ser Val Trp Ser Phe Gly Ser Leu Glu 
245 250 255 



Asn Lys Pro Val Phe Met Phe Cys Lys Ala He Arg Phe Ser Tyr Pro 
260 265 270 



Ser He His Pro Phe He Leu He Trp Gly Asn Lys Lys Leu Lys Gin 
275 280 285 



Thr Phe Leu Ser Val Xaa Xaa Gin Xaa Arg Tyr Trp Val Lys Gly Glu 
290 295 300 
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Lys Thr Ser Ser Pro 
305 



<210> 33 

<211> 930 

<212> Dm 

<213> Homo sapiens 



58/447 
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<220> 

<221> CDS 

<222> (1)., (930) 



<220> 

<221> variation 

<222> (103). 

<223> y is t 



(103) 
or c 



<220> 

<221> variation 

<222> (484) . . (484) 

<223> w is a or t 



<220> 
<221> 
<222> 



variation 
(599) (599) 
<223> r is a or g 



<220> 

<221> variation 

<222> (649)., (649) 

<223> s is g or c 

<220> 

<221> variation 

<222> (680).. (680) 

<223> y is t or c 

<220> 

<221> variation 

<222> (718).. (718) 

<223> r is a or g 

<220> 

<221> variation 

<222> (744).. (744) 

<223> r is a or g 

<220> 

<221> variation 

<222> (827) .. (827) 

<223> s is g or c 



<220> 
<221> 
<222> 
<223> 



variation 
(843) (843) 
is a or g 



<400> 33 



48 
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Met Thr Thr Phe lie Pro He He Phe Ser Ser Val Val Val Val Leu 
^5 10 15 

ttt gtt att gga aat ttt get aat ggc ttc ata gca ttg gta aat tec 
Phe Val He Gly Asn Phe Ala Asn Gly Phe He Ala Leu Val Asn Ser 
20 25 30 

att gag ygg gtc aag aga caa aag ate tct ttt get gae eag att etc 
He Glu Xaa Val Lys Arg Gin Lys He Ser Phe Ala Asp Gin He Leu 
35 40 



45 



aet get etg geg gte tee aga gtt ggt ttg etc tgg gta tta tta tta 
Thr Ala Leu Ala Val Ser Arg Val Gly Leu Leu Trp Val Leu Leu Leu 
50 55 60 

aat tgg tat tea act gtg ttt aat cca get ttt tat agt gta gaa gta 
Asn Trp Tyr Ser Thr Val Phe Asn Pro Ala Phe Tyr Ser Val Glu Val 
^5 70 75 80 

aga act act get tat aat gtc tgg gca gta aec gge eat ttc age aac 
Arg Thr Thr Ala Tyr Asn Val Trp Ala Val Thr Gly His Phe Ser Asn 
85 90 95 

tgg ctt get act age etc age ata ttt tat ttg etc aag att gee aat 
Trp Leu Ala Thr Ser Leu Ser He Phe Tyr Leu Leu Lys He Ala Asn 
100 105 110 

ttc tee aac ctt att ttt ctt cac tta aag agg aga gtt aag agt gtc 
Phe Ser Asn Leu He Phe Leu His Leu Lys Arg Arg Val Lys Ser Val 
115 120 125 

att etg gtg atg etg ttg ggg ect tta eta ttt ttg gey tgt caa ctt 
He Leu Val Met Leu Leu Gly Pro Leu Leu Phe Leu Ala Cys Gin Leu 



130 135 



140 



96 



144 



192 



240 



288 



336 



384 



432 



ttt gtg ata aae atg aaa gag att gta egg aca aaa gaa tat gaa gga 480 
Phe Val He Asn Met Lys Glu He Val Arg Thr Lys Glu Tyr Glu Glv 

150 155 160 

aac wtg act tgg aag ate aaa ttg agg agt gca gtg tac ctt tea gat 528 
Asn Xaa Thr Trp Lys He Lys Leu Arg Ser Ala Val Tyr Leu Ser Asp 
165 170 175 

geg act gta ace aeg eta gga aac tta gtg ccc ttc aet etg ace etg 576 
Ala Thr Val Thr Thr Leu Gly Asn Leu Val Pro Phe Thr Leu Thr Leu 
180 185 190 

eta tgt ttt ttg etg tta ate trt tct etg tgt aaa cat etc aag aag 624 
Leu Cys Phe Leu Leu Leu He Xaa Ser Leu Cys Lys His Leu Lys Lys 
195 200 205 

atg cag etc cat ggt aaa gga tct saa gat ccc age acc aag gte eac 672 
Met Gin Leu His Gly Lys Gly Ser Xaa Asp Pro Ser Thr Lys Val His 
210 215 • 220 

ata aaa gyt ttg caa act gtg ate ttt ttc etc ttg tta tgt gee rtt 720 
He Lys Xaa Leu Gin Thr Val He Phe Phe Leu Leu Leu Cys Ala Xaa 
225 230 235 240 

tae ttt etg tee ata atg ata ter gtt tgg agt ttt ggg agt etg gaa 768 
Tyr Phe Leu Ser He Met He Xaa Val Trp Ser Phe Gly Ser Leu Glu 
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245 250 



Sn Lys P?o fat lit Se? Phe lys Lvs 111 r.'' "° ^^^^ 816 
260 ^ Phe Ser Tyr Pro 

^65 270 

lit ill s.t zi III iti tit z IS r 

275 280 

285 

£^ 111 - - - JJ. J^. «a 



aag cct tea tct cca tga 

Lys Pro Ser Ser Pro 930 
305 



<210> 34 

<211> 309 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc^feature 
<222> (35).. (35) 

<223> The 'Xaa- at location 35 stands for Arg, or Trp. 
<220> 

<221> misc_feature 
<222> (162).. (162) 

<223> The -Xaa- at location 162 stands for Met, or Leu. 
<220> 

<221> misc_feature 
<222> (200).. (200) 

<223> The -Xaa- at location 200 stands for Cys, or Tyr. 
<220> 

<221> misc_feature 
<222> (217).. (217) 

<223> The .xaa' at location 217 stands for Glu, or Gin. 
<220> 

<221> misc_feature 
<222> (227).. (227) 

<223> The .xaa. at location 227 stands for Ala, or Val. 

<220> 

<221> misc^feature 
<222> (240).. (240) 

<223> The -Xaa' at location 240 stands for .Val, or He. 
<220> 

<221> inisc_feature 
<222> (248).. (248) 

<223> The 'Xaa' at location 248 stands for Ser. 
<220> 

<221> misc_feature 
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<222> (276).. (276) 

<223> The .Xaa. at location 276 stands for Arg, or Pro. 

<220> 

< 2 2 1 > mi s c_f ea t ur e 
<222> (281)., (281) 

<223> The -Xaa- at location 281 stands for Trp. 
<400> 34 



Met Thr Thr Ph, lie Pro He He Phe Ser Ser Val Val Val v,l Leu 

^0 15 

Phe v,l He .ly Phe Ale Asn Gly Phe xle Ala I.eu Val Aa„ Ser 

25 30 

lie Glu Xaa Val Lya Arg Gin Lys He Ser Phe Ala Asp Gin He Leu 

45 

Thr Ala Leu Ala Val Ser Arg Val Gly Leu Leu Trp Val Leu Leu Leu 

60 

Asn Trp Tyr Ser Thr Val Phe Asn Pro Ala Phe Tyr Ser Val Glu Val 

75 80 

Arg Thr Thr Ala Tyr Asn Val Trp Ala Val Thr Gly His Phe Ser Asn 

90 95 

Trp Leu Ala Thr Ser Leu Ser He Phe Tyr Leu Leu Lys He Ala Asn 



105 



110 



Phe ser Asn Leu He Phe Leu His Leu Lys Arg Arg Val Lys Ser Val 

±ZQ 225 

lie Leu val Met Leu Leu Gly Pro Leu Leu Phe Leu Ala Cys Gin Leu 

•^-^^ 140 



Phe Val lie Asn Met Lys Glu lie Val Ar-rr tkv. t, r.-, ^ 
145 2.50 

160 

Asn Xaa Thr Trp Lys He Lys Leu Arg Ser Ala Val Tyr Leu Ser Asp 

^''O 175 

«a Thr V.1 Thr Thr 1,. sly ^ val Pro Ph. Thr Leu Thr Leu 

185 290 

Leu oy. Phe Leu Leu Leu He Ka, Ser Leu Cya Lye „la Leu Lys Ly. 



200 205 
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Met Gin Leu His Gly Lys Gly Ser Xaa Asp Pro Ser Thx Lys Val His 



220 



lie Lys Xaa Leu Gin Thr Val He Phe Phe Leu Leu Leu Cys Ala Xaa 



235 



240 



Leu Glu 
255 



Tyr Phe Leu Ser lie Met He Xaa Val Trp Ser Phe Gly Ser 
245 250 

Asn Lys Pro Val Phe Met Phe Cys Lys Ala He Arg Phe Ser Tyr Pro 

265 270 

ser He His Xaa Phe He Leu lie Xaa Gly Asn Lys Lys Leu Lys Gin 

280 285 

Thr Phe Leu Ser Val Leu Arg Gin Val Arg Tyr Trp Val Lys Gly Glu 



300 



Lys Pro Ser Ser Pro 
305 



<210> 35 

<211> 900 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (1) . . (900) 

<220> 

<221> variation 

<222> (106) _ (106) 

<223> k is g or t 

<220> 

<221> variation 

<222> (682).. (682) 

<223> w is a or t 

<220> 

<221> variation 

<222> (749).. (749) 

<223> r is a or g 

<220> 

<221> variation 

<222> (862) . . (862) 

<223> y is c or t 

<400> 35 

atg ata act ttt ctg ccc ate att 



tec att eta ata gtg gtt aca 
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96 



144 



Met lie Thr Phe ^„ P„ p,^ ^^ ■^^ 

"^i til m HI IS ^s: III I- "t tec 

20 ® ^■'-^ Val Asn Ser 

30 

5e IS ^ s: IS lit I- - Si 

™^ I.- ?if - 1- IS J- - li - - - 

60 

J- s ?s IS s Ill IS 

"^^ 80 

'^t ill S^ Si - J- s - - «= gt 

95 

tgg ctt get act age etc age ata t*-t 4. 
xrp ^„ se. sir Al ^ - - 

110 

s'S JJS ^ii ?n - - Si - J^. J.. J. e. 

120 225 

III ?a? S: III III III f - ^tt ttg gtt tgt eat ett 
130 ^^'^ ^""^ Phe Leu Val Cys His Leu 

ttt gtg ata aac atg aat caq att ata i-rrr, = 

Phe V.X Ue ^ ,11 III - - I- tat g. 

160 

Kn Si SI Xi ^iS J?^ Si S «il JJi 2i iii - 

^"^0 175 

s s? Si Si ^: til Si iii ?ii iii - - „e 

190 

til ^ii iii iii iii iii - - - 2s gi gi Si ^ii l-i lit 

-^00 205 
atg cag etc cat ggc aaa aaa tct r^^^ rrz»+. 

«« g„ .eu „u oS .ys I li^ IS Si Si Xi 51 IS 

^15 220 

"e° tyi Si IS Si ?i? ?ii iii iii =ii »<== att ,a„ 

225 230 IJ-e 

235 240 

III 2^ ^ii Si Si Mi? I- tl Si £ iii IK |£ iii Si -3 



240 



288 



336 



384 



432 
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245 250 



255 



aac aaa cct gtc ttc atg ttc tgc gaa get att gca ttc age tat cct 
Asn Lys Pro Val Phe Met Phe Cys Glu Ala He La Phe Ser T^r Pro 

265 270 



I lu"" o^"" ''''^ ^^"^ ""^^ aag aag eta aag yag 

ser Thr Hxs Pro Phe He Leu He Trp Gly Asn Lys Lys Leu lJs Jaa 
275 280 285 

act ttt ctt tea gtt ttg tgg caa atg agg tac tga 
Thr Phe Leu Ser Val Leu Trp Gin Met Arg Tvr 
290 295 

<210> 36 

<211> 299 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (36) . . (36) 

<223> The 'Xaa' at location 36 stands for Val, or Phe. 
<220> 

<221> inisc_f eature 

<222> (228) (228) 

<223> The 'Xaa' at location 228 stands for Met, or Leu. 
<220> 

<221> misc_f eature 

<222> (250) . . (250) 

<223> The 'Xaa' at location 250 stands for Trp. 
<220> 

<221> itiise_feature 

<222> (288) . . (288) 

<223> The 'Xaa' at location 288 stands for Gin, 

<400> 36 

Met He Thr Phe Leu Pro He He Phe Ser He Leu He Val Val Thr 
1 5 10 



15 



Phe Val He Gly Asn Phe Ala Asn Gly Phe He Ala Leu Val Asn Ser 
20 25 30 

He Glu Trp Xaa Lys Arg Gin Lys He Ser Phe Ala Asp Gin He Leu 
35 40 45 

Thr Ala Leu Ala Val Ser Arg Val Gly Leu Leu Trp Val Leu Val Leu 

55 60 

Asn Trp Tyr Ala Thr Glu Leu Asn Pro Ala Phe Asn Ser He Glu Val 

70 75 QO 



816 



864 



900 
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Arg He Thr Ala Tyr Asn Val Trp Ala Val He Asn His Phe Ser Asn 
oo 9Q 



95 



Trp Leu Ala Thr Ser Leu Ser He Phe Tyr Leu Leu Lys He Ala Asn 

105 HQ 

Phe ser Asn Leu He Phe Leu His Leu Lys Arg Arg Val Lys Ser Val 

120 125 

val Leu Val He Leu Leu Gly Pro Leu Leu Phe Leu Val Cys His Leu 

135 

Phe Val He Asn Met Asn Gin He He Trp Thr Lys Glu Tyr Glu Gly 

•'•^0 T CC _ _i 

■^^^ 160 

Asn Met Thr Trp Lys He Lys Leu Arg Ser Ala Met Tyr Leu Ser Asn 
•■•"3 170 



175 



Thr Thr Val Thr He Leu Ala Asn Leu Val Pro Phe Thr Leu Thr Leu 

185 19Q 

He Ser Phe Leu Leu Leu He Cys Ser Leu Cys Lys His Leu Lys Lys 

200 205 

Met Gin Leu His Gly Lys Gly Ser Gin Asp Pro Ser Met Lys Val His 

215 220 

lie Lys Ala Xaa Gin Thr Val Thr Ser Phe Leu Leu Leu Cys Ala He 

230 235 240 

Tyr Phe Leu Ser He He Met Ser Val Xaa Ser Phe Glu Ser Leu Glu 



250 



255 



Asn Lys Pro Val Phe Met Phe Cys Glu Ala He Ala Phe Ser Tyr Pro 

265 270 

ser Thr His Pro Phe He Leu He Trp Gly Asn Lys Lys Leu Lys Xaa 

280 285 

Thr Phe Leu Ser Val Leu Trp Gin Met Arg Tyr 
290 295 

<210> 37 

<211> 929 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> CDS 

<222> (1)..(927) 

<400> 37 

atg ata act ttt ctg ccc ate att ttt tec att eta ata gtg qtt ata 
Met He Thr Phe Leu Pro He He Phe Ser He Leu He Val Val He 
15 10 15 

III f ? ^""^ "^oa ttg gta aat tec 

Phe Val He Gly Asn Phe Ala Asn Gly Phe He Ala Leu Val Asn Ser 
20 25 



30 



att gag tgg gtc aag aga caa aag ate tec ttt gtt gac caa att etc 
He Glu Trp Val Lys Arg Gin Lys He Ser Phe Val Asp Gin He Leu 
35 40 



45 



ff^ ^^'^ ttg etc tgg gtg tta tta eta 

Thr Ala Leu Ala Val Ser Arg Val Gly Leu Leu Trp Val Leu Leu Leu 
50 55 



60 



cat tgg tat gea act eag ttg aat cca get ttt tat agt gta gaa gta 

His Trp Tyr Ala Thr Gin Leu Asn Pro Ala Phe Tyr Ser Val Glu Val 

70 75 80 

l'^^ ^^"^ 9ta ace aac cat tto age age 

Arg He Thr Ala Tyr Asn Val Trp Ala Val Thr Asn His Phe Ser Ser 
85 90 95 

tgg ctt get act age etc age atg ttt tat ttg etc agg att gee aat 

Trp Leu Ala Thr Ser Leu Ser Met Phe Tyr Leu Leu Arg He Ala Asn 



100 105 



110 



48 



96 



144 



192 



240 



288 



336 



Ph! « I t" ^^^^ aga gtt aag agt gtt 384 

Phe Ser Asn Leu He Phe Leu Arg He Lys Arg Arg Val Lys Ser Val 
115 120 125 

gtt ctg gtg ata ctg ttg ggg cct ttg eta ttt ttg gtt tgt eat ctt 432 
Val Leu Val He Leu Leu Gly Pro Leu Leu Phe Leu Val Cys His Leu 
130 135 240 

IV" aca aaa gaa tat gaa gga 480 

Phe Val He Asn Met Asp Glu Thr Val Trp Thr Lys Glu Tyr Glu Gly 

150 155 160 

Ssn {f!? l^'^ f^'^ l^"" 9ca atg tac cat tea aat 528 

Asn Val Thr Trp Lys He Lys Leu Arg Ser Ala Met Tyr His Ser Asn 
165 170 175 

t^l etc act ctg ace eta 576 

Met Thr Leu Thr Met Leu Ala Asn Phe Val Pro Leu Thr Leu Thr Leu 
180 185 190 

T^l V"^ 11^ tgt aaa cat etc aag aag 624 

He Ser Phe Leu Leu Leu He Cys Ser Leu Cys Lys His Leu Lys Lys 
195 200 205 

tit of^ 2?° caa gat ccc age acc aag gtc cac 672 

Met Gin Leu His Gly Lys Gly Ser Gin Asp Pro Ser Thr Lys Val His 
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210 215 220 

ata aaa get ttg caa act gtg acc tec ttt ett ctg tta tgt gee att 
lie Lys Ala Leu Gin Thr Val Thr Ser Phe Leu Leu Leu Cys Ala He 

230 235 240 

tae ttt ctg tec atg ate ata tea gtt tgt aat ttt ggg agg ctg gaa 
Tyr Phe Leu Ser Met He He Ser Val Cys Asn Phe Gly Arg Leu Glu 
245 250 255 

aag caa cct gte ttc atg ttc tgc caa get att ata ttc age tat cet 
Lys Gin Pro Val Phe Met Phe Cys Gin Ala He He Phe Ser Tyr Pro 
260 265 270 

tea acc cac cca ttc ate ctg att ttg gga aac aag aag eta aag cag 
Ser Thr His Pro Phe He Leu He Leu Gly Asn Lys Lys Leu Lys Gin 
275 280 285 

ou^ f^* agg tae tgg gtg aaa gac aga 

He Phe Leu Ser Val Leu Arg His Val Arg Tyr Trp Val Lys Asp Arg 
290 295 300 

age ett cgt etc cat ga 
Ser Leu Arg Leu His 
305 



<210> 38 

<211> 309 

<212> PRT 

<213> Homo sapiens 

<400> 38 

Met He Thr Phe Leu Pro He He Phe Ser He Leu He Val Val He 
^5 10 15 

Phe Val He Gly Asn Phe Ala Asn Gly Phe He Ala Leu Val Asn Ser 
20 25 30 

He Glu Trp Val Lys Arg Gin Lys He Ser Phe Val Asp Gin He Leu 
35 40 45 

Thr Ala Leu Ala Val Ser Arg Val Gly Leu Leu Trp Val Leu Leu Leu 
50 55 60 

His Trp Tyr Ala Thr Gin Leu Asn Pro Ala Phe Tyr Ser Val Glu Val 

70 75 80 

Arg He Thr Ala Tyr Asn Val Trp Ala Val Thr Asn His Phe Ser Ser 
85 90 95 



720 



768 



816 



864 



912 



929 



Trp Leu Ala 



Thr 
100 



Ser Leu Ser Met Phe Tyr Leu Leu Arg He Ala Asn 
105 110 
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Phe Ser Asn Leu He Phe Leu Arg He Lys Arg Arg Val Lys Ser Val 
115 120 125 

Val Leu Val He Leu Leu Gly Pro Leu Leu Phe Leu Val Cys His Leu 
•L-'y 135 140 

Phe Val He Asn Met Asp Glu Thr Val Trp Thr Lys Glu Tyr Glu Gly 

155 160 

Asn Val Thr Trp Lys He Lys Leu Arg Ser Ala Met Tyr His Ser Asn 
165 170 175 

Met Thr Leu Thr Met Leu Ala Asn Phe Val Pro Leu Thr Leu Thr Leu 
ISO 185 190 

He Ser Phe Leu Leu Leu He Cys Ser Leu Cys Lys His Leu Lys Lys 
195 200 205 

Met Gin Leu His Gly Lys Gly Ser Gin Asp Pro Ser Thr Lys Val His 
^•■•0 215 220 ' 

lie Lys Ala Leu Gin Thr Val Thr Ser Phe Leu Leu Leu Cys Ala He 

230 235 240 

Tyr Phe Leu Ser Met He He Ser Val Cys Asn Phe Gly Arg Leu Glu 
245 250 255 

Lys Gin Pro Val Phe Met Phe Cys Gin Ala He He Phe Ser Tyr Pro 
260 265 270 

Ser Thr His Pro Phe He Leu He Leu Gly Asn Lys Lys Leu Lys Gin 
275 280 285 

290 ^^"^ ^^"^ tJI ^^"^ ^9 



300 



Ser Leu Arg Leu His 
305 



<210> 39 

<211> 900 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 
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<222> (I).. (900) 
<220> 

<221> variation 

<222> (94) _ (94) 

<223> r is a or g 

<220> 

<221> variation 

<222> (326) . . (326) 

<223> m is a or c 



<220> 

<221> variation 
<222> (418) . . (418) 

<223> y is t or c 

<220> 

<221> variation 

<222> (456) . . (456) 

<223> w is a or t 

<220> 

<221> variation 

<222> (673) . . (673) 

<223> r is a or g 

<220> 

<221> variation 

<222> (719) . . (719) 

<223> y is t or c 



<220> 

<221> variation 

<222> (799) . . (799) 

<223> s is g or c 

<220> 

<221> variation 

<222> (883) (883) 

<223> r is a or g 

<220> 

<221> variation 

<222> (895),. (895) 

<223> y is t or c 



He? Ill l^l III - - - - - -J t« ,3 

^ 10 15 

III *^tc ata gey eta gta aat rtc 96 

Phe Val Leu Gly Asn Val Ala Asn Gly Phe He Al^ Leu ?al A^n Sa 

25 30 

ill ^^"^ ^""^ aag ate tec tea get gag caa att etc 

He Asp Trp Val Asn Thr Arg Lys He Ser Ser Ala Ilu gS lie Leu 



35 40 45 

act get ctg gtg gtc tec aga att ggt tta etc tgg gte atg tta ttc 



144 



192 
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Thr Ala Leu Val Val Ser Aro lif* ri« r 

50 „^ Leu Trp Val Met Leu Phe 

60 

s ?s ?2 III 111 - - - - 

80 

til 111 - III - - ^» c« «e jj. 

^° 95 
tgg ctt get get age etc age at a +-i-4-t-«+-4.4. 

T.P Le„ «3 ?S 2S SI Se' S Li 

105 12Q 

ir. - - - - 

120 125 

^11 S 1| - - - ^ - 

IjI V-! S ?S g IS - 1" I- I- IS 

160 

?s ?s ?s J| lii Hi III „=K - - 

?S S ?S S L'S S I- - IS 2^ 

•^^5 190 

SI ^1 SI ?s |: I- 111 in tit - - - 

-^00 205 

atg egg etc cat age aaa aaa tct r^a rr=»+. 

Met Arg Leu His Ser Lys I?v Ser III I o^"" ^""^ 

210 ^ oT^ ^^"^ ^^"^ Thr Lys Val His 

X« Jy^ S IS ?S ?S S^r Ph^ r S'J ^Vl: 

225 230 ®^ Ala Xaa 

235 240 

P^e LaJ I^^ ?S Se^ -g 
245 ^^"^ Thr Gin Gin 

255 

s'l° SI 2^ 21 2S IS ?S kL* si J" 

260 oic ^-^^ ^"^^ Tyr Pro 

265 270 

s2 ^Jl |l ^Sl 21 S: SI IS Sl^ 51 21 SI IS 

^eo 285 

?hr III t" c"^^ ^<^a ygc tga 

Thr Phe Leu Ser Val Leu Xaa Gin Met Thr Xaa 



240 



288 



336 



384 



432 



480 



528 



576 



624 



672 



720 



900 
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290 295 



<210> 40 

<211> 299 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<222> (32) . . (32) 

<223> The -Xaa' at location 32 stands for Val, or He. 
<220> 

<221> misG_feature 

<222> (109) . . (109) 

<223> The -Xaa' at location 109 stands for Lys, or Thr, 
<220> 

<221> misc_f eature 

<222> (140) . . (140) 

<223> The -Xaa- at location 140 stands for Leu. 
<220> 

<221> misc_f eature 

<222> (152) (152) 

<223> The -Xaa' at location 152 stands for Arg, or Ser. 
<220> 

<221> misc_feature 

<222> (225) (225) 

<223> The 'Xaa' at location 225 stands for Val, or He. 
<220> 

<221> misc_feature 

<222> (240) (240) 

<223> The -Xaa' at location 240 stands for Thr, or He, 
<220> 

<221> misc_f eature 

<222> (267).. (267) 

<223> The -Xaa' at location 267 stands for Val, or Leu. 
<220> 

<221> misc_feature 

<222> (295) . . (295) 

<223> The -Xaa' at location 295 stands for Trp. 
<220> 

<221> misc^feature 

<222> (299) . . (299) 

<223> The -Xaa- at location 299 stands for Arg, or Cys. 

<400> 40 

Met Met Cys Phe Leu Leu He He Ser Ser He Leu Val Val Phe Ala 
^ 10 15 

Phe Val Leu Gly Asn Val Ala Asn Gly Phe He Ala Leu Val Asn Xaa 
20 25 



30 
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He Asp Trp Val Asn Thr Arg Lys lie Ser Ser Ala Glu Gin He Leu 
35 40 45 

Thr Ala Leu Val Val Ser Arg He Gly Leu Leu Trp Val Met Leu Phe 
50 55 60 

Leu Trp Tyr Ala Thr Val Phe Asn Ser Ala Leu Tyr Gly Leu Glu Val 
^5 70 75 80 

Arg He Val Ala Ser Asn Ala Trp Ala Val Thr Asn His Phe Ser Met 
85 90 95 

Trp Leu Ala Ala Ser Leu Ser He Phe Cys Leu Leu Xaa He Ala Asn 
100 105 110 

Phe Ser Asn Leu He Ser Leu His Leu Lys Lys Arg He Lys Ser Val 
115 120 125 

Val Leu Val He Leu Leu Gly Pro Leu Val Phe Xaa He Cys Asn Leu 
130 135 140 



Ala Val He Thr Met Asp Glu Xaa Val Trp Thr Lys Glu Tyr Glu Gly 
145 150 155 



160 



Asn Val Thr Trp Lys He Lys Leu Arg Asn Ala He His Leu Ser Ser 
165 170 175 

Leu Thr Val Thr Thr Leu Ala Asn Leu He Pro Phe Thr Leu Ser Leu 
180 185 190 

He Cys Phe Leu Leu Leu He Cys Ser Leu Cys Lys His Leu Lys Lys 
195 200 205 

Met Arg Leu His Ser Lys Gly Ser Gin Asp Pro Ser Thr Lys Val His 
210 215 220 

Xaa Lys Ala Leu Gin Thr Val Thr Ser Phe Leu Met Leu Phe Ala Xaa 
225 230 235 240 



Tyr Phe Leu Cys He He Thr Ser Thr Trp Asn Leu Arg Thr Gin Gin 
245 250 255 



Ser Lys Leu Val Leu Leu Leu Cys Gin Thr Xaa Ala He Met Tyr Pro 
260 265 270 
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Ser Phe His Ser Phe lie Leu He Met Gly Ser Arg Lys Leu Lys Gin 
275 280 285 

Thr Phe Leu Ser Val Leu Xaa Gin Met Thr Xaa 
290 295 

<210> 41 

<211> 930 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (930) 

<220> 

<221> variation 

<222> (421) , . (421) 

<223> r is a or g 

<220> 

<221> variation 

<222> (429) . . (429) 

<223> m is a or c 

<220> 

<221> variation 

<222> (442) . . (442) 

<223> m is a or c 

<220> 

<221> variation 

<222> (516) . . (516) 

<223> r is a or g 

<220> 

<221> variation 

<222> (706) (706) 

<223> r is a or g 

<220> 

<221> variation 

<222> (755) (755) 

<223> y is t or c 

<220> 

<221> variation 

<222> (764).. (764) 

<223> k is g or t 

<220> 

<221> variation 

<222> (808).. (808) 

<223> r is a or g 

<400> 41 

atg atg agt ttt eta cac att gtt ttt tec att eta gta gtg gtt gca 48 
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Met Met Ser Phe Leu His He Val Phe Ser He Leu Val Val Val Ala 

^° 15 
ttt att ctt gga aat ttt gcc aat ggc ttt ata nn^ r-i-r, =4- 
Phe II. Leu Oly A,„ Phe Ale As„ lly Itl III III L'^. P^J 

25 30 

ill Se ill III SI s s: tn 

4 5 



LI |1 S2 S L== p ?S IS l^ ?2 - - - 



60 



hS s III ?£ ?s pS ?s - - 

^° 75 80 

S - - .e ^.e e. e,e 



105 110 
lit III III III I- ^ - ae, ee, e. .e 



fa^ S2 V-? ?2 - 1? - - - - 

J.^:^ 140 

g m:? til ?s j;: iit tii tii ?^ s ik is is 



240 



288 



336 



384 



-432 



480 



^i ?£ in SI Se lii m L3 s= 

SI '^l m t& 2- HI III ill I- - ?s 21 S SI 

185 190 

^e1 21 21 2; S: S? Ill III in J- g 21 SI SI 
SI |l 21 til IS Se' IS ITr SI SI sll Z SI S 

215 220 

S SI 1.2 21 IS ?2 ?£ 21 21 21 21 2S 12 ill - 

235 240 

SI 21 21 Ul 21 SI SI '21 2: L2 ^Jl SI 21 21 21 



528 



576 



624 



672 
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245 

aaa gaa att gtc tta atg 
Lys Glu lie Val Leu Met 
260 

tea ttc cac tea ttc att 
Ser Phe His Ser Phe lie 
275 

acc ttt ctt tea gtt ttg 
Thr Phe Leu Ser Val Leu 
290 

aac eag tea aet eca tag 
Asn Gin Ser Thr Pro 
305 



250 

ctt tge eaa get ttt gga 

Leu Cys Gin Ala Phe Gly 
265 

ctg att tgg ggg aac aag 

Leu lie Trp Gly Asn Lys 

280 

tgg cag gtg act tge tgg 

Trp Gin Val Thr Cys Trp 

295 300 



255 

ate rta tat cea 816 
lie Xaa Tyr Pro 
270 

acg eta aag eag 864 

Thr Leu Lys Gin 

285 

gca aaa gga cag 912 
Ala Lys Gly Gin 



930 



<210> 42 

<211> 309 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<222> (141).. (141) 

<223> The 'Xaa' at location 141 stands for Val, or He, 
<220> 

<221> misc_feature 

<222> (143) . . (143) 

<223> The »Xaa' at location 143 stands for Gin, or His. 
<220> 

<221> iaisc_feature 

<222> (148) . . (148) 

<223> The 'Xaa' at location 148 stands for Asn, or His. 
<220> 

<221> misc_feature 

<222> (172) . . (172) 

<223> The 'Xaa' at location 172 stands for Met, or He, 

<220> , 

<221> misc_feature 

<222> (236) • . (236) 

<223> The 'Xaa' at location 236 stands for Val, or He. 
<220> 

<221> misc_feature 

<222> (252) . . (252) 

<223> The 'Xaa' at location 252 stands for Ser, or Phe. 
<220> 

<221> misc_feature 

<222> (255) . . (255) 

<223> The 'Xaa' at location 255 stands for Arg, or Leu. 
<220> 

<221> misc feature 
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<222> (270) . . (270) 

<223> The 'Xaa' at location 270 stands for Val, or He. 
<4G0> 42 

Met Met Ser Phe Leu His He Val Phe Ser He Leu Val Val Val Ala 
1 5 10 15 ' 

Phe He Leu Gly Asn Phe Ala Asn Gly Phe He Ala Leu He Asn Phe 
20 25 30 

He Ala Trp Val Lys Arg Gin Lys He Ser Ser Ala Asp Gin He He 
35 40 45 

Ala Ala Leu Ala Val Ser Lys Val Gly Leu Leu Trp Val He Leu Leu 
50 55 60 

His Trp Tyr Ser Thr Val Leu Asn Pro Thr Ser Ser Asn Leu Lys Val 
65 70 75 80 

He He Phe He Ser Asn Ala Trp Ala Val Thr Asn His Phe Ser He 
85 90 95 

Trp Leu Ala Thr Ser Leu Ser He Phe Tyr Leu Leu Lys He Val Asn 
100 105 110 

Phe Ser Arg Leu He Phe His His Leu Lys Arg Lys Ala Lys Ser Val 
115 120 125 

Val Leu Val He Val Leu Gly Ser Leu Phe Phe Leu Xaa Cys Xaa Leu 
130 135 140 

Val Met Lys Xaa Thr Tyr He Asn Val Trp Thr Glu Glu Cys Glu Gly 
145 150 155 160 

Asn Val Thr Trp Lys He Lys Leu Arg Asn Ala Xaa His Leu Ser Asn 
165 170 175 

Leu Thr Val Ala Met Leu Ala Asn Leu He Pro Phe Thr Leu Thr Leu 
180 185 190 

He Ser Phe Leu Leu Leu He Tyr Ser Leu Cys Lys His Leu Lys Lys 
195 200 205 



Met Gin Leu His Gly Lys Gly Ser Gin Asp Pro Ser Thr Lys He His 
210 215 220 
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lie Lys Ala Leu Gin Thr Val Thr Ser Phe Leu Xaa Leu Leu Ala He 

230 235 240 

Tyr Phe Leu Cys Leu He He Ser Phe Trp Asn Xaa Lys Met Xaa Pro 
245 250 255 

Lys Glu He Val Leu Met Leu Cys Gin Ala Phe Gly He Xaa Tyr Pro 
260 265 270 

Ser Phe His Ser Phe He Leu He Trp Gly Asn Lys Thr Leu Lys Gin 
275 280 285 

Thr Phe Leu Ser Val Leu Trp Gin Val Thr Cys Trp Ala Lys Glv Gin 
290 295 300 

Asn Gin Ser Thr Pro 
305 



<210> 43 

<211> 900 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)..{900) 

<400> 43 

t^t 3tt eta ata atg gtt tta 

Met He Thr Phe Leu Tyr He Phe Phe Ser He Leu He Met Val Leu 

15 10 15 

IV" ?r^^ ^^"^ ttc ata gca ctg gta aat ttc 

Phe Val Leu Gly Asn Phe Ala Asn Gly Phe He Ala Leu Val Asn Phe 
20 25 30 

att gac tgg gtg aag aga aaa aag ate tec tea get gac caa att ete 
He Asp Trp Val Lys Arg Lys Lys He Ser Ser Ala Asp Gin He Leu 
35 40 45 

act get ctg gcg gtc tec aga att ggt ttg etc tgg gca tta tta tta 
Thr Ala Leu Ala Val Ser Arg He Gly Leu Leu Trp Ala Leu Leu Leu 
50 55 60 

aat tgg tat tta act gtg ttg aat cca get ttt tat agt gta gaa tta 
Asn Trp Tyr Leu Thr Val Leu Asn Pro Ala Phe Tyr Ser Val Glu Leu 

70 75 80 

aga att act tct tat aat gcc tgg gtt gta acc aac cat ttc age ato 
Arg He Thr Ser Tyr Asn Ala Trp Val Val Thr Asn His Phe Ser Met 
85 90 95 

tgg ctt get get aac etc age ata ttt tat ttg etc aag att gee aat 
Trp Leu Ala Ala Asn Leu Ser He Phe Tyr Leu Leu Lys He Ala Asn 



48 



96 



144 



192 



240 



288 



336 
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100 105 110 

ttc tec aac ctt ctt ttt ctt cat tta aag agg aga gtt agg agt gtc 384 
Phe Ser Asn Leu Leu Phe Leu His Leu Lys Arg Arg Val Arg sir vlt 
115 120 125 

att ctg gtg ata ctg ttg ggg act ttg ata ttt ttg gtt tgt cat ctt 
He Leu Val He Leu Leu Gly Thr Leu He Phe Leu ?al Cys His Leu 
••-30 135 240 

t!I; fr^^ f?^ ^^'3 gca gaa gaa tat gaa gga 

Leu Val Ala Asn Met Asp Glu Ser Met Trp Ala Glu Glu Tyr Ilu llj 

155 

IV 5*? 2?^ ^^'3 Qta cat ctt tea tat 

Asn Met Thr Gly Lys Met Lys Leu Arg Asn Thr Val His Leu Ser Tyr 

170 175 

ttg act gta act acc eta tgg age ttc ata ccc ttt act ctg tec eta 
Leu Thr Val Thr Thr Leu Trp Ser Phe He Pro Phe Thr Leu Se? Leu 
180 185 190 

T^t IV" ""^^ aaa cat etc aag aag 

He Ser Phe Leu Met Leu He Cys Ser Leu Tyr Lys His Leu Lys LyI 
195 200 205 

atg cag etc cat gga gaa ggd teg caa gat etc age acc aag gtc cac 
Met Gin Leu His Gly Glu Gly Ser Gin Asp Leu Thr LyI vll His 

210 215 220 

ata aaa get ttg caa act ctg ate tec ttc etc ttg tta tgt gee att 
He Lys Ala Leu Gin Thr Leu He Ser Phe Leu LeS Leu Cys III ill 

230 235 240 



P^o It T It"" ""^^ '^^^ cct agg agg ctg egg 

Phe Phe Leu Phe Leu He Val Ser Val Trp Ser Pro Arg A?g Leu A?? 
245 250 



255 



A=! r° get gtt gga aac ata tat ctt 

Asn Asp Pro Val Val Met Val Ser Lys Ala Val Gly Asn He Tyr Leu 
260 265 



270 



I?« t""^ ^1° ""^^ ^'^^ aag eta aaa cac 

Ala Phe Asp Ser Phe He Leu He Trp Arg Thr Lys Lys Leu Lys His 
275 280 



285 



ace ttt ctt ttg att ttg tgt cag att agg tge tga 
Thr Phe Leu Leu He Leu Cys Gin He Arg Cvs 
290 295 



432 



480 



528 



576 



624 



672 



720 



768 



816 



864 



900 



<210> 44 

<211> 299 

<212> PRT 

<213> Homo sapiens 

<400> 44 

Met He Thr Phe Leu Tyr He Phe Phe Ser He Leu He Met Val Leu 
15 10 15 
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Phe Val Leu Gly Asn Phe Ala Asn Gly Phe He Ala Leu Val Asn Phe 
^0 25 



30 



He Asp Trp Val Lys Arg Lys Lys He Ser Ser Ala Asp Gin He Leu 



40 



45 



Thr Ala Leu Ala Val Ser Arg He Gly Leu Leu Trp Ala Leu Leu Leu 



55 



60 



Asn Trp Tyr Leu Thr Val Leu Asn Pro Ala Phe Tyr Ser Val Glu Leu 

^° 75 80 



Arg He Thr Ser Tyr Asn Ala Trp Val Val Thr Asn His Phe 
85 go 



Ser Met 
95 



Trp Leu Ala Ala Asn Leu Ser He Phe Tyr Leu Leu Lys He Ala Asn 
100 105 110 

Phe Ser Asn Leu Leu Phe Leu His Leu Lys Arg Arg Val Arg Ser Val 
lis 120 125 

He Leu Val He Leu Leu Gly Thr Leu He Phe Leu Val Cys His Leu 



135 



140 



Leu Val Ala Asn Met Asp Glu Ser Met Trp Ala Glu Glu Tyr Glu Gly 

150 - 



155 



160 



Asn Met Thr Gly Lys Met Lys Leu Arg Asn Thr Val His Leu Ser Tyr 



170 



175 



Leu Thr Val Thr Thr Leu Trp Ser Phe He Pro Phe Thr Leu Ser Leu 
■''OO 185 



190 



He Ser Phe Leu Met Leu He Cys Ser Leu Tyr Lys His Leu Lys Lys 

200 205 



Met Gin Leu His Gly Glu Gly Ser Gin Asp Leu Ser Thr Lys Val His 



215 



220 



lie Lys Ala Leu Gin Thr Leu He Ser Phe Leu Leu Leu Cys Ala He 

230 235 240 

Phe Phe Leu Phe Leu He Val Ser Val Trp Ser Pro Arg Arg Leu Arg 



250 



255 
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Asn Asp Pro Val Val Met Val Ser Lys Ala Val Gly Asn lie Tyr Leu 

265 270 

Ala Phe ASP ser Phe lie Leu lie Trp Arg Thr Lys Lys Leu Lys His 

zau 285 



^^"^ 290 ^^"^ ^^"^ ^^"^ ^^"^ ^""^ 



295 



<210> 45 

<211> 957 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (957) 

<220> 

<221> variation 

<222> (595) , . (595) 

<223> w is a or t 

<400> 45 



«2 IS 11; fi ill - 1.- s ?a ?s IS J- J- " 

i5 

111 ii: III III 'vTi ill ill 11: 2u f ' 

^Bu vax inr lie Leu Leu Leu Leu Arg Leu Val Ala He 

25 30 

III III lit tr. s s s IS r.i - - - - 

t^l S S |J SS SI - - - - £c 

55 50 

s2 J- 22 III I- r,i IS SI ?s jj^ ?2 -° 

^° 75 80 

lit '^i ill til s? IS it: tti IS I- 

85 90 95 

2S '.S ^1 S« III - - - - |« ^c. ,ec 33. 

105 110 

?S ^ g ?L= 5- III tl s: S SI ?S S 12 

120 125 
gtc ttc ttc tgg eta aag cac aag ttg tct ggg tgg eta cea tgg atg 432 
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Val Phe Phe Trp Leu Lys His Lys Leu Ser Gly Trp Leu Pro Trp Met 

xo3 240 

etc ttc age tct gta ggg etc tee age ttc ace acc att eta 4-4- 
jeu Ph, ser Ser Val Gly Leu Ser sir Ph. Thr ?hr "e LeS pSe pJe 

ill III HI III 1^ ill III III I- ^l I- 

170 175 

1=: is ?^i in SI 21 til III - - - 

185 190 

'rii Pr^ til III SI ^i - ?s |e; ;s 



S S 2S ?S III III L'J SI SI 

215 220 

gl SI S Si S ?S IS III l^l S IS ?rl s- ill III 

-^30 235 240 

H^'' f^^ ""^^^ "^^^ -^tc etc tct ttt gee atg etc ttc 

Ala Hxs lie Lys Ala Leu Leu Ala Leu Leu Ser Phe Ila Me? Leu til 
^ 250 255 

lit I- III i^ III I- -I - - - 111 IS m III 111 

260 265 270 

cct ctg gac ttt aaa ttc tgg gtg tgg gag tea gtg att tat eta l-at 
Pro Leu Asp Phe Lys Phe Trp Val TrJ GlS Ser vlt ill lyl Su Cys 
-i'S 280 285 

2i- 1: r.i ill ir. iii 1 21 tii t^i iii is zi si m 

295 300 

Ala Val Leu Lys Ser Arg Arg Ser Ser Arg Cys Gly Thr Pro 

310 315 



480 



528 



576 



624 



672 



720 



768 



816 



864 



912 



957 



<210> 46 

<211> 318 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<222> (199).. (199) 

<223> The -Xaa' at location 199 stands for Met, or Leu. 

<400> 46 

Met Asn Gly Asp His Met Val Leu Gly Ser Ser Val Thr Asp Lys Lys 
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15 



Ala lie lie Leu Val Thr He Leu Leu Leu Leu Arg Leu Val Ala He 
20 25 30 

Ala Gly Asn Gly Phe He Thr Ala Ala Leu Gly Val Glu Trp Val Leu 

35 40 45 



Arg Arg Met Leu Leu Pro Cys Asp Lys Leu Leu Val Ser Leu Gly Ala 

3 U 



55 



60 



Ser Arg Phe Cys Leu Gin Ser Val Val Met Gly Lys Thr He Tyr Val 



70 



75 



80 



Phe Leu His Pro Met Ala Phe Pro Tyr Asn Pro Val Leu Gin Phe Leu 
85 90 95 

Ala Phe Gin Trp Asp Phe Leu Asn Ala Ala Thr Leu Trp Ser Ser Thr 
100 105 110 

Trp Leu Ser Val Phe Tyr Cys Val Lys He Ala Thr Phe Thr His Pro 
115 120 125 

Val Phe Phe Trp Leu Lys His Lys Leu Ser Gly Trp Leu Pro Trp Met 
l-'O 135 2.A0 

Leu Phe Ser Ser Val Gly Leu Ser Ser Phe Thr Thr He Leu Phe Phe 
"5 150 155 160 

He Gly Asn His Arg Met Tyr Gin Asn Tyr Leu Arg Asn His Leu Gin 
165 170 175 

Pro Trp Asn Val Thr Gly Asp Ser He Arg Ser Tyr Cys Glu Lys Phe 
180 ' 185 190 

Tyr Leu Phe Pro Leu Lys Xaa He Thr Trp Thr Met Pro Thr Ala Val 
195 200 205 



Phe Phe He Cys Met He Leu Leu He Thr Ser Leu Gly Aro His Rxa 
210 = •™-a 



215 



220 



Lys Lys Ala Leu Leu Thr Thr Ser Gly Phe Arg Glu Pro Ser Val Gin 
"5 230 235 240 



Ala His He Lys Ala Leu Leu Ala Leu Leu Ser Phe Ala Met Leu Phe 
245 250 255 
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He Ser Tyr Phe Leu Ser Leu Val Phe Ser Ala Ala Gly He Phe Pro 
260 265 270 



Pro Leu Asp Phe Lys Phe Trp Val Trp Glu Ser Val He Tyr Leu Cys 



280 



285 



Ala Ala Val His Pro He lie Leu Leu Phe Ser Asn Cys Arg Leu Arg 



295 



300 



Ala Val Leu Lys Ser Arg Arg Ser Ser Arg Cys Gly Thr Pro 



310 



315 



<210> 47 

<211> 900 

<212> DNA 

<213> homo sapiens 



<220> 

<221> CDS 

<222> (1) . . (900) 

<220> 

<221> variation 

<222> (332) . . (332) 

<223> SNP 



<220> 

<221> variation 

<222> (616) . . (616) 

<223> SNP 



<400> 47 

atg eta gag tct cac etc att ate tat ttt ctt ctt gca gtg ata caa 
Met Leu Glu Ser His Leu He He Tyr Phe Leu Leu Ala Val He Gin 
^5 10 15 

III H?^ ^^"^ ^""^ gtg gtg gtg aat ggc 

Phe Leu Leu Gly He Phe Thr Asn Gly He He Val Val Val Asn Gly 
20 25 30 

att gae ttg ate aag cac aga aaa atg get ecg etg gat etc ctt ctt 
He Asp Leu He Lys His Arg Lys Met Ala Pro Leu Asp Leu Leu Leu 
35 40 45 

tct tgt etg gca gtt tct aga att ttt etg cag ttg ttc ate ttc tac 
Ser Cys Leu Ala Val Ser Arg He Phe Leu Gin Leu Phe He Phe Tyr 
^0 55 60 

y,^? ^^"^ ^^"^ ^^"^ ttc ate atg tgt tct gcg 

Val Asn Val He Val He Phe Phe He Glu Phe He Met Cys Ser 111 

70 75 QQ 

aat tgt gca att etc tta ttt ata aat gaa ttg gaa ctt tag ctt ace 
Asn Cys Ala He Leu Leu Phe He Asn Glu Leu Glu Leu T^ Leu ISa 



48 



96 



144 



192 



240 



288 
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85 90 95 

aca tgg etc ggc gtt ttc tat tgt gcc aag gtt gcc age gtc cgt cac 
Thr Trp Leu Gly Val Phe Tyr Cys Ala Lys Val Ala Ser Val Arg His 
100 105 110 

cca etc ttc ate tgg ttg aag atg agg ata tec aag ctg gtc cca tga 
Pro Leu Phe lie Trp Leu Lys Met Arg He Ser Lys Leu Val Pro Tro 
115 120 125 

atg ate ctg ggg tct ctg eta tat gta tct atg att tgt gtt ttc cat 
Met He Leu Gly Ser Leu Leu Tyr Val Ser Met He Cys Val Phe His 
130 135 j_4Q 



age aaa tat gca ggg ttt atg gtc cca tac ttc eta agg aaa ttt ttc 
Ser Lys Tyr Ala Gly Phe Met Val Pro Tyr Phe Leu Arg Lys Phe Phe 

150 155 



336 



384 



432 



480 



tec caa aat gee aca att caa aaa gaa gat aca ctg get ata cag att 
Ser Gin Asn Ala Thr lie Gin Lys Glu Asp Thr Leu Ala He Gin He 
165 170 175 

^u"^ ttg ctt ate ttc ett ttt 

Phe Ser Phe Val Ala Glu Phe Ser Val Pro Leu Leu He Phe Leu Phe 
180 185 190 

get gtt ttg etc ttg att ttc tct ctg ggg agg cac acc egg caa atg 
Ala Val Leu Leu Leu He Phe Ser Leu Gly Arg His Thr Arg Gin Met 
195 200 205 

aga aac aca gtg gee ggc age agg gtt ect ggc agg ggt gca cec ate 
Arg Asn Thr Val Ala Gly Ser Arg Val Pro Gly Arg Gly Ala Pro He 
210 215 220 

age gcg ttg ctg tct ate ctg tee ttc ctg ate etc tac ttc tec cac 
Ser Ala Leu Leu Ser He Leu Ser Phe Leu He Leu Tyr Phe Ser His 
225 230 235 240 

tgc atg ata aaa gtt ttt etc tct tct eta aag ttt cac ate aga agg 
Cys Met He Lys Val Phe Leu Ser Ser Leu Lys Phe His He Arg Are 
245 250 255 

11° ^^"^ f^^ ^^"^ 9tg att ggt ata tac ect tct gga 816 

Phe He Phe Leu Phe Phe He Leu Val He Gly He Tyr Pro Ser Gly 
260 265 270 

cac tct etc ate tta att tta gga aat cet aaa ttg aaa caa aat gca 
His Ser Leu He Leu He Leu Gly Asn Pro Lys Leu Lys Gin Asn Ala 
275 280 285 

aaa aag ttc etc etc cac agt aag tgc tgt cag tga gnn 
Lys Lys Phe Leu Leu His Ser Lys Cys Cys Gin 
290 295 



528 



576 



624 



672 



720 



768 



864 



<210> 48 

<211> 299 

<212> PRT 

<213> homo sapiens 



<400> 48 
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Met Leu Glu Ser His Leu He He Tyr Phe Leu Leu Ala Val He Gin 
^5 10 15 



Phe Leu Leu Gly He Phe Thr Asn Gly He He Val Val Val Asn Gly 



25 



30 



He Asp Leu He Lys His Arg Lys Met Ala Pro Leu Asp Leu Leu Leu 

^•^ 40 



45 



Ser Cys Leu Ala Val Ser Arg He Phe Leu Gin Leu Phe He Phe Tyr 



60 



Val Asn Val He Val lie Phe Phe He Glu Phe He Met Cys Ser Ala 



70 



75 



80 



Asn Cys Ala He Leu Leu Phe He Asn Glu Leu Glu Leu Trp Leu Ala 
85 — 



90 



95 



Thr Trp Leu Gly Val Phe Tyr Cys Ala Lys Val Ala Ser Val Arg His 



105 



110 



Pro Leu Phe He Trp Leu Lys Met Arg He Ser Lys Leu Val Pro Trp 



120 



125 



Met He Leu Gly Ser Leu Leu Tyr Val Ser Met He Cys Val Phe His 
J-^^ 135 140 



Ser Lys Tyr Ala Gly Phe Met Val Pro Tyr Phe Leu Arg Lys Phe Phe 



150 



155 



160 



Ser Gin Asn Ala Thr He Gin Lys Glu Asp Thr Leu Ala He Gin 



165 



170 



He 



175 



Phe Ser Phe Val Ala Glu Phe Ser Val Pro Leu Leu He Phe Leu Phe 
180 185 



190 



Ala Val Leu Leu Leu He Phe Ser Leu Gly Arg His Thr Arg Gin Met 
195 200 205 



Arg Asn Thr Val Ala Gly Ser Arg Val Pro Gly Arg Gly Ala Pro He 



215 



220 



Ser Ala Leu Leu Ser He Leu Ser Phe Leu He Leu Tyr Phe Ser His 
" 230 235 240 
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Cys Met He Lys Val Phe Leu Ser Ser Leu Lys Phe His He Arg Arg 



250 



255 



Phe He Phe Leu Phe Phe He Leu Val He Gly He Tyr Pro Ser 



260 



265 



270 



Gly 



His Ser Leu He Leu He Leu Gly Asn Pro Lys Leu Lys Gin Asn Ala 
275 280 285 

Lys Lys Phe Leu Leu His Ser Lys Cys Cys Gin 
290 295 



<210> 
<211> 
<212> 



49 

900 
DNA 



<213> homo sapiens 



<220> 

<221> CDS 
<222> 



(1) . . (900) 



<220> 

<221> variation 

<222> (332) . . (332) 

<223> SNP 

<220> 

<221> variation 

<222> (616) . , (616) 

<223> SNP 



<400> 49 

atg eta gag tct cac etc att ate tat ttt ett ctt gca gtg ata caa 

Met Leu Glu Ser His Leu He He Tyr Phe Leu Leu Ala ?al He Gin 
^ 5 10 

III ^^"^ ^""^ ^tg gtg gtg aat ggc 

Phe Leu Leu Gly He Phe Thr Asn Gly He He Val Val ?al Asn lly 

20 25 30 ^ 

r^l 11^ T^"" f etc ctt ctt 
He Asp Leu He Lys His Arg Lys Met Ala Pro Leu Asp Leu Leu Leu 
35 40 45 

tct tgt ctg gca gtt tct aga att ttt ctg cag ttg ttc ate ttc tac 
Ser cys Leu Ala Val Ser Arg He Phe Leu Gin Le2 Phe He Phe T^r 
50 55 60 

gtt aat gtg att gtt ate ttc ttc ata gaa ttc ate atg tgt tct aca 
val Asn Val He Val He Phe Phe He Glu Phe He Me? cjs Ser A^a 

"^0 75 80 

aat tgt gca att etc tta ttt ata aat gaa ttg gaa ctt tgg ctt acc 
Asn Cys Ala He Leu Leu Phe He Asn Glu Leu llu Leu i?? Leu Sa 
85 90 95 



48 



96 



144 



192 



240 



288 
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?s J- m ti III III fit SI - s= - m 

105 

cca etc ttc ate tgg ttg aag atg agg ata tec aag ctg gtc cea t^r. 
Pro Leu Phe He Trp Leu Lys Met Arg He Ser Lys Leu Pro J?p 



120 125 



atg ate ctg ggg tet etg eta tat gta tct atg att tgt gtt ttc cat 
Met lie Leu Gly Ser Leu Leu Tyr Val Ser Met He C?s ?al III His 

135 3^40 



275 280 

aaa aag ttc etc etc cac agt aag tgc tgt cag tga 
Lys Lys Phe Leu Leu His Ser Lys Cys Cys Gin 
290 295 



285 



336 



384 



432 



480 



age aaa tat gca ggg ttt atg gtc cca tac ttc eta agg aaa ttt ttn 
ser Lys Tyr Ala Gly Phe Met Val Pro Tyr Phe Leu 1?, Lys Phe P^^ 

160 

lit III SI ?| III IS III s: z ?s isi III IS ill 

170 175 

'^t III lli ?S K SK III III ?:! - - III III til til 

185 190 

fll f.l 111 lit 111 '.S S m III m III ill l- IS 111 



i?g A^n ?hr vll l^t ?r ^"^^ gca ccc ate 

Arg Asn Thr Val Ala Gly Ser Arg Val Pro Gly Arg Gly Ala Pro He 

215 220 

g!^ °tg ate etc tac ttc tec eac 

ser Ala Leu Leu Ser He Leu Ser Phe Leu He Leu Tyr PhJ Ser Ss 

230 235 240 

tgc atg ata aaa gtt ttt etc tct tet eta aag ttt eae ate aaa ^r,rr 
cys Met He Lys Val Phe Leu Ser Ser Leu LyI Phe H^s Tit ^g Arg 
245 250 255 

Phe ill III II'' '^^ tac ect tet gga 

Phe He Phe Leu Phe Phe He Leu Val He Gly He Tyr Pro Ser lly 
260 265 270 

III ^i III ii: III ii: - - - -I - 



672 



720 



768 



816 



900 



<210> 50 

<211> 299 

<212> PRT 

<213> homo sapiens 

<400> 50 

Met Leu Glu Ser His Leu He He Tyr Phe Leu Leu Ala Val He Gin 
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Phe Leu Leu Gly He Phe Thr Asn Gly He He Val Val Val Asn Gly 

25 30 

He Asp Leu He Lys His Arg Lys Met Ala Pro Leu Asp Leu Leu Leu 



Ser Cys Leu Ala Val Ser Arg He Phe Leu Gin Leu Phe He Phe Tyr 
^ 55 gQ 

val Asn Val He Val He Phe Phe He Glu Phe He Met Cys Ser Ala 

^° 75 80 

Asn Cys Ala He Leu Leu Phe He Asn Glu Leu Glu Leu Trp Leu Ala 
85 90 95 

Thr Trp Leu Gly Val Phe Tyr Cys Ala Lys Val Ala Ser Val Arg His 

105 110 

Pro Leu Phe He Trp Leu Lys Met Arg He Ser Lys Leu Val Pro Trp 

120 125 

Met He Leu Gly Ser Leu Leu Tyr Val Ser Met He Cys Val Phe His 

135 140 

ser Lys Tyr Ala Gly Phe Met Val Pro Tyr Phe Leu Arg Lys Phe Phe 

155 150 



Ser Gin Asn Ala Thr lie Gin Lys Glu Asp Thr Leu Ala He 



165 



Gin -He 
175 



Phe Ser Phe Val Ala Glu Phe Ser Val Pro Leu Leu He Phe Leu Phe 
" 185 190 



200 



205 



Ala Val Leu Leu Leu He Phe Ser Leu Gly Arg His Thr Trp Gin Met 

Arg Asn Thr Val Ala Gly Ser Arg Val Pro Gly Arg Gly Ala Pro He 
'^^^ 215 220 



230 235 



ser Ala Leu Leu Ser He Leu Ser Phe Leu He Leu Tyr Phe Ser His 
Met He Lvs ^„ 

255 



240 

cys Met He Lys Val Phe Leu Ser Ser Leu Lys Phe His He 
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Phe He Phe Leu Phe Phe He Leu Val lie Gly He Tyr Pro Ser Gly 



265 270 



His ser Leu He Leu He Leu Gly Asn Pro Lys Leu Lys Gin Asn Ala 
275 280 285 



Lys Lys Phe Leu Leu His Ser Lys Cys Cys Gin 
290 295 



<210> 51 

<211> 900 

<212> DMA 

<213^ homo sapiens 



<220> 
<221> 
<222> 



CDS 

(1) . . (900) 



<220> 

<221> variation 

<222> (332).. (332) 

<223> SNP 

<220> 

<221> variation 

<222> (616)., (616) 

<223> SNP 

<400> 51 

m2 r^^ l""^ ''f'' "^^'^ ^tt ctt gca gtg ata caa 

Met Leu Glu Ser His Leu He He Tyr Phe Leu Leu lla ?al He oln 

^ 10 15 

ttt ctt ctt ggg att ttc aca aat ggc ate att gta ata ata ^^t nnr^ 
Phe Leu Leu Gly He Phe Thr Asn lly He He vll ?al ?a? iTn gy 

25 30 

att gac ttg ate aag cac aga aaa atg get ccg ctg gat etc ctt ctt 
He Asp Leu He Lys His Arg Lys Met Ala Pro LeS Lp Leu Le^ Su 

40 45 

tet tgt ctg gca gtt tct aga att ttt ctg cag ttg ttc ate ttc i-^n 
ser cys Leu Ala Val Ser Arg He Phe Leu Gin Leu III He Phe ^yr 

55 go 

^^'^ ^ta gaa ttc ate atg tgt tct aca 

Val Asn Val He Val He Phe Phe He Glu Phe He Me? Cys Ser 

^° 75 80 

aat tgt gca att etc tta ttt ata aat gaa ttg gaa ctt tag ctt aoc 
Asn Cys Ala He Leu Leu Phe He Asn Glu Leu Ilu Leu Leu HI 
85 90 95 

aca tgg etc ggc gtt ttc tat tgt gcc aag gtt gee age gtc cat cac 
Thr Trp Leu Gly Val Phe Tyr Cys Ala Lys ?al La sir vll Ms Sis 



48 



96 



144 



192 



240 



288 



336 
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IS 2u lit S - JJ, -a .cc 

125 

S? jJe m I- - - - .« I. e« 

" 140 

age aaa tat gca gaa ttt ai-rr ^t. 

Ser Lys Tyr ll, I?? '^l ^1 J= Itl ^'J 2| S." 

150 ^ 5"f Lys Phe Phe 

ji^ s: I - JJ. ga. „^ 

p's ?a'^ HI Til til iTr ?:? rri 

180 ^ ^^"^ m I-eu Leu lie Phe Leu Phe 

190 

?aJ LeS ^eS ill III sJr LeJ I?3 f"" ^tg 
195 ^ <51y Arg His Thr Arg Gin Met 

205 

J?^ IS S° |?j ttt ?2 S l!= t^' 

210 ^ 215 ^ ° ^5 Sly Ala Pro lie 

220 

i SI 12 2. ... 

cs SI tit ?s ^j: j:: - si s: 

PhJ III Jtj att „t «a tac cot t=t g^a 

260 ^-^^ *51y lie Tyr Pro Ser Gly 

270 

Cac tct etc ate tta al-l- ♦.4.^ 

His ser Leu lie ^eu Til Jtg aaa caa aat gca 

275 280 ^ Asn Ala 

I 285 

5a - S= S: J- - - - ^.a 



<210> 52 

<211> 299 

<212> PRT 

<213> homo sapiens 

<400> 52 



576 



624 



672 



720 



768 



816 



864 



Met Leu Glu Ser His Leu lie lie Tvr ph^ t 

1 ^ xxe lie Tyr Phe Leu Leu Ala Val lie Gin 

15 
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.he .e„ ^„ CJ. Xle P.e ^„ ^ 

30 

"e Xle ..3 B., . 

45 



Ser Cys Leu Ala Val Ser Arg He Phe 



xxe Phe Leu Gin Leu Phe He Phe Tyr 
60 



vax ^„ V,. ne V,. .H, ... xie PHe xa. Met Cy, Se. „a 

80 

=y= XXe .e„ P.e Xle ^ «j„ 

^" 95 

Thr Trp Leu Gly Val Phe Tvt- r»= ai ^ 

106 ''^^ ""^^ val Ala ser Val His His 

•^"^ 110 

-o Leu Phe He Xrp Leu Lys Met Arg He Ser Lys Leu Val Pro .rp 
Met lie Leu Gly Ser Leu Leu .y. Val Ser Met He Cys Val Phe His 

Ser Lys Tyr Ala Gly Phe Met Val Pro Tvr Ph« t» n 

145 t-ro Tyr Phe Leu Arg Lys Phe Phe 

160 

se. cxn ^„ 

^'^ 175 

Phe s„ PHe vax ^, «x„ P.e s„ v.x P.„ .e„ .e. Xle .e„ P.e 

•^"^ 190 

"a vax .e„ 

205 

AT, Jen ... vex «e ox. Se, VeX P„ cxy .x. p„ xxe 

220 

Ala Leu x.„ Se. XX. ... p,. ^„ 

240 

Cys Met He Lys Val Phe Leu Ser Ser t =k 

245 ^^'^ His He Arg Arg 

'^^^ 255 
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Phe He Phe Leu Phe Phe He Leu Val He Gly He Tyr Pro Ser Gly 

265 270 

His Ser Leu He Leu He Leu Gly Asn Pro Lys Leu Lys Gin Asn Ala 



280 



Lys Lys Phe Leu Leu His Ser Lys Cys Cys Gin 
290 295 



285 



<210> 


53 




<211> 


951 




<212> 


DNA 




<213> 


homo 


sapiens 


<220> 






<221> 


CDS 




<222> 


(1) 


(951) 


<220> 






<221> 


variation 


<222> 


(349) 


• . (349) 


<223> 


SNP 


<400> 


53 





M ? <=tg att ctg tct ggc act caa 

Met Met Gly Leu Thr Glu Gly Val Phe Leu He Leu Ser lly ?S Gin 

^ 10 15 

11"" tgt ttc att gag ttg ate aat aat 

Phe Thr Leu Gly He Leu Val Asn Cys Phe He 111 Hi ?a? Asn lly 
2° 25 30 

age age tgg ttc aag acc aag kga atg tct ttg tct aac t1-o ai-r. 
ser ser Trp Phe Lys Thr Lys Arg Me? Ser Le? S^r Sp Phe Til iTe 
•'^ . 40 45 

ate att ctg ctg tgt att ate tto act 
Thr Thr Leu Ala Leu Leu Arg He He LeJ Leu cjs He He Hi ?Sr 

.55 60 

lit It^ tct cce aae aea eat gat tea ggq ata 

Asp ser Phe Leu He Glu Phe Ser Pro Asn Thr His Lp Ser l?J Til 

75 80 

ril M^? aea ttt aca aae cat ctg aac 

He Met Gin He He Asp Val Ser Trp Thr Phe Thr Asn His Leu sir 
85 90 95 

att tgg ctt gee acc tgt ctt ggt gtc etc tac tgc ctq aaa ate anr^ 
He Trp Leu Ala Thr Cys Leu Gly Val Leu Tyr C?s Leu lys He HI 
100 105 110 

sS III ill ?S '^t S= 2S SI til III SI 

120 125 
gtg atg gta tgg atg ctg ttg ggt gca ctg etc tta tec tgt ggt agt 



48 



96 



144 



192 



240 



288 



336 



384 



432 
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Val Met val Trp Met Leu Leu Gly Ala Leu Leu Leu Ser Cys Gly Ser 
130 135 

acc gca tct ctg ate aat gag ttt aag etc tat tct gte ttt agg gga 480 

Thr Ala Ser Leu He Asn Glu Phe Lys Leu Tyr Ser Val Phe Arg liy 

150 ^ ^gj 

t^"" ^""^ 9aa cac ttc aga aag aag agg agt 528 

He Glu Ala Thr Arg Asn Val Thr Glu His Phe Arg Lys LyI Ar? s!r 
165 170 175 

gag tat tat ctg ate eat gtt ctt ggg act ctg tgg tac ctg cet ccc 57 s 

Glu Tyr Tyr Leu He His Val Leu Gly Thr Le2 lip Tyr Leu Pro Pro 
180 185 190 

jlf tJ^ ^""^ "=tc ate ttc tec ctg ggg 624 

Leu He val Ser Leu Ala Ser Tyr Ser Leu Leu He Phe Ser Leu Gly 
195 200 205 

m H^"" ^^'^ ""^^ 59Sf aca age tec aga gat cea 1 672 

Arg His Thr Arg Gin Met Leu Gin Asn Gly Thr Ser Ser A^g Asp Pro 

210 215 



220 



9°° ate ate ctt tec ttc ttc 

Thr Thr Glu Ala His Lys Arg Ala He Arg He He Leu Ser Phe Phe 

230 235 240 

IV r^"" 9ct ttc tta att gca tea ttt ggt 

Phe Leu Phe Leu Leu Tyr Phe Leu Ala Phe Leu He Ala Ser Phe Gly 
245 250 255 

aat ttc eta cea aaa acc aag atg get aag atg att gge gaa gta atg 
Asn Phe Leu Pro Lys Thr Lys Met Ala Lys Met He Gly Glu Val Met- 
260 265 270 

aca atg ttt tat cet get ggc cac tea ttt att etc att ctg aaa aac 
Thr Met Phe Tyr Pro Ala Gly His Ser Phe He Leu He Su III Asn 
275 280 285 

agt aag ctg aag cag aca ttt gta gtg atg etc egg tgt gag tct ggt 
^^"^ ^^"^ ^^"^ Val Met Leu Arg Cys Glu Ser Gly 

290 295 300 

cat ctg aag cet gga tec aag gga ccc att ttc tct tag 
His Leu Lys Pro Gly Ser Lys Gly Pro He Phe Ser 
305 310 315 



720 



768 



816 



864 



912 



951 



<210> 54 

<211> 316 

<212> PRT 

<213> homo sapiens 

<400> 54 

Met Met Gly Leu Thr Glu Gly Val Phe Leu He Leu Ser Gly Thr Gin 
1 5 10 



15 



Thr Leu Gly He Leu Val Asn Cys Phe He Glu Leu Val Asn Gly 
20 25 30 
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Ser Ser Trp Phe Lys Thr Lys Arg Met Ser Leu Ser Asp Phe He He 
35 4 0 



45 



Thr Thr Leu Ala Leu Leu Arg He He Leu Leu Cys He He Leu Thr 



55 



60 



Asp Ser Phe Leu He Glu Phe Ser Pro Asn Thr His Asp Ser Gly He 



75 



80 



He Met Gin He He Asp Val Ser Trp Thr Phe Thr Asn His Leu Ser 
85 90 95 



He Trp Leu Ala Thr Cys Leu Gly Val Leu Tyr Cys Leu Lys He Ala 
100 105 



110 



Ser Phe S'er His Pro Thr Phe Leu Trp Leu Lys Trp Arg Val Ser Arg 



120 



125 



Val Met Val Trp Met Leu Leu Gly Ala Leu Leu Leu Ser Cys Gly Ser 



135 



140 



Thr Ala Ser Leu He Asn Glu Phe Lys Leu Tyr Ser Val Phe Arg Gly 



155 



160 



He Glu Ala Thr Arg Asn Val Thr Glu His Phe Arg Lys Lys Arg Ser 
165 170 



175 



Glu Tyr Tyr Leu He His Val Leu Gly Thr Leu Trp Tyr Leu Pro Pro 

185 190 



Leu He Val Ser Leu Ala Ser Tyr Ser Leu Leu He Phe Ser Leu Gly 
195 200 rif\c 



205 



210 '^^'^ ^^"^ - ^ ^^"^ Ser Arg Asp Pro 



215 



220 



Thr Thr Glu Ala His Lys Arg Ala He Arg He He Leu Ser Phe Phe 



230 



235 



240 



Phe Leu Phe Leu Leu Tyr Phe Leu Ala Phe Leu He Ala Ser Phe Glv 
245 '^'-'^ 



250 



255 



Asn Phe Leu Pro Lys Thr Lys Met Ala Lys Met He Gly Glu Val Met 
260 265 270 
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Thr Met Phe Tyr Pro Ala Gly His s«r. ov, r, 

III ^« Leu He Leu Gly Asn 

285 

^^"^ o5^f Thr Phe Val Val M«^- t 

290 295 ^^'^ Ser Gly 

His Leu Lys Pro Gly Ser Lys Gly Pro 



310 



lie Phe Ser 
315 



<210> 55 

<211> 951 

<212> DNA 

<213> homo sapiens 



<220> 

<221> CDS 

<222> {1)..(951) 

<220> 

<221> variation 

<222> (349),. (349) 

<223> SNP 

<400> 55 

«e? ?S p IX m V-! JSI - - - e„ 

?s IS 1^ |. «j 

30 

stt s'l? -I J^^^ t=t tct etc «= ate 

35 Ser Leu Ser Asp Phe He He 

?hr HI 2° «c a« ct, ct, t,t 'L ,tc tt, act 

50 " lie Leu Leu Cys He He Leu Thr 

60 

f K t^i ip - - |- - - a. 

SI s - SI ?s i IS g.^ ;i 
"e m s= ir, - IS 2„° 1^ ir. r "° 

100 ^ ^ lie Ala 

•^"^ 110 

agt ttC tct cac tee ana -4. 

S« .Ha S« H., 3e? IS IS - - - t,, aja ,tt tj ^, 

125 ^ 



48 



96 



144 



192 



240 



288 



336 



384 
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?s '^i ti ?4 in ill til til ^2 - - - 

i c til IX - L=! iti til m 

III III ?S S - - - IS S ^ Jf S?J ■ 

X*7 5 

Ilu Tyl Tyl III Hi Ts ill f =cc 
iyr iyr Leu lie His Val Leu Gly Thr Leu Trp Tyr Leu Pro Pro 

185 290 

II' III v3 til n: t- III til ti: III i^i til m 

200 205 

§ ?s SI III ill zi ir. til in III tit I- til iz - 

220 

?S ?S IS HI Tit lit S?| S III til ill ill °" I- "° "0 

225 230 

235 



240 



480 



528 



576 



624 



768 



816 



864 



912 



m til iti n: I- in til ill III ti: III 111 - - 

250 255 

^l 111 III |o I- ?S 51 S? SI - IS IS SI 

265 270 

?s SI ^1 m tri HI IS s III iti til til til til in t^ 

280 285 

s 5! SI 51 SI ?s ?2 SI til til III III III m 

295 300 

ill fl?. f^^ ^"^^ ttc tct tag a=-, 

His Leu Lys Pro Gly Ser Lys Gly Pro He Phe Ser 

310 3^5 

<210> 56 
<2H> 316 
<212> PRT 
<213> homo sapiens 

<400> 56 

Met Met Gly Leu Thr Glu Gly Val Phe Leu He Leu Ser Gly Thr Gin 
^ 10 15 

Phe Thr Leu Gly He Leu Val Asn Cys Phe He Glu Leu Val Asn Gly 
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25 
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30 



Ser Ser Trp Phe Lys Thr Lys Arg Met Ser Leu Ser Asp Phe He He 

40 45 

Thr Thr Leu Ala Leu Leu Arg He He Leu Leu Cys He He Leu Thr 

55 60 



Asp Ser Phe Leu He Glu Phe Ser Pro Asn Thr His Asp Ser Gly He 



75 



80 



He Met Gin He He Asp Val Ser Trp Thr Phe Thr Asn His Leu Ser 



90 



95 



He Trp Leu Ala Thr Cys Leu Gly Val Leu Tyr Cys Leu Lys He Ala 
100 105 110 



Ser Phe Ser His Ser Thr Phe Leu Trp Leu Lys Trp Arg Val Ser Arg 

±±:> 120 



125 



Val Met Val Trp Met Leu Leu Gly Ala Leu Leu Leu Ser Cys Gly Ser 

135 140 



Thr Ala Ser Leu He Asn Glu Phe Lys Leu Tyr Ser Val Phe Arg Gly 



155 



160 



He Glu Ala Thr Arg Asn Val Thr Glu His Phe Arg Lys Lys Arg 



170 



Ser 



175 



Glu Tyr Tyr Leu He His Val Leu Gly Thr Leu Trp Tyr Leu Pro Pro 
■^oU 185 1 '^'^ 



190 



Leu He Val Ser Leu Ala Ser Tyr Ser Leu Leu He Phe Ser Leu Gly 
195 200 205 



Arg His Thr Arg Gin Met Leu Gin Asn Gly Thr Ser Ser Arg Asp Pro 



220 



Thr Thr Glu Ala His Lys Arg Ala He Arg He He Leu Ser Phe Phe 



230 



235 



240 



Phe Leu Phe Leu Leu Tyr Phe Leu Ala Phe Leu He Ala Ser Phe Gly 



250 



255 



Asn Phe Leu Pro Lys Thr Lys Met Ala Lys Met He Gly Glu Val Met 
260 265 270 
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Thr Met Phe Tyr Pro Ala Gly His Ser Phe He Leu He Leu Gly Asn 
275 280 285 

Ser Lys Leu Lys Gin Thr Phe Val Val Met Leu Arg Cys Glu Ser Gly 

His Leu Lys Pro Gly Ser Lys Gly Pro He Phe Ser 
305 310 315 

<210> 57 

<211> 900 

<212> DNA 

<213> homo sapiens 

<220> 

<221> CDS 

<222> (1) (900) 

<220> 

<221> variation 

<222> (8) . . (8) 

<223> SNP 

<220> 

<221> variation 

<222> (17) . . (17) 

<223> SNP 

<220> 

<221> variation 

<222> (20) (20) 

<223> SNP 

<220> 

<221> variation 

<222> (186) . . (186) 

<223> SNP 

<220> 

<221> variation 

<222> (221).. (221) 

<223> SNP 

<220> 

<221> variation 

<222> (286) . . (286) 

<223> SNP 

<220> 

<221> variation 

<222> (512) . . (512) 

<223> SNP 

<400> 57 

atg ctt egg tta ttc tat ttc tot get att att gcc tea gtt att tta 48 
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96 



144 



192 



240 



288 



336 



384 



Met L,u .e„ P.e Tyr Ph, Ser XI, lie »la Ser Val „. .eu 

15 

|j - s:? - s - - at I? - - 

5» 51 IS s= - - ^2 1%' 2? 

45 

ttc age ctg ggc ate acc agg ttt ctl- a<-n, ^4- 

™e s« .e„ 31, .H. Z M^? 2S til T^l Hi 

60 

aac acc ate tac ttc ate tr-f- 

»|« T.. .xe v=l Se. Se^^ itl ?S IJ^ ^1 f.! Jj? 

80 

Se" Sa' I? J- - - - ... 

- - i ^ i - 1 

•^"^ 110 

S» S3 S lil - 3 - S» - a. 

^ 125 

|| S2 S III III - - - ^= .c. .a 

140 

eg S2 n'l ?s 2^ s IS K I- ;z III p- - - 

- S L'^ ?S ^2 SI 12 IS IS S - - 

■^"^^ 175 

Hs SI SI 12 21 IS ^Jl SI SI ;ii 

190 

?a? ?2 III 12 III 22 21 SI III III 2' V' °" ■ 

195 " ^^'^ His He Gin 

"^"^ 205 

aag atg cag aaa aat gcc act ggt ttc taa 
Lys Met Gin Lys Asn Ala Thr III 111 T n*"" 

210 PI c Asn Pro Gin Thr Glu Ala 

220 

S2 ?|J IS 12 - 1^ 22 hI? til ill lit 21 SI 21 1- III 

240 

III v-J 12 SI 21 ?|| IS 1^ 21 III 12 JJI 12 IS 



480 



528 



576 



624 



672 



720 
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250 255 



atg gat atg ggg acc aaa tec att tot cto att r.r>r. 4.4. ^ 

Mat ASP «et Gl, Th. Lys s,r He 

265 270 

^2 1" 1^ hL' I- III 2S S S til ?S IS 111 I- 

280 285 

Th^ TK^ ^aa tag 

Thr Thr Ala Lys Lys He Leu Cys Phe Lys Lys 
290 295 

<210> 58 

<211> 299 

<212> PRT 

<213> homo sapiens 

<400> 58 

Met Leu Arg Leu Phe Tyr Phe Ser Ala He He Ala Ser Val He Leu 
^ 10 15 

Asn Phe val Gly He He Met Asn Leu Phe He Thr Val Val Asn Cys 

25 30 

Lys Thr Trp Val Lys Ser His Arg He Ser Ser Ser Asp Arg He Leu 
-'^ 40 45 

Phe ser Leu Gly He Thr Arg Phe Leu Met Leu Gly Leu Phe Leu Val 

Asn Thr He Tyr Phe Val Ser Ser Asn Thr Glu Arg Ser Val Tyr L^u 

75 80 

Ser Ala Phe Phe Val Leu Cys Phe Met Phe Leu Asp Ser Ser 



85 90 



Ser Leu 
95 



Trp Phe Val Thr Leu Leu Asn He Leu Tyr Cys Val Lys He Thr Asn 

105 110 

Phe Gin His Ser Val Phe Leu Leu Leu Lys Arg Asn He Ser Pro Lys 
•iJ-a 120 125 

He Pro Arg Leu Leu Leu Ala Cys Val Leu He Ser Ala Phe Thr Thr 

Xoo 140 

cys Leu Tyr He Thr Leu Ser Gin Ala Ser Pro Phe Pro Glu Leu Val 

150 155 



864 



900 
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Thr Thr Arg Asn Asn Thr Ser Phe Asn He Ser Glu Gly lie Leu Ser 
165 

Leu Val Val Ser Leu Val Leu Ser Ser Ser Leu Gin Phe He He Asn 
180 185 190 

val Thr Ser Ala Ser Leu Leu He His Ser Leu Arg Arg His He Gin 
ISS 200 205 

Lys Met Gin Lys Asn Ala Thr Gly Phe Trp Asn Pro Gin Thr Glu Ala 
210 215 220 

His Val Gly Ala Met Lys Leu Met Val Tyr Phe Leu He Leu Tyr He 

230 235 240 

Pro Tyr Ser Val Ala Thr Leu Val Gin Tyr Leu Pro Phe Tyr Ala Gly 
245 250 255 

Met Asp Met Gly Thr Lys Ser He Cys Leu He Phe Ala Thr Leu Tyr 
260 265 270 

I 

Ser Pro Gly His Ser Val Leu He He He Thr His 'Pro Lys Leu Lys 

280 285 

Thr Thr Ala Lys Lys He Leu Cys Phe Lys Lvs 
290 295 

<210> 59 

<211> 900 

<212> DNA 

<213> homo sapiens 

<220> 

<221> CDS 

<222> {1)..(900) 

<220> 

<221> variation 

<222> (8) . . (8) 

<223> SNP 

<220> 

<221> variation 

<222> (17).. (17) 

<223> SNP 

<220> 

<221> variation 

<222> (20) . . (20) 

<223> SNP 
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<220> 

<221> variation 

<222> (186) (186) 

<223> SNP 



<220> 

<221> variation 

<222> (221) , . (221) 

<223> SNP 

<220> 

<221> variation 

<222> (286) , . (286) 

<223> SNP 

<220> 

<221> variation 

<222> (512) . . (512) 

<223> SNP 



<400> 59 , 

Mo? ^^"^ att att gcc tea att att tt;. 

Met Leu Arg Leu Phe Tyr Phe Ser Ala He He lla Ser ?a^ Tie Leu 



10 



15 



IS tit III SI L'J S2 III S til III Si 

25 30 



III s ^^i 111 fj 111 z III s? in 111 Sp ^2 ill '£ ti: 



95 



130 135 

tgc ctg tac ate acg ctt age cag gca tea cot tti- r^r-h 

Cys Leu Tyr He Thr Leu Ser lla pS IS 2^ 5^! 

155 160 



48 



96 



5s ?S feJ S» sS L=r 12 ^2 111 SS 

•^^ 40 45 

Phe sJr III lly Ill 2u Se? f ^ 

50 Vf^ Phe Leu Val 

55 60 

|n ?S ?S I- III III til 111 ?S III - - - 22 -0 



288 



lu m ti s til til III 111 I- ir^ ti t?. Ill ;s 

100 105 110 

in IS s ?2 m 111 tn 111 - - III I- III t^i 



100 105 110 

ctg aag egg aat ate 

Leu Lys Arg Asn lie 

115 120 125 

^''^ gtg ctg att tet get tto ace act A-io 

He Pro Arg Leu Leu Leu Ala Cys Val LeS He Ser Sa Phe ?hr ?hr 



480 
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?S '^l Si ?S lit til l^i Si IS |!j =n -J 



200 205 



280 285 

mw^ ttc aaa aaa tag 

Thr Thr Ala Lys Lys lie Leu Cys Phe Lys Lys 
290 295 

<210> 60 

<211> 299 

<212> PRT 

<213> homo sapiens 

<400> 60 

Met Leu Arg Leu Phe Tyr Phe Ser Ala He He Ala Ser Val He Leu 



10 



15 



Asn Phe Val Gly He He Met Asn Leu Phe He Thr Val Val Asn Cys 
20 25 30 

Lys Thr Trp Val Lys Ser His Arg He Ser Ser Ser Asp Arg He Leu 
•33 40 45 

Phe Ser Leu Gly He Thr Arg Phe Leu Met Leu Gly Leu Phe Leu Val 

55 60 



576 



165 170 - 

jlf. v!? o""^ tct etc cag ttc ate att aat 

Leu val val Ser Leu Val Leu Ser Ser Ser Leu Gin Phe He Se Asn 
IwO 185 190 

r.i IS til III til - - til ill ill IS 



720 



g IS 53 ^l S= ?S m ill 1% til ttt IS ?S IS HI 

215 220 

His ?a? G?! f?^ M^? f^^ etc ate etc tac att 

225 ^ ""^^ ""^^ Tyr He 

235 240 

lit g S? ?S IS I- ij^ I.- Ig 

245 250 255 

£1 c i| ?s I- III IS lu s= ?s Si 

260 265 270 

iS r.i IS Si Ki ?ij til III ill ill ?s Si lii j^i 



900 



wo 2005/007891 

104/447 PCT/US2004/019489 
Asn Thr He Tyr Phe Val Ser Ser Asn Thr Glu Arg Ser Val Tyr Leu 



75 



80 



ser Ala Phe Phe Val Leu Cys Phe Met Phe Leu Asp Ser Ser Ser Leu 

95 

Trp Phe val Thr Leu Leu Asn He Leu Tyr Cys Val Lys He Thr Asn 

105 210 

Phe Gin His ser Val Phe Leu Leu Leu Lys Arg Asn He Ser Pro Lys 

•*-20 3^25 

lie Pro Arg Leu Leu Leu Ala Cys Val Leu He Ser Ala Phe Thr Thr 



140 



cys Leu Tyr He Thr Leu Ser Gin Ala Ser Pro Phe Pro Glu Leu Val 

155 



160 



Thr Thr Arg Asn Asn Thr Ser Phe Asn He Asn Glu Gly He Leu Ser 

170 

Leu Val Val Ser Leu Val Leu Ser Ser Ser Leu Gin Phe He He Asn 

185 19Q 

val Thr ser Ala Ser Leu Leu He His Ser Leu Arg Arg His He Gin 

205 

Lys Met Gin Lys Asn Ala Thr Gly Phe Trp Asn Pro Gin Thr Glu Ala 

^xo 220 

His val Gly Ala Met Lys Leu Met Val Tyr Phe Leu He Leu Tyr, He 

235 240 

Pro Tyr Ser Val Ala Thr Leu Val Gin Tyr Leu Pro Phe Tyr Ala Gly 

255 



Met Asp Met Gly Thr Lys Ser He Cys Leu He Phe Ala Thr Leu Tyr 

265 270 

ser Pro Gly His Ser Val Leu He He He Thr His Pro Lys Leu Lys 



285 



Thr Thr Ala Lys Lys He Leu Cys Phe Lys Lys 



295 

<210> 61 
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<211> 900 
<212> DNA 
<213> homo sapiens 



<220> 

<221> CDS 

<222> (1),.(900) 

<220> 

<221> variation 
<222> (8).. (8) 

<223> SNP 

<220> 

<221> variation 

<222> (17),, (17) 

<223> SNP 

<220> 

<221> variation 

<222> (20) , . (20) 

<223> SNP 

<220> 

<221> variation 

<222> (186).. (186) 

<223> SNP 

<220> 

<221> variation 

<222> (221) (221) 

<223> SNP 

<220> 

<221> variation 

<222> (286) (286) 

<223> SNP 

<220> 

<221> variation 

<222> (512) (512) 

<223> SNP 



<400> 61 



'^l 2S 21 ^41 '^l III fll ill ill S - - III - 

^ , ^° 15 

V-! |J ill ill ill til - - - -I III 

lit ?s I 5- IS j?» ill - III III c m ill S2 

III sS Hi ill ill ?S p 2S SI 2? IS - - - 

55 en 



48 



96 



144 



192 
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aac acc ate tac ttc gtc tct tea aat acg gaa agg tea gtc tac ctg 
Asn Thr He Tyr Phe Val Ser Ser Asn Thr Glu Arg Ser Val Tyr Leu 
65 70 — 



240 



75 80 



tct get ttt ttt gtg ttg tgt ttc atg ttt ttg gac teg age agt qtc 288 
ser Ala Phe Phe Val Leu Cys Phe Met Phe Lei Lp Ser sll Ser vll 



85 90 



95 



tgg ttt gtg acc ttg etc aat ate ttg tae tgt gtg aag att act aac 
Trp Phe val Thr Leu Leu Asn He Leu Tyr Cys ?al LyI lie ?S AsS 
100 105 



110 



Phe G?n ttf! l""^ f ? 11"" ^t'^ tec cca aag 

Phe Gin His Ser Val Phe Leu Leu Leu Lys Arg Asn He Ser Pro Lys 
115 120 ^ 



125 



ate ccc agg ctg ctg ctg gcc tgt gtg ctg att tct get ttc acc act 
He Pro Arg Leu Leu Leu Ala Cys Val Leu He Ser Ala Phe Thr Thr 
130 135 



140 



rl 9ca tea cct ttt cct gaa ctt gtg 

Cys Leu Tyr He Thr Leu Ser Gin Ala Ser Pro Phe Pro Glu Leu Val 

155 160 

act acg aga aat aac aca tea ttt aat ate agt gag gge ate tta tet 
Thr Thr Arg Asn Asn Thr Ser Phe Asn He Ser llu lly He Leu Ser 
165 170 ;L75 

rl^ ?r'^^ 1°^ '^^^ °te cag ttc ate att aat 

Leu Val Val Ser Leu Val Leu Ser Ser Ser Leu Gin Phe He He Asn 
180 185 190 

ttg agg aga cat ata cag 
Val Thr Ser Ala Ser Leu Leu He His Ser Leu Arg Arg His He Gin 
195 200 205 

aag atg eag aaa aat gcc act ggt ttc tgg aat ecc cag acg gaa act 
Lys Met Gin Lys Asn Ala Thr Gly Phe Trp Asn Pro Gin Thr Glu Ala 
210 215 220 

cat gta ggt get atg aag ctg atg gtc tat ttc etc ate etc tac att 
His Val Gly Ala Met Lys Leu Met Val Tyr Phe Leu He Leu Tyr He 

230 235 240 

cca tat tea gtt get acc ctg gtc cag tat etc ccc ttt tat gca ggg 
Pro Tyr Ser Val Ala Thr Leu Val Gin Tyr Leu Pro Phe Tyr Ala Glv 
245 250 255 

^It S^f H?^ tec att tgt ctg att ttt gee acc ctt tac 

Met Asp Met Gly Thr Lys Ser He Cys Leu He Phe Ala Thr Leu Tvr 
260 265 270 

tct cca gga cat tct gtt etc att att ate aca cat cet aaa ctg aaa 
Ser Pro Gly His Ser Val Leu He He He Thr His Pro Lys Leu Lys 
275 280 285 

aca aca gca aag aag att ctt tgt ttc aaa aaa tag 
Thr Thr Ala Lys Lys He Leu Cys Phe Lys Lys 
290 295 



336 



384 



432 



480 



528 



576 



624 



672 



720 



768 



816 



864 



900 
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<210> 62 

<211> 299 

<212> PRT 

<213> homo sapiens 

<400> 62 

Met Leu Arg Leu Phe Tyr Phe Ser Ala He He Ala Ser Val He Leu 
15 10 15 

Asn Phe Val Gly He He Met Asn Leu Phe He Thr Val Val Asn Cys 
20 25 30 

Lys Thr Trp Val Lys Ser His Arg He Ser Ser Ser Asp Arg He Leu 
35 40 45 

Phe Ser Leu Gly He Thr Arg Phe Leu Met Leu Gly Leu Phe Leu Val 
^" 55 60 

Asn Thr He Tyr Phe Val Ser Ser Asn Thr Glu Arg Ser Val Tyr Leu 

■'O 75 80 

Ser Ala Phe Phe Val Leu Cys Phe Met Phe Leu Asp Ser Ser Ser Val 
85 90 95 

Trp Phe Val Thr Leu Leu Asn He Leu Tyr Cys Val Lys He Thr Asn 
100 105 110 

Phe Gin His Ser Val Phe Leu Leu Leu Lys Arg Asn He Ser Pro Lys 
115 120 125 

He Pro Arg Leu Leu Leu Ala Cys Val Leu He Ser Ala Phe Thr Thr 
130 135 140 

Cys Leu Tyr He Thr Leu Ser Gin Ala Ser Pro Phe Pro Glu Leu Val 

150 155 160 

Thr Thr Arg Asn Asn Thr Ser Phe Asn He Ser Glu Gly He Leu Ser 
165 170 175 

Leu Val Val Ser Leu Val Leu Ser Ser Ser Leu Gin Phe He He Asn 
ISO 185 19Q 

Val Thr ser Ala Ser Leu Leu He His Ser Leu Arg Arg His He Gin 
195 200 205 

Lys Met Gin Lys Asn Ala Thr Gly Phe Trp Asn Pro Gin Thr Glu Ala 
210 215 220 
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His Val Gly Ala Met Lys Leu Met Val T^r-r p*.^ t . 
225 230 Vl^ ■"••^^ He 



235 



240 



Pro Tyr Ser Val Ala Thr Leu Val Gin Tyr Leu Pro Phe Tyr Ala Gly 

250 255 

"et „et Gly Thr Ly, Ser He Cys l.u He Phe «, Thr Leu Tyr 

265 270 

Ser Pro Gly His Ser Val Leu He He ri^ THr- ua « 

275 oDo Leu Lys 

280 285 

Thr Thr Ala Lys Lys He Leu Cys Phe Lys Lys 



295 



<210> 63 

<211> 900 

<212> DNA 

<213> homo sapiens 

<220> 

<221> CDS 

<222> (1).,{900) 

<220> 

<221> variation 

<222> (8).. (8) 

<223> SNP 

<220> 

<221> variation 

<222> (17) (17) 

<223> SNP 

<220> 

<221> variation 

<222> (20) (20) 

<223> SNP 

<220> 

<221> variation 

<222> (186) (186) 

<223> SNP 

<220> 

<221> variation 

<222> (221) (221) 

<223> SNP 

<220> 

<221> variation 

<222> (286).. (286) 

<223> SNP 
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<220> 

<221> variation 

<222> (512)., (512) 

<223> SNP 



<400> 63 



atg ctt egg tta ttc tat ttc tct get att att gcc tea gtt att tta 
Met Leu Arg Leu Phe Tyr Phe Ser Ala lie lie Ala Ser Val He Leu 
1 5 10 



15 



50 55 



aac ace ate tae tte gte tet tea aat aeg gaa agg tea gte tac etg 
Asn Thr He Tyr Phe Val Ser Ser Asn Thr Glu Arg Ser Val Tyr Leu 
65 70 75 



80 



a IV" ^^"^ ttg gac teg ago agt ete 

ser Ala Phe Phe Val Leu Cys Phe Met Phe Leu Asp Ser Ser Ser Leu 
85 90 



48 



aat ttt gta gga ate att atg aat ctg ttt att aca gtg gte aat tge 96 
Asn Phe Val Gly He He Met Asn Leu Phe He Thr Val Val Asn Cys 
20. 25 30 

f^^ tec tct tct gat agg att etg 144 

Lys Thr Trp Val Lys Ser His Arg He Ser Ser Ser Asp Arg He Leu 
35 40 45 

ttc age ctg gge ate aec agg ttt ctt atg ctg gga eta tta ctg gtg 192 
Phe Ser Leu Gly He Thr Arg Phe Leu Met Leu Gly Leu Leu Leu Val 

60 



240 



288 



95 

tgg ttt gtg ace ttg etc aat ate ttg tac tgt gtg aag att act aac 336 
Trp Phe Val Thr Leu Leu Asn He Leu Tyr Cys Val Lys He Thr Asn 
100 105 110 

Itl rf^ aat ate tec eca aag 384 

Phe Gin His Ser Val Phe Leu Leu Leu Lys Arg Asn He Ser Pro Lvs 
115 120 125 

ate cce agg etg ctg ctg gee tgt gtg etg att tet get ttc ace act 432 
He Pro Arg Leu Leu Leu Ala Cys Val Leu He Ser Ala Phe Thr Thr 
130 135 140 

tge etg tae ate aeg ctt age cag gea tea cct ttt cet gaa ctt gtg 480 
Cys Leu Tyr He Thr Leu Ser Gin Ala Ser Pro Phe Pro Glu Leu Val 

150 155 160 

lu^ t^^ gag gge ate ttg tct 528 

Thr Thr Arg Asn Asn Thr Ser Phe Asn He Ser Glu Gly He Leu Ser 
165 170 175 

tta gtg gtt tct ttg gte ttg age tea tct etc cag ttc ate att aat 576 
Leu Val Val Ser Leu Val Leu Ser Ser Ser Leu Gin Phe He He Asn 
180 185 190 

t^^ ^'^^ ttg agg aga cat ata cag 624 

Val Thr Ser Ala Ser Leu Leu He His Ser Leu Arg Arg His He Gin 
195 200 205 

aag atg cag aaa aat gee act ggt tte tgg aat cec cag aeg gaa get 672 
Lys Met Gin Lys Asn Ala Thr Gly Phe Trp Asn Pro Gin Thr Glu Ala 
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210 215 220 

cat gta ggt get atg aag ctg atg gtc tat ttc etc ate etc tae att 
His Val Gly Ala Met Lys Leu Met Val Tyr Phe Leu He Leu Tvr He 
225 230 235 240 

eea tat tea gtt get ace ctg gtc eag tat etc ece ttt tat gca ggg 
Pro Tyr Ser Val Ala Thr Leu Val Gin Tyr Leu Pro Phe Tyr Ala Gly 
245 250 255 

atg gat atg ggg ace aaa tec att tgt ctg att ttt gee acc ctt tae 
Met Asp Met Gly Thr Lys Ser He Cys Leu He Phe Ala Thr Leu Tyr 
260 265 270 

tot eea gga cat tct gtt etc att att ate aca eat cct aaa ctg aaa 
Ser Pro Gly His Ser Val Leu He He He Thr His Pro Lys Leu Lys 
275 280 285 

aca aca gca aag aag att ctt tgt ttc aaa aaa tag 
Thr Thr Ala Lys Lys He Leu Cys Phe Lys Lys 
290 295 

<210> 64 

<211> 299 

<212> PRT 

<213> homo sapiens 

<400> 64 

Met Leu Arg Leu Phe Tyr Phe Ser Ala He He Ala Ser Val He Leu 
^5 10 15 

Asn Phe Val Gly He He Met Asn Leu Phe He Thr Val Val Asn Cys 
20 25 30 

Lys Thr Trp Val Lys Ser His Arg He Ser Ser Ser Asp Arg He Leu 
35 40 45 

Phe Ser Leu Gly He Thr Arg Phe Leu Met Leu Gly Leu Leu Leu Val 
50 55 60 

Asn Thr He Tyr Phe Val Ser Ser Asn Thr Glu Arg Ser Val Tyr Leu 
" 70 75 80 

Ser Ala Phe Phe Val Leu Cys Phe Met Phe Leu Asp Ser Ser Ser Leu 
85 90 95 

Trp Phe Val Thr Leu Leu Asn He Leu Tyr Cys Val Lys He Thr Asn 
100 105 110 



720 



768 



816 



864 



900 



Phe Gin His Ser Val Phe Leu Leu Leu Lys Arg Asn He Ser Pro Lvs 
115 120 125 
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He Pro Arg Leu Leu Leu Ala Cys Val Leu He Ser Ala Phe Thr Thr 
130 135 140 

* 

Cys Leu Tyr He Thr Leu Ser Gin Ala Ser Pro Phe Pro Glu Leu Val 
"5 150 155 160 

Thr Thr Arg Asn Asn Thr Ser Phe Asn He Ser Glu Gly He Leu Ser 
165 170 175 

Leu Val Val Ser Leu Val Leu Ser Ser Ser Leu Gin Phe He He Asn 
180 185 190 

Val Thr Ser Ala Ser Leu Leu He His Ser Leu Arg Arg His He Gin 
195 200 205 

Lys Met Gin Lys Asn Ala Thr Gly Phe Trp Asn Pro Gin Thr Glu Ala 
210 215 220 

His Val Gly Ala Met Lys Leu Met Val Tyr Phe Leu lie Leu Tyr He 
225 230 235 240 

Pro Tyr Ser Val Ala Thr Leu Val Gin Tyr Leu Pro Phe Tyr Ala Gly 
245 250 255 

Met Asp Met Gly Thr Lys Ser He Cys Leu He Phe Ala Thr Leu Tyr 
260 265 270 

Ser Pro Gly His Ser Val Leu He He He Thr His Pro Lys Leu Lys 
275 280 285 

Thr Thr Ala Lys Lys He Leu Cys Phe Lys Lys 
290 295 

<210> 65 

<211> 900 

<212> DNA 

<213> homo sapiens 

<220> 

<221> CDS 

<222> (1)..(900) 

<220> 

<221> variation 

<222> (8).. (8) 

<223> SNP 

<220> 
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<221> variation 

<222> (17).. (17) 

<223> SNP 

<220> 

<221> variation 

<222> (20) . . (20) 

<223> SNP 



<220> 

<221> variation 

<222> (186) .. (186) 

<223> SNP 



<220> 

<221> variation 

<222> (221) . . (221) 

<223> SNP 

<220> 

<221> variation 

<222> (286) (286) 

<223> SNP 

<220> 

<221> variation 

<222> (512) (512) 

<223> SNP 



<400> 65 

atg ctt egg tta ttc tat tec tct get att att gee tea gtt att tta 

Met Leu Arg Leu Phe Tyr Ser Ser Ala He He Sla Ser vll 111 Leu 

5 10 ^5.. 

aat ttt gta gga ate att atg aat ctg ttt att aca gtg ate aat tcrc 
Asn Phe Val Gly He He Met Asn Leu Phe He Thr Vel vTl Asn 
20 25 30 

f^^ mu^ ^^"^ ^^"^ ""^^ tee tct tct gat ago att eta 144 

Lys Thr Trp Val Lys Ser His Arg He Ser Ser Ser Lp ^g Til Leu 

Jo 4Q 



45 



ttc age ctg ggc ate acc agg ttt ctt atg ctg gga eta ttt eta ata 
Phe Ser Leu Gly He Thr Arg Phe Leu Me? LeJ Gly Leu III Leu ?a? 

55 



60 



aac ace ate tac ttc gtc tct tea aat acg gaa agg tea ate tac eta 
Asn Thr He Tyr Phe Val Ser Ser Asn Th? Ilu A^J Ser Val ^yr Leu 



48 



96 



Ser 111 III f ? t"^ "° ^""^ "5 teg age agt etc 
Ser Ala Phe Phe Val Leu Cys Phe Met Phe Leu Asp Ser Ser Ser Leu 

85 90 95 

?S III f ? ^^"^ *5t gtg aag att act aae 

Trp Phe Val Thr Leu Leu Asn He Leu Tyr Cys Val Lys He Thr !sS 
100 105 

III H-! f ? 11^ '^^^ aat ate tee eca aag 384 

Phe Gin His Ser Val Phe Leu Leu Leu Lys Arg Asn He Ser Pro Lys 

llo 120 



192 



240 



288 



336 



125 
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ate ccc agg ctg ctg ctg gcc tgt gtg ctg att tct get tte aee aet 432 
lie Pro Arg Leu Leu Leu Ala Cys Val Leu lie Ser Ala Phe Thr Thr 
130 135 140 

tgc ctg tae ate aeg ett age cag gca tea cct ttt cot gaa ctt gtg 480 
Cys Leu Tyr He Thr Leu Ser Gin Ala Ser Pro Phe Pro Glu Leu Val 

150 155 160 

act acg aga aat aac aca tea ttt aat ate aat gag ggc ate ttq tct 528 
Thr Thr Arg Asn Asn Thr Ser Phe Asn He Asn 111 lly 111 Leu Ser 
165 170 5^75 

tta gtg gtt tct ttg gtc ttg age tea tct etc cag tte ate att aat 576 
Leu Val Val Ser Leu Val Leu Ser Ser Ser Leu Gin Phe He He Asn 
180 185 190 

w*? lu^ l""^ ^""^ ''^^ ttg agg aga cat ata cag 624 

Val Thr Ser Ala Ser Leu Leu He His Ser Leu Arg A^g His He Gin 
195 200 205 

5^? Sf^ ^""^ aat ccc cag acg gaa get 672 

Lys Met Gin Lys Asn Ala Thr Gly Phe Trp Asn Pro Gin Thr Glu Ala 
210 215 220 

cat gta ggt get atg aag ctg atg gtc tat tte etc ate etc tac att 720 
His Val Gly Ala Met Lys Leu Met Val Tyr Phe Leu He Leu Tyr He 

230 235 240 

cca tat tea gtt get acc ctg gtc cag tat etc eec ttt tat gca ggg 768 
Pro Tyr Ser Val Ala Thr Leu Val Gin Tyr Leu Pro Phe Tyr Ala Gly 
245 250 255 

atg gat atg ggg ace aaa tec att tgt ctg att ttt gcc aee ett tac ftl fi 

Met Asp Met Gly Thr Lys Ser He Cys LeS He Phe J^a Sr Leu ^yr 
260 265 270 

IT cct aaa ctg aaa 864 

Ser Pro Gly His Ser Val Leu He He He Thr His Pro Lys Leu Lys 
275 280 285 

aca aca gca aag aag att ctt tgt tte aaa aaa tag 900 
Thr Thr Ala Lys Lys He Leu Cys Phe Lys Lys 
290 295 

<210> 66 

<211> 299 

<212> PRT 

<213> homo sapiens 

<400> 66 

Met Leu Arg Leu Phe Tyr Ser Ser Ala He He Ala Ser Val He Leu 
1 5 10 15 

Asn Phe Val Gly He He Met Asn Leu Phe He Thr Val Val Asn Cvs 
20 25 30 
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Lys Thr Trp Val Lys Ser His Arg lie Ser Ser Ser Asp Arg He Leu 
35 40 45 

Phe Ser Leu Gly He Thr Arg Phe Leu Met Leu Gly Leu Phe Leu Val 
50 55 60 

Asn Thr He Tyr Phe Val Ser Ser Asn Thr Glu Arg Ser Val Tyr Leu 
^5 70 75 80 

Ser Ala Phe Phe Val Leu Cys Phe Met Phe Leu Asp Ser Ser Ser Leu 
85 90 95 

Trp Phe Val Thr Leu Leu Asn He Leu Tyr Cys Val Lys He Thr Asn 
100 105 110 

Phe Gin His Ser Val Phe Leu Leu Leu Lys Arg Asn He Ser Pro Lys 
115 120 125 

He Pro Arg Leu Leu Leu Ala Cys Val Leu He Ser Ala Phe Thr Thr 
130 135 140 

Cys Leu Tyr He Thr Leu Ser Gin Ala Ser Pro Phe Pro Glu Leu Val 
"5 150 155 160 

Thr Thr Arg Asn Asn Thr Ser Phe Asn He Asn Glu Gly He Leu Ser 
165 170 175 

Leu Val Val Ser Leu Val Leu Ser Ser Ser Leu Gin Phe He He Asn 
180 185 190 

Val Thr Ser Ala Ser Leu Leu He His Ser Leu Arg Arg His He Gin 
195 200 205 

Lys Met Gin Lys Asn Ala Thr Gly Phe Trp Asn Pro Gin Thr Glu Ala 
210 215 220 

His Val Gly Ala Met Lys Leu Met Val Tyr Phe Leu He Leu Tvr He 
225 230 235 240 

Pro Tyr Ser Val Ala Thr Leu Val Gin Tyr Leu Pro Phe Tyr Ala Gly 
245 250 255 

Met Asp Met Gly Thr Lys Ser He Cys Leu He Phe Ala Thr Leu Tyr 
260 265 270 



Pro Gly His Ser Val Leu He He He Thr His Pro Lys Leu Lys 
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275 



280 



285 



Thr Thr Ala Lys Lys lie Leu Cys Phe Lys Lys 
290 295 



<210> 67 



<211> 
<212> 



900 
DNA 



<213> homo sapiens 



<220> 

<221> 
<222> 

<220> 
<221> 
<222> 
<223> 



(900) 



CDS 
(1) . 

\ 

variation 
(8) . . (8) 
SNP 



<220> 
<221> 
<222> 
<223> 



variation 
(17) . . (17) 
SNP 



<220> 

<221> variation 

<222> (20).. (20) 

<223> SNP 

<220> 

<221> variation 

<222> (186).. (186) 

<223> SNP 



<220> 
<221> 
<222> 
<223> 



variation 
(221) . . (221) 
SNP 



<220> 

<221> variation 

<222> (286) , . (286) 

<223> SNP 



<220> 
<221> 
<222> 
<223> 



variation 
(512) . . (512) 
SNP 



<400> 67 

atg ctt egg tta ttc tat tec tet get att att gcc tea gtt att tta 
Met Leu Arg Leu Phe Tyr Ser Ser Ala He He Ala Ser Val He Leu 
^5 10 15 

aat ttt gta gga ate att atg aat ctg ttt att aca gtg gtc aat toe 
Asn Phe val Gly He He Met Asn Leu Phe He Thr ?al ?ai Asn Cys 
2^ 25 30 



48 



96 
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SI ?S r,l IS - - - 

lit § til m ?S ^^l - «2 ip - - «| 

aac acc ate tac ttc ate tc-h 

TH. Zi. .y. p,, 3- l,-^ |»a to. ... 

80 

s2 s '.j: I? - - - til III - 1- IS 

^° 95 

S? IS J- - - a. 

110 

IS hJ^° iVr III ss s.i nt m 

125 

|: Jl? - - 22 - - - - LI S - ?S ill 

i S2 ^: ill 2j IS IS s I- 1- JJJ =s IX til - 

160 

?s ?s 1?^ ?s is i:; i- - - is 

•^^^ 175 

IS Hi - - ^ - - IS iL= js 

190 

?s IS IS 'rii s s: hK is r 

195 ^ ^^'^ ^^"^ ^''^ lie Gin 

205 

aag atg cag aaa aat gcc act oat- 4- 

^ys Met cx„ ^„ £ in III I- - J^a. |« |ct 
cat gta ggt get atg aag ctg ata ate tai- 4- 

-1 .X, Ma Met ^l «,? J^J 22 Jj? ?2 

"5 240 

s: IS in ^i IS ?L= 12 2: si 12 s is 

255 

55rg acc aaa tec att tat eta ^-^-4. 
Met Asp Met Gly Thr Lys Ser lie cll tI?, tac 
260 I'eu Tyr 

265 270 

t=t =c, ,5, cat tot ,tt etc ,tt att ate ,c. cat cct aaa ctg aaa 



144 



192 



240 



288 



336 



384 



432 



480 



528 



576 



624 



672 



720 



768 



816 



864 
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Ser Pro Gly His Ser Val Leu He He He Thr His Pro Lys Leu Lys 

280 285 

aca aca gca aag aag att ctt tgt ttc aaa aaa tag 
Thr Thr Ala Lys Lys He Leu Cys Phe Lys Lys 
290 295 

<210> 68 

<211> 299 

<212> PRT 

<213> homo sapiens 

<400> 68 

Met Leu Arg Leu Phe Tyr Ser Ser Ala He He Ala Ser Val He Leu 
^ 10 15 

( 

Asn Phe Val Gly He He Met Asn Leu Phe He Thr Val Val Asn Cys 

25 30 

Lys Thr Trp Val Lys Ser His Arg He Ser Ser Ser Asp Arg He Leu 

40 45 

Phe Ser Leu Gly He Thr Arg Phe Leu Met Leu Gly Leu Phe Leu Val 

Asn Thr He Tyr Phe Val Ser Ser Asn Met Glu Arg Ser Val Tyr Leu 

75 80 



Ser Ala Phe Phe Val Leu Cys Phe Met Phe Leu Asp Ser Ser 
85 



90 95 



Ser Leu 



Trp Phe Val Thr Leu Leu Asn He Leu Tyr Cys Val Lys He Thr Asn 
100 105 110 

Phe Gin His Ser Val Phe Leu Leu Leu Lys Arg Asn He Ser Pro Lys 
115 120 125 

He Pro Arg Leu Leu Leu Ala Cys Val Leu He Ser Ala Phe Thr Thr 
■L-S" 135 14 0 



900 



Cys Leu Tyr He Thr Leu Ser Gin Ala Ser Pro Phe Pro Glu Leu Val 



155 



160 



Thr Thr Arg Asn Asn Thr Ser Phe Asn He Asn Glu Gly He Leu Ser 
1 65 - — - 



170 



175 



Leu Val Val Ser Leu Val Leu Ser Ser Ser Leu Gin Phe He He Asn 
j.t5U 185 



190 
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Val Thr Ser Ala Ser Leu Leu lie His Ser Leu Arg Arg His lie Gin 

200 205 

Lys Met Gin Lys Asn Ala Thr Gly Phe Trp Asn Pro Gin Thr Glu Ala 

215 220 



His Val Gly Ala Met Lys Leu Met Val Tyr Phe Leu He Leu Tyr He 



235 



240 



Pro Tyr Ser Val Ala Thr Leu Val Gin Tyr Leu Pro Phe Tyr Ala Gly 



250 



255 



Met Asp Met Gly Thr Lys Ser He Cys Leu He Phe Ala Thr Leu Tyr 

265 270 

ser Pro Gly His Ser Val Leu lie He He Thr His Pro Lys Leu Lys 



285 



Thr Thr Ala Lys Lys He Leu Cys Phe Lys Lys 
290 295 



<210> 69 

<211> 900 

<212> DNA 

<213> homo sapiens 



<220> 

<221> CDS 

<222> (1)..(900) 

<220> 

<221> variation 

<222> (8).. (8) 

<223> SNP 

<220> 

<221> variation 

<222> (20).. (20) 

<223> SNP 

<220> 

<221> variation 

<222> (186).. (186) 

<223> SNP 

<220> 

<221> variation 

<222> (221)., (221) 

<223> SNP 



<220> 



PCT/US2004/019489 



<221> variation 
<222> (286).. (286) 
<223> SNP 



<220> 

<221> variation 

<222> (512).. (512) 

<223> SNP 



<400> 69 

atg ctt egg tta ttc tct tec tct get att att gee tea gtt att tta 48 

Met Leu Arg Leu Phe Ser Ser Ser Ala He He Ala Ser Val He Leu 

15 10 15 

aat ttt gta gga ate att atg aat ctg ttt att aea gtg gte aat tgc 96 

Asn Phe Val Gly He He Met Asn Leu Phe He Thr Val Val Asn Cys 

20 25 30 

aaa aet tgg gtc aaa age cat aga ate tec tct tct gat agg att eta 144 

Lys Thr Trp Val Lys Ser His Arg He Ser Ser Ser Asp Arg He Leu 

35 40 45 

ttc age ctg ggc ate ace agg ttt ett atg ctg gga eta ttt ctg gtg 192 

Phe Ser Leu Gly He Thr Arg Phe Leu Met Leu Gly Leu Phe Leu Val 
50 55 60 



aae acc ate tac ttc gte tct tea aat aeg gaa agg tea gtc tae ctg 
Asn Thr He Tyr Phe Val Ser Ser Asn Thr Glu Arg Ser Val Tyr Leu 
65 70 75 



80 



240 



tct get ttt ttt gtg ttg tgt ttc atg ttt ttg gac teg age agt etc 288 

Ser Ala Phe Phe Val Leu Cys Phe Met Phe Leu Asp Ser Ser Ser Leu 

85 90 95 

tgg ttt gtg ace ttg etc aat ate ttg tac tgt gtg aag att act aac 336 

Trp Phe Val Thr Leu Leu Asn He Leu Tyr Cys Val Lys He Thr Asn 
100 105 110 

ttc eaa eae tea gtg ttt etc ctg ctg aag egg aat ate tec cca aag 384 

Phe Gin His Ser Val Phe Leu Leu Leu Lys Arg Asn He Ser Pro Lys 
115 120 125 

ate ccc agg etg ctg ctg gee tgt gtg ctg att tet get tte ace aet 432 

He Pro Arg Leu Leu Leu Ala Cys Val Leu He Ser Ala Phe Thr Thr 
130 135 140 

tge etg tac ate acg ctt age oag gea tea cct ttt cct gaa ctt gtg 480 

Cys Leu Tyr He Thr Leu Ser Gin Ala Ser Pro Phe Pro Glu Leu Val 
145 150 155 160 

act aeg aga aat aac aea tea ttt aat ate aat gag gge ate ttg tct 528 

Thr Thr Arg Asn Asn Thr Ser Phe Asn He Asn Glu Gly He Leu Ser 

165 170 175 

tta gtg gtt tct ttg gte ttg age tea tct etc cag ttc ate att aat 576 

Leu Val Val Ser Leu Val Leu Ser Ser Ser Leu Gin Phe He He Asn 
180 185 190 

gtg act tct get tec ttg eta ata cae tec ttg agg aga cat ata eag 624 

Val Thr Ser Ala Ser Leu Leu He His Ser Leu Arg Arg His He Gin 
195 200 205 
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<221> variation 

<222> (286).. (286) 

<223> SNP 

<220> 

<221> variation 

<222> (512).. (512) 

<223> SNP 
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<400> 69 

atg ctt egg tta ttc tct tec tct get att att gcc tea gtt att tta 

Met Leu Arg Leu Phe Ser Ser Ser Ala He He Ila Ser ?al 111 Leu 
5 10 15 

aat ttt gta gga ate att atg aat ctg ttt att aca gtg gtc aat tac 
Asn Phe Val Gly He He Met Asn Leu Phe He Thr ?al vll lln C?s 
2° 25 30 . ^ 

f^^ "^^t ate tec tet tct gat aaa att eta 

Lys Thr Trp Val Lys Ser His Arg He Ser Ser Ser Lp III III Leu 
•33 40 45 

tte age ctg ggc ate aec agg ttt ctt atg ctg gga eta ttt eta ata 
Phe ser Leu Gly He Thr Arg Phe Leu Me? Leu tly Leu Phe Leu ?al 

55 60 

aac ace ate tae tte gte tct tea aat aeg gaa agg tea gtc tac eta 
Asn Thr He Tyr Phe Val Ser Ser Asn Thr llu A?g SeJ vll lyr Leu 

75 30 

If ^^'S ttt ttg gao teg age agt etc 

Ser Ala Phe Phe Val Leu Cys Phe Met Phe Leu Lp Se? Ser sll Leu 
S5 90 95 

III f ? x"^ f tgt gtg aag att act aac 
Trp Phe Val Thr Leu Leu Asn He Leu Tyr Cys Val Lys He Thr Asn 
100 105 HO 

lis gS hH Itt f ? f ° =99 aat ate tec cea aag 

Phe Gin His Ser Val Phe Leu Leu Leu Lys Arg Asn He Ser Pro Lys 
•^■••^ 120 125 

itt P^^ l'^^ f ^ f ^ ""^^ ^tt tct get ttc ace act 

He Pro Arg Leu Leu Leu Ala Cys Val Leu He Ser Ala Phe Thr Thr 
J-J" 135 140 

f ^ ^""^ ^^"^ ttt eet gaa ctt gtg 

cys Leu Tyr He Thr Leu Ser Gin Ala Ser Pro Phe Pro llu Leu ?a? 

155 160 

mf ttt aat ate aat gag ggc ate tta tct 

Thr Thr Arg Asn Asn Thr Ser Phe Asn He Asn III lly Til III Ser 
165 170 175 

tta gtg gtt tct ttg gtc ttg age tea tet etc cag ttc ate att aat 
Leu Val val Ser Leu Val Leu Ser Ser Ser Leu GlS Phe He ill l^n 
180 185 190 

gtg act tct get tec ttg eta ata cac tec ttg agg aga cat ata car, 
Val Thr ser Ala Ser Leu Leu He His Ser Leu A?^ Arg His He Gl? 
195 200 205 



48 



96 



144 



192 



240 



288 



336 



384 



432 



480 



528 



576 



624 
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720 



768 



aag atg cag aaa aat gcc act aot ^tn ^rr« =.^4- 
Lys Met Gin Lys Asn Ila Thr III ll^ n ''^^ 

210 oVr ^ ^ Thr Glu Ala 

^■^^ 220 

1%-= IS S 51 - - - ^ 2= .a. ^ 

S - - 1^ ?s 2S - - - - - 

250 255 
atg gat atg ggg acc aaa tec att tat ctrr 4-4.4- 
«et Met o.y Thr Lys Sex He Z III til III fll til Tyt 

265 270 

s2 is LI 111 ill ill til tit til r f ' r 

275 280 ^ 

285 

s tS hi si si in iii si 



<210> 70 

<211> 299 

<212> PRT 

<213> homo sapiens 

<400> 70 

Met Leu Arg Leu Ph, Ser Ser Ser «a He He Ala Ser v,l He Le„ 

^0 15 



A=n Phe val Oly He He «.t *3„ L,„ p^e He Thr Val Val eye 

25 30 

Lys Thr val Lys Ser His Jxg He Ser Ser Ser Asp Arg He Leu 

45 

Phe ser Leu Gly He Thr Arg Phe Leu Met Leu Gly Leu Phe Leu Val 

60 

Asn Thr He Tyr Phe Val 3er Ser Asn Thr Glu' Arg Ser Val Tyr Leu 

80 

ser Ala Phe Phe Val Leu Cys Phe Met Phe Leu Asp Ser Ser Ser Leu 

®° 95 

•Trp Phe Val Thr Leu Leu Asn He Leu Tyr Cys Val Lys He Thr Asn 

105 210 
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Phe Gin His Ser Val Phe Leu Leu Leu Lys Arg Asn lie Ser Pro Lvs 
115 120 125 

He Pro Arg Leu Leu Leu Ala Cys Val Leu He Ser Ala Phe Thr Thr 
130 135 140 

Cys Leu Tyr He Thr Leu Ser Gin Ala Ser Pro Phe Pro Glu Leu Val 

150 155 160 

Thr Thr Arg Asn Asn Thr Ser Phe Asn He Asn Glu Gly He Leu Ser 
165 170 175 

Leu Val Val Ser Leu Val Leu Ser Ser Ser Leu Gin Phe He He Asn 
180 185 190 

Val Thr Ser Ala Ser Leu Leu He His Ser Leu Arg Arg His He Gin 
195 200 205 

Lys Met Gin Lys Asn Ala Thr Gly Phe Trp Asn Pro Gin Thr Glu Ala 
210 215 220 

His Val Gly Ala Met Lys Leu Met Val Tyr Phe Leu He Leu Tyr He 
225 230 235 240 

Pro Tyr Ser Val Ala Thr Leu Val Gin Tyr Leu Pro Phe Tyr Ala Gly 
245 250 255 

Met Asp Met Gly Thr Lys Ser He Cys Leu He Phe Ala Thr Leu Tyr 
260 265 270 

Ser Pro Gly His Ser Val Leu He He He Thr His Pro Lys Leu Lys 
275 280 285 

Thr Thr Ala Lys Lys He Leu Cys Phe Lys Lys 
290 295 



<210> 71 

<211> 900 

<212> DNA 

<213> homo sapiens 

<220> 

<221> CDS 

<222> {1),.(900) 

<220> 

<221> variation 

<222> (8).. (8) 
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<223> SNP 



<220> 

<221> variation 

<222> (17),. (17) 

<223> SNP 



<220> 

<221> variation 

<222> (20) . . (20) 

<223> SNP 



<220> 

<221> variation 

<222> (186) . . (186) 

<223> SNP 



<220> 

<221> variation 

<222> (221) . . (221) 

<223> SNP 

<220> 

<221> variation 

<222> (286) . . (286) 

<223> SNP 



<220> 

<221> variation 

<222> (512).. (512) 

<223> SNP 



<400> 71 

atg ctt cag tta ttc tat tec tct get att att gee tea gtt att tta 
Met Leu Gin Leu Phe Tyr Ser Ser Ala He He Ala Ser ?al ill Leu 
5 10 



15 



aat ttt gta gga ate att atg aat etg ttt att aca gtg gtc aat tac 
Asn Phe Val Gly He He Met Asn Leu Phe He Thr U Vel Tsn cjs 
20 25 



30 



aaa act tgg gtc aaa age eat aga ate tec tct tct gat agg att eta 
Lys Thr Trp Val Lys Ser His Arg He Ser Ser Ser Lp A?g He Leu 
35 40 45 

ttc age ctg ggc ate ace agg ttt ctt atg etg gga eta ttt eta ata 
Phe ser Leu Gly He Thr Arg Phe Leu Met Leu Sly Leu Phe Leu ?al 

ou 55 



60 



aac ace ate tac ttc gtc tct tea aat acg gaa agg tea ate tac eta 
Asn Thr He Tyr Phe Val Ser Ser Asn Thr llu A?g Ser Val Tyr Leu 



75 

tct get ttt ttt gtg ttg tgt ttc atg ttt ttg gac teg age agt etc 

Ser Ala Phe Phe Val Leu Cys Phe Met Phe LeG Asp Ser Ser Ser Leu 

85 90 95 

III t"^ f ^^"^ ^tt act aac 

Trp Phe Val Thr Leu Leu Asn He Leu Tyr Cys Val Lys He Thr Asn 

100 105 110 



48 



96 



144 



192 



240 



288 



336 
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III I ate tec cea aag 

Phe Gin His Ser Val Phe Leu Leu Leu Lys Arg Asn lie Ser Pro Lys 

115 120 125 

ate ccc agg ctg etg etg gee tgt gtg ctg att tot get ttc acc act 

lie Pro Arg Leu Leu Leu Ala Cys Val Leu He Ser lla Phe Thr ?S 

130 135 140 



tgc ctg tac ate acg ett age cag gea tea cet ttt cct gaa ett gtg 
Cys Leu Tyr He Thr Leu Ser Gin Ala Ser Pro Phe Pro Slu Leu ?a? 

155 160 



lu^ ^^"^ ^''^ ate aat gag ggc ate ttq tct 

Thr Thr Arg Asn Asn Thr Ser Phe Asn He Asn Ilu Gly lie ill Ser 
165 170 175 

tta gtg gtt tct ttg gtc ttg age tea tct etc cag ttc ate att aat 
Leu Val Val Ser Leu Val Leu Ser Ser Ser Leu GlJ Phe He He Asn 
180 185 190 

^"^^ tee ttg eta ata cac tec ttg agg aga cat ata caa 

val Thr Ser Ala Ser Leu Leu He His Ser Leu A?g A?g Ms He G^n 
195 200 205 

jtl ^°t ggt ttc tgg aat cec cag acg gaa get 

Lys Met Gin Lys Asn Ala Thr Gly Phe Trp Asn Pro Gin Th? Ilu Sa 
210 215 220 

cat gta ggt get atg aag etg atg gte tat ttc etc ate etc tac ahi- 
Hxs val Gly Ala Met Lys Leu Met Val Tyr Phe Leu lie leu Tyr lie 

230 235 240 

^tc cag tat etc ccc ttt tat gea ggg 
Pro Tyr Ser Val Ala Thr Leu Val Gin Tyr Leu Pro Phe Tyr 111 111 
245 250 255 

atg gat atg ggg acc aaa tee att tgt ctg att ttt gee acc ett tac 
Met Asp Met Gly Thr Lys Ser He Cys LeS He Phe lla Thr Leu Jlr 
260 265 270 

tet cea gga eat tct gtt etc att att ate aea eat cct aaa eta aaa 
Ser Pro Gly His Ser Val Leu He He He Thr His Pro Lys Leu Lys 
275 280 285 

aea aca gea aag aag att ett tgt ttc aaa aaa tag 
Thr Thr Ala Lys Lys He Leu Cys Phe Lys Lys 
290 295 



384 



432 



480 



528 



576 



624 



672 



720 



768 



816 



864 



900 



<210> 72 

<2H> 299 

<212> PRT 

<213> homo sapiens 

<400> 72 

Met Leu Gin Leu Phe Tyr Ser Ser Ala He He Ala Ser Val He Leu 
^ 5 10 



15 



Phe Val Gly He He Met Asn Leu Phe He Thr Val Val Asn 
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20 



25 



30 



Lys Thr Trp Val Lys Ser His Arg He Ser Ser Ser Asp Arg He Leu 



45 



Phe ser Leu Gly He Thr Arg Phe Leu Met Leu Gly Leu Phe Leu Val 

Asn Thr He Tyr Phe Val Ser Ser Asn Thr Glu Arg Ser Val Tyr Leu 

75 80 

ser Ala Phe Phe Val Leu Cys Phe Met Phe Leu Asp Ser Ser Ser Leu 
85 90 95 

Trp Phe val Thr Leu Leu Asn He Leu Tyr Cys Val Lys He Thr Asn 

■^^^ 110 

Phe Gin His Ser Val Phe Leu Leu Leu Lys Arg Asn He Ser Pro Lys 
lie Pro Arg Leu Leu Leu Ala Cys Val Leu He Ser Ala Phe Thr Thr 



135 



140 



cys Leu Tyr He Thr Leu Ser Gin Ala Ser Pro Phe Pro Glu Leu Val 

^ 155 160 

Thr Thr Arg Asn Asn Thr Ser Phe Asn He Asn Glu Gly He Leu Ser 
•^65 170 175 

Leu val val Ser Leu Val Leu Ser Ser Ser Leu Gin Phe He He Asn 

185 190 

val Thr ser Ala Ser Leu Leu He His Ser Leu Arg Arg His He Gin 

200 205 

Lys Met Gin Lys Asn Ala Thr Gly Phe Trp Asn Pro Gin Thr Glu Ala 

215 220 

His val Gly Ala Met Lys Leu Met Val Tyr Phe Leu He Leu Tyr He 

235 240 



Pro Tyr Ser Val Ala Thr Leu Val Gin Tyr Leu Pro Phe Tyr Ala Gly 

250 255 

Met Asp Met Gly Thr Lys Ser He Cys Leu He Phe Ala Thr Leu Tyr 



265 270 
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Pro Gly His Ser Val Leu He He He Thr His Pro Lys Leu Lys 
. 275 280 285 



Thr Thr Ala Lys Lys He Leu Cys Phe Lys 
290 295 



<210> 73 

<211> 900 

<212> DNA 

<213> homo sapiens 



<220> 

<221> CDS 

<222> (1) . . (900) 

<220> 

<221> variation 

<222> (77) . . (77) 

<223> SNP 

<220> 

<221> variation 

<222> (235) . . (235) 

<223> SNP 

<220> 

<221> variation 

<222> (338) . . (338) 

<223> SNP 

<220> 

<221> variation 

<222> (500) . . (500) 

<223> SNP 

<220> 

<221> variation 

<222> (638) . . (638) 

<223> SNP 

<220> 

<221> variation 

<222> (881) . . (881) 

<223> SNP 

<400> 73 



atg ctg age 
Met Leu Ser 
1 



get ggc eta gga ctg ctg atg ctg gtg gca gtg gtt gaa 
Ala Gly Leu Gly Leu Leu Met Leu Val Ala Val Val Glu 




48 



ttt etc ate 
Phe Leu He 



ggt tta att gga aat gga age ctg gtg gtc tgg agt ttt 
Gly Leu He Gly Asn Gly Ser Leu Val Val Trp Ser Phe 
20 25 30 



96 



aga gaa tgg 
Arg Glu Trp 



ate aga aaa ttc aac tgg tec tea tat aac etc att ate 
He Arg Lys Phe Asn Trp Ser Ser Tyr Asn Leu He He 



144 
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35 40 



127/447 

45 



§ 22 s in lit f i^i 2s r.i - - - - "3 

Z i^l IS 22 2^ IS 2S til 

80 

2J K Hi ttt III - - - J- 

90 95 

s 2: sS - - - - - - - 

105 HQ 

m 22 ^11 22 IS ^2 III 22 K 22 

125 

2S 22 IS l-r III lit 22 22 2S S 52 
22 S ^2 S2 S 1!2 IS SI S S2 J- 

160 

S2 ^2 1?2 III SI S2 22 '41 IT. Ill III 22 '^l m 

agt tat ttg cct tta gtg gto ttt ctt rr+•^ 4-«r. 4-^*. 

... T,r .e„ U U ^2 2^ 2° I?? 22 III 
v^r 12 22 iTr lit S2 12 J- 52 2? S 25 

200 205 

L'^ |2 LI ill til I." |2 r.t III ?S IS 22 52 21 22 

215 220 
ggc tgc ttc etc tta ctt cac eta att tai- ^^r^ ^^r. 

31, Cy. PHe .eu Leu Hi, :.2 III tLl HI %ll ^ 2| 

235 240 

22 S2 ?S 21 52 ?£ Jjl 12 III Zl 22 ?S IS tl 22 S: 

245 250 255 

^99 gag aca etc atg gca gcc tat cct tni- r^t-v *. *. 

T.P «lu Xhr Leu Met lla Tyr 12 2^ 22 22 Itl lit III 22 

265 270 

x2 2? I?| ?2 12 LI III 52 S2 ?£ J- til 52 S 22 



240 



288 



336 



384 



432 



480 



528 



576 



624 
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aag aca gtg tgt get egg aga tgc tgg ggc eca tga 
Lys Thr Val Cys Ala Arg Arg Cys Trp Gly Pro 
290 295 

<210> 74 

<211> 299 

<212> PRT 

<213> homo sapiens 

<400> 74 

Met Leu Ser Ala Gly Leu Gly Leu Leu Met Leu Val Ala Val Val Glu 



900 



10 



15 



Phe Leu lie Gly Leu He Gly Asn Gly Ser Leu Val Val Trp Ser Phe 

25 30 

Arg Glu Trp He Arg Lys Phe Asn Trp Ser Ser Tyr Asn Leu He He 

40 45 

Leu Gly Leu Ala Gly Cys Arg Phe Leu Leu Gin Trp Leu He He Leu 

55 60 

Asp Leu Ser Leu Phe Pro Leu Phe Gin Ser Ser Arg Trp Leu Arg Tyr 

'^0 75 80 

Leu ser He Phe Trp Val Leu Val Ser Gin Ala Ser Leu Trp Phe Ala 
85 90 95 

Thr Phe Leu Ser Val Phe Tyr Cys Lys Lys He Thr Thr Phe Asp Arg 
100 105 110 

Pro Ala Tyr Leu Trp Leu Lys Gin Arg Ala Tyr Asn Leu Ser Leu Trp 
115 120 125 

Cys Leu Leu Gly Tyr Phe He He Asn Leu Leu Leu Thr Val Gin He 

135 140 

Gly Leu Thr Phe Tyr His Pro Pro Gin Gly Asn Ser Ser He Arg Tyr 

150 155 160 

Pro Phe Glu Ser Trp Gin Tyr Leu Tyr Ala Phe Gin Leu Asn Ser Gly 
165 170 175 

ser Tyr Leu Pro Leu Val Val Phe Leu Val Ser Ser Gly Met Leu He 

185 190 
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Val Ser Leu Tyr Thr His His Lys Lys Met Lys Val His Ser Ala Gly 
195 200 205 

Arg Arg Asp Val Arg Ala Lys Ala His He Thr Ala Leu Lys Ser Leu 
210 215 220 

Gly Cys Phe Leu Leu Leu His Leu Val Tyr He Met Ala Ser Pro Phe 

230 235 240 

Ser He Thr Ser Lys Thr Tyr Pro Pro Asp Leu Thr Ser Val Phe He 
245 250 255 

Trp Glu Thr Leu Met Ala Ala Tyr Pro Ser Leu His Ser Leu He Leu 
260 265 270 

lie Met Gly He Pro Arg Val Lys Gin Thr Cys Gin Lys He Leu Trp 
275 280 285 

Lys Thr Val Cys Ala Arg Arg Cys Trp Gly Pro 
290 295 

<210> 75 

<211> 900 

<212> DNA 

<213> homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (900) 

<220> 

<221> variation 

<222> (77) . . (77) 

<223> SNP 

<220> 

<221> variation 

<222> (235) . . (235) 

<223> SNP 

<220> 

<221> variation 

<222> (338) • . (338) 

<223> SNP 

<220> 

<221> variation 

<222> (500) , . (500) 

<223> SNP 

<220> 

<221> variation 
<222> (638) . . (638) 
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<223> SNP 
<220> 

<221> variation 

<222> (881).. (881) 

<223> SNP 



<400> 75 

tit H?° ctg gtg gca gtg gtt gaa 

Met Leu Ser Ala Gly Leu Gly Leu Leu Met Leu Val Ala Val Val Glu 
^5 10 15 

ttt etc ate ggt tta att gga aat gga age ctg gtg gtc tgg agt ttt 
Phe Leu lie Gly Leu lie Gly Asn Gly Ser Leu Val ?al T?p III Phe 
20 25 30 

11^ ?r tec tea tat aac etc att ate 

Arg Glu Trp He Arg Lys Phe Asn Trp Ser Ser Tyr Asn Leu He He 
35 40 45 

ctg gge ctg get ggc tgc cga tt^ \:c ctg cag tgg ctg ate att ttg 
Leu Gly Leu Ala Gly Cys Arg Phe ^eu Leu Gin Trp Leu He He Leu 
50 55 60 

gac tta age ttg ttt eea ctt ttc cag ago age cgt tgg ctt coc tat 
Asp Leu Ser Leu Phe Pro Leu Phe Gin Ser Ser Arg Trp Leu Arg Tyr 

ctt agt ate ttc tgg gtc etg gta age cag gee age tta tgg ttt gee 
Leu Ser He Phe Trp Val Leu Val Ser Gin Ala Ser Leu tS Phe 111 
85 90 95 

Tht III T°!° ,f ? n^"" ^^"^ ^^'^ acc ttc gat cge 

Thr Phe Leu Ser Val Phe Tyr Cys Lys Lys He Thr Thr Phe Asp Arg 
100 105 110 

m aac ctg agt etc tgg 

Pro Ala Tyr Leu Trp Leu Lys Gin Arg Ala Tyr Asn Leu Ser Leu Tr? 
115 120 125 

tgc ctt ctg ggc tac ttt ata ate aat ttg tta ctt aca gtc caa att 
Cys Leu Leu Gly Tyr Phe He He Asn Leu Leu Leu Thr Val Gin He 
■"■30 135 140 

ggc tta aca ttc tat cat cct cce eaa gga aac age age att egg tat 
Gly Leu Thr Phe Tyr His Pro Pro Gin Gly Asn Ser Ser He Arg Tyr 

150 155 

m ""^^ °te aat tea gga 

Pro Phe Glu Ser Trp Gin Tyr Leu Tyr Ala Phe Gin Leu Asn Ser Gly 
165 170 175 

agt tat ttg cct tta gtg gtg ttt ctt gtt tec tet ggg atg eta att 
Ser Tyr Leu Pro Leu Val Val Phe Leu Val Ser Ser Gly Met Leu He 

185 190 

gtc tet ttg tat aca eac cac aag aag atg aag gtc cat tea get ggt 
Val Ser Leu Tyr Thr His His Lys Lys Met Lys Val His Ser Ala Glv 
195 200 205 

agg agg gat gtc cag gee aag get cac ate act gcg etg aag tec ttg 



48 



96 



144 



192 



240 



288 



336 



384 



432 



480 



528 



576 



624 



672 
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Arg Arg Asp Val Gin Ala Lys Ala His He Thr Ala Leu Lys Ser Leu 

"•^^ 215 220 



ggc tgc ttc etc tta ctt cac ctg gtt tat ate atg gee age ccc ttc 
Gly Cys Phe Leu Leu Leu His Leu Val Tyr He Me? La Ser Pro lit 

230 235 240 

I':'' ^""^ gat etc ace agt gtc ttc ate 

Ser He Thr Ser Lys Thr Tyr Pro Pro Asp Leu Thr sir ?al Phe lit 

250 255 

tgg gag aca etc atg gca gee tat ect tct ctt cat tct etc ata tta 
Trp Glu Thr Leu Met Ala Ala Tyr Pro Ser Leu His Ser Leu Se Leu 
260 265 270 

5*? H?^ ""^^ aag cag act tgt cag aag ate ctg too 8S4 

He Met Gly He Pro Arg Val Lys Gin Thr C?s Gin Lys He Leu 



— ^ ^ " ^"-^ ^-^^ J^ys He Leu Trp 

275 280 285 

aag aca gtg tgt get egg aga tgc tgg ggc cca tga 
Lys Thr Val Cys Ala Arg Arg Cys Trp Gly Pro 
290 295 

<210> 76 

<211> 299 

<212> PRT 

<213> homo sapiens 

<400> 76 

Met Leu Ser Ala Gly Leu Gly Leu Leu Met Leu Val Ala Val Val Glu 



10 



15 



Phe Le,^ He Gly Leu He Gly Asn Gly Ser Leu Val Val Trp Ser Phe 

20 25 30 

Arg Glu Trp He Arg Lys Phe Asn Trp Ser Ser Tyr Asn Leu He He 
35 40 45 



Leu Gly Leu Ala Gly Cys Arg Phe Leu Leu Gin Trp Leu He He Leu 

60 

— -■ Arg Trp Leu Ar 

^° 75 80 



50 55 60 

Asp Leu Ser Leu Phe Pro Leu Phe Gin Ser Ser Arg Trp Leu Arg Tyr 



Leu Ser He Phe Trp Val Leu Val Ser Gin Ala Ser Leu Trp Phe Ala 
85 90 95 

Thr Phe Leu Ser Val Phe Tyr Cys Lys Lys He Thr Thr Phe Asp Arg 
100 105 110 

Pro Ala Tyr Leu Trp Leu Lys Gin Arg Ala Tyr Asn Leu Ser Leu Trp 
115 120 125 



720 



768 



816 



900 
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Cys Leu Leu Gly Tyr Phe lie He Asn Leu Leu Leu Thr Val .Gln He 



140 



Gly Leu Thr Phe Tyr His Pro Pro Gin Gly Asn Ser Ser He Arg Tyr 

155 260 

Pro Phe Glu Ser Trp Gin Tyr Leu Tyr Ala Phe Gin Leu Asn Ser Gly 



170 



175 



ser Tyr Leu Pro Leu Val Val Phe Leu Val Ser Ser Gly Met Leu He 



185 



190 



val ser Leu Tyr Thr His His Lys Lys Met Lys Val His Ser Ala Gly 



205 



Arg Arg Asp Val Gin Ala Lys Ala His He Thr Ala Leu Lys Ser Leu 

215 220 

225 ^^"^ ^^"^ ^^"^ '^y^ Met Ala 



230 



235 



Ser Pro Phe 
240 



ser lie Thr Ser Lys Thr Tyr Pro Pro Asp Leu Thr Ser Val Phe He 



250 



255 



Trp Glu Thr Leu Met Ala Ala Tyr Pro Ser Leu His Ser Leu He Leu 



265 



270 



He Met Gly He Pro Arg Val Lys Gin Thr Cys Gin Lys He Leu Trp 

280 285 



Lys Thr Val Cys Ala Arg Arg Cys Trp Gly Pro 
290 295 



<210> 77 

<211> 900 

<212> DNA 

<213> homo sapiens 



<220> 

<221> CDS 

<222> (1)..(900) 

<220> 

<221> variation 

<222> (77).. (77) 

<223> SNP 
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<220> 

<221> variation 

<222> (235) • . (235) 

<223> SNP 

<220> 

<221> variation 

<222> (338) . . (338) 

<223> SNP 

<220> 

<221> variation 

<222> (500) . . (500) 

<223> SNP 

<220> 

<221> variation 

<222> (638) . . (638) 

<223> SNP 

<220> 

<221> variation 

<222> (881) (881) 

<223> SNP 

<400> 77 

atg ctg age get gge eta 
Met Leu Ser Ala Gly Leu 
1 5 

ttt etc ate ggt tta att 
Phe Leu lie Gly Leu lie 
20 

aga gaa tgg ate aga aaa 
Arg Glu Trp lie Arg Lys 
35 

ctg gge ctg get ggc tgc 
Leu Gly Leu Ala Gly Cys 
50 

gae tta age ttg ttt cca 
Asp Leu Ser Leu Phe Pro 
65 70 

ctt agt ate ttc tgg gtc 
Leu Ser lie Phe Trp Val 
85 

ace ttc etc agt gtc ttc 
Thr Phe Leu Ser Val Phe 
100 

ccg gee tac ttg tgg ctg 
Pro Ala Tyr Leu Trp Leu 
115 

tgc ctt ctg ggc tac ttt 
Cys Leu Leu Gly Tyr Phe 
130 



gga ctg ctg atg ctg gtg 
Gly Leu Leu Met Leu Val 
10 

gga aat gga age ctg gtg 
Gly Asn Gly Ser Leu Val 
25 

ttc aac tgg tec tea tat 
Phe Asn Trp Ser Ser Tyr 
40 

cga ttt etc ctg cag tgg 
Arg Phe Leu Leu Gin Trp 
55 60 

ctt ttc cag age age egt 
Leu Phe Gin Ser Ser Arg 
75 

ctg gta age cag gee age 
Leu Val Ser Gin Ala Ser 
90 

tat tgc aag aag ate aeg 
Tyr Cys Lys Lys lie Thr 
105 

aag cag agg gee tat aac 
Lys Gin Arg Ala Tyr Asn 
120 

ata ate aat ttg tta ctt 
lie lie Asn Leu Leu Leu 
135 140 



gea gtg gtt gaa 48 
Ala Val Val Glu 
15 

gtc tgg agt ttt 96 
Val Trp Ser Phe 
30 

aac etc att ate 144 

Asn Leu lie He 

45 

ctg ate att ttg 192 
Leu He He Leu 



tgg ctt cgc tat 240 
Trp Leu Arg Tyr 
80 

tta tgg ttt gee 288 
Leu Trp Phe Ala 
95 

ace ttc gat cgc 336 
Thr Phe Asp Arg 
110 

ctg agt etc tgg 384 

Leu Ser Leu Trp 

125 

aca gtc caa att 432 
Thr Val Gin He 
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170 175 



agt tat ttg cct tta gtg gtg ttt ctt gtt tec tct ggg ata eta att 
Ser Tyr Leu Pro Leu Val Val Phe Leu Val Ser Ser G?J Me? lei 111 
180 185 j^gQ 



220 



480 



m ?S ITr S III I- in til III ill 

lit z IV. Ill ij IS III !ii 111 - - - til lit in 



576 



624 



LI I- ?S III in |l 17. t^l S ^IJ IS 

SI Ill r.t SI SI til III III ?s s 111 SI - 



r?! gtt tat ate atg gee age ccc tte 720 

Gly Cys Phe Leu Leu Leu His Leu Val Tyr He Me? Ala S?r P?o Phe 
" 230 235 240 

tee ate ace tec aag act tat cct cct gat etc ace agt ate tte atr naa 
ser lie Thr Ser Lys Thr Tyr Pro Pro Lp Leu Thr S?r vTl pj^ Til 
2" 250 255 

ni^ f^*" tct ctt cat tct etc ata tto 81S 

Trp Glu Thr Leu Met Ala Ala Tyr Pro Ser Leu His Ser Leu Se Leu 
260 265 270 

ate atg ggg att cct agg gtg aag cag act tgt cag aag ate etc taa 
lie Met Gly He Pro Arg Val Lys Gin Thr cjs Gin LyI 111 ill J?? 

280 285 

f^^ tZ^ tgg ggc cea tga 

Lys Thr Val Cys Ala Arg Arg Cys Trp Gly Pro 
290 295 

<210> 78 

<2H> 299 

<212> PRT 

<213> homo sapiens 

<400> 78 

Met Leu Ser Ala Gly Leu Gly Leu Leu Met Leu Val Ala Val Val Glu 
5 10 15 



864 



900 



Phe Leu He Gly Leu He Gly Asn Gly Ser Leu Val Val Trp Ser Phe 
2° 25 30 



Arg Glu Trp He Arg Lys Phe Asn Trp Ser Ser Tyr Asn Leu He He 
•53 40 45 
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Leu Gly Leu Ala Gly Cys Arg Phe Leu Leu Gin Trp Leu lie lie Leu 
50 55 60 

Asp Leu Ser Leu Phe Pro Leu Phe Gin Ser Ser Arg Trp Leu Arg Tyr 
65 70 75 80 

Leu Ser lie Phe Trp Val Leu Val Ser Gin Ala Ser Leu Trp Phe Ala 
85 90 95 

Thr Phe Leu Ser Val Phe Tyr Cys Lys Lys lie Thr Thr Phe Asp Arg 
100 105 110 

Pro Ala Tyr Leu Trp Leu Lys Gin Arg Ala Tyr Asn Leu Ser Leu Trp 
115 120 125 

Cys Leu Leu Gly Tyr Phe lie lie Asn Leu Leu Leu Thr Val Gin lie 
130 135 140 

Gly Leu Thr Phe Tyr His Pro Pro Gin Gly Asn Ser Ser lie Arg Tyr 
145 150 155 160 

Pro Phe Glu Ser Trp Gin Cys Leu Tyr Ala Phe Gin Leu Asn Ser Gly 
165 170 175 

Ser Tyr Leu Pro Leu Val Val Phe Leu Val Ser Ser Gly Met Leu lie 
180 185 190 

Val Ser Leu Tyr Thr His His Lys Lys Met Lys Val His Ser Ala Gly 
195 200 205 

Arg Arg Asp Val Arg Ala Lys Ala His lie Thr Ala Leu Lys Ser Leu 
210 215 220 

Gly Cys Phe Leu Leu Leu His Leu Val Tyr lie Met Ala Ser Pro Phe 
225 230 235 240 

Ser lie Thr Ser Lys Thr Tyr Pro Pro Asp Leu Thr Ser Val Phe lie 
245 250 255 

Trp Glu Thr Leu Met Ala Ala Tyr Pro Ser Leu His Ser Leu lie Leu 
260 265 270 

lie Met Gly lie Pro Arg Val Lys Gin Thr Cys Gin Lys He Leu Tirp 
275 280 285 



Lys Thr Val Cys Ala Arg Arg Cys Trp Gly Pro 
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290 295 



<210> 79 

<211> 900 

<212> DNA 

<213> homo sapiens 



<220> 

<221> CDS 
<222> (1) . 



(900) 



<220> 

<221> variation 

<222> (77),. (77) 

<223> SNP 

<220> 

<221> variation 

<222> (235).. (235) 

<223> SNP 

<220> 

<221> variation 

<222> (338).. (338) 

<223> SNP 

<220> 

<221> variation 

<222> (500).. (500) 

<223> SNP 

<220> 

<221> variation 

<222> (638).. (638) 

<223> SNP 

<220> 

<221> variation 

<222> (881).. (881) 

<223> SNP 

<400> 79 

atg ctg age get gge eta gga 
Met Leu Ser Ala Gly Leu Gly 
5 

ttt etc ate ggt tta att gga 
Phe Leu He Gly Leu He Glv 
20 

aga gaa tgg ate aga aaa ttc 
Arg Glu Trp He Arg Lys Phe 
35 

ctg ggc etg get gge tgc cga 
Leu Gly Leu Ala Gly Cys Arg 
^° 55 



ctg ctg atg ctg gtg gca gtg gtt aaa 
Leu Leu Met Leu Val Ala ?al vll IK 
^° 15 

aat gga age ctg gtg gte tgg agt ttt 
Asn Gly Ser Leu Val Val sJr pJe 

25 30 

aac tgg tee tea tat aac etc att ate 
Asn Trp Ser Ser Tyr Asn Leu He lie 

45 

III f^^ ate att ttg 

Phe Leu Leu Gin Trp Leu He He Leu 
60 



48 



96 



gac tta age ttg ttt cea ctt ttc 



cag age age egt tgg ctt cgc tat 



144 



192 



240 
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Asp Leu Ser Leu Phe Pro Leu Phe Gin Ser Ser Arg Trp Leu Arq Tvr 
65 70 75 ^ 80 

ctt agt ate ttc tgg gtc ctg gta age cag gcc age tta tgg ttt gcc 288 
Leu Ser lie Phe Trp Val Leu Val Ser Gin Ala Ser Leu Trp Phe Ala 
85 90 95 

acc ttc etc agt gtc ttc tat tgc aag aag ate acg acc tte gat cgc 336 
Thr Phe Leu Ser Val Phe Tyr Cys Lys Lys He Thr Thr Phe Asp Arg 
100 105 110 

etg gcc tae ttg tgg ctg aag cag agg gcc tat aac ctg agt etc tgg 384 
Leu Ala Tyr Leu Trp Leu Lys Gin Arg Ala Tyr Asn Leu Ser Leu Trp 
115 .120 125 

tgc ctt etg gge tae ttt ata ate aat ttg tta ctt aca gtc caa att 432 
Cys Leu Leu Gly Tyr Phe He He Asn Leu Leu Leu Thr Val Gin He 
130 135 140 

ggc tta aca ttc tat cat cct ece caa gga aac age age att egg tat 480 
Gly Leu Thr Phe Tyr His Pro Pro Gin Gly Asn Ser Ser He Arg Tyr 
145 150 155 160 

ccc ttt gaa age tgg cag tac ctg tat gca ttt cag etc aat tea gga 528 
Pro Phe Glu Ser Trp Gin Tyr Leu Tyr Ala Phe Gin Leu Asn Ser Gly 
165 170 175 

agt tat ttg cct tta gtg gtg ttt ctt gtt tec tct ggg atg ctg att 576 
Ser Tyr Leu Pro Leu Val Val Phe Leu Val Ser Ser Gly Met Leu He 
180 185 190 

gtc tct ttg tat aca eac eae aag aag atg aag gtc cat tea get ggt 624 
Val Ser Leu Tyr Thr His His Lys Lys Met Lys Val His Ser Ala Gly 
195 200 205 

agg agg gat gtc egg gcc aag get cac ate act geg etg aag tee ttg 672 
Arg Arg Asp Val Arg Ala Lys Ala His He Thr Ala Leu Lys Ser Leu 
210 215 220 

ggc tgc ttc etc tta ctt cac ctg gtt tat ate atg gcc age ccc tte 720 
Gly Cys Phe Leu Leu Leu His Leu Val Tyr He Met Ala Ser Pro Phe 
225 230 235 240 

tee ate acc tec aag act tat cct cct gat etc ace agt gtc tte ate 768 
Ser He Thr Ser Lys Thr Tyr Pro Pro Asp Leu Thr Ser Val Phe He 
245 250 255 

tgg gag aca etc atg gca gee tat ect tct ctt cat tct etc ata ttg 816 
Trp Glu Thr Leu Met Ala Ala Tyr Pro Ser Leu His Ser Leu He Leu 
260 265 270 

ate atg ggg att cct agg gtg aag cag act tgt cag aag ate etg tgg 864 
He Met Gly He Pro Arg Val Lys Gin Thr Cys Gin Lys He Leu Trp 
275 280 285 



aag aca gtg tgt get egg aga tgc tgg gge eca tga 
Lys Thr Val Cys Ala Arg Arg Cys Trp Gly Pro 
290 295 



900 



<210> 80 
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<211> 299 
<212> PRT 
<213> homo sapiens 

<400> 80 

«et Leu ser Ala Gly Le„ sly L,u Leu Leu Val Ala Val Val Glu 

15 



Phe LOU lie Gly Leu lie Gly A,„ Gly Ser Leu Val Val ..p Ser Phe 

30 

^9 Glu Trp II, Arg Ly, Phe A.n Trp Ser Sex Tyr Aan Leu He He 

45 

Leu Gly Leu Ala Gly Cy= Arc, P.e Leu Leu Gin Trp Leu He He Leu 

*|P Leu ser Leu Phe Pro Leu Phe Gl„ Ser Ser Ar, Trp Leu Ar, Tyr 

80 

Leu ser He Phe Trp Val Leu Val Ser Gin Ala Ser Leu Trp Phe Ala 

^° 95 

Thr Phe Leu Ser Val Phe Tyr Cya Lya Ly, He Thr Thr Phe Asp Ar, 
Leu Ala Tyr Leu Trp Leu Ly, Gl„ Ar, Ala Tyr Aen Leu Ser Leu Trp 

Cya Leu Leu Gly Tyr Phe He He Asn Leu Leu Leu Thr Val Gin He 

•^^^ 140 

«y Le„ Thr Phe Tyr Hla Pre Pro Gin Gly Asn Ser Ser He Ar, Tyr 

160 

Pro Phe Glu Ser Trp Gin Tyr Leu Tyr Ala Phe Gin Leu Asn Ser Gly 

ser Tyr Leu Pro l.u Val Val Phe Leu Val Ser Ser Gly «et Leu He 

185 190 

V.1 ser Leu Tyr Thr His His Lye Lys «et Lya Val His Ser Ala Gly 
^« «rg ASP val Ar, Ala Lys Ala His He Thr Ala Leu Lys Ser Leu 



220 
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Gly cy, Phe L,u .eu Lju His Leu Val Tyr II, „et Ala Ser Pro Pho 

240 

ser lie Thr Ser Lys Thr Tyr Pro Pro Asp lo„ Thr Ser Val Phe II, 

250 255 

Trp Sl„ Thr .eu Met Ala Ala Tyr Pro Ser ser .eu lie !,„ 

-2b5 270 

lie Met 01. no pro Arc, Val Ly, 01„ Thr Oys Gl„ Lys He Leu Trp 



285 



Lys Thr Val Cys Ala Arg Arg Cys Trp Gly 



295 



Pro 



<210> 81 

<211> 900 

<212> DNA 

<213> homo sapiens 



<220> 

<221> CDS 

<222> (1),. (900) 

<220> 

<221> variation 

<222> (77) (77) 

<223> SNP 

<220> 

<221> variation 

<222> (235).. (235) 

<223> SNP 

<220> 

<221> variation 

<222> (338).. (338) 

<223> SNP 

<220> 

<221> variation 

<222> (500).. (500) 

<223> SNP 

<220> 

<221> variation 

<222> (638).. (638) 

<223> SNP 

<220> 

<221> variation 

<222> (881).. (881) 

<223> SNP 
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<400> 81 

SI 22 sL= HI m 2: lit 22 22 22 ?2 - " 

^2 22 IS 22 S IS g; 22 ?L= ^4 K ^2 - 
'^l li: t^l 5s 2: ?S tT. I- J- - III ill 

22 ip 22 S l!5 1^ 2^ 22 22 S2 22 tit III 22 

22 1- 22 ^2 tr. 2^ 21 SS - - - - 

80 

2^ s- ii: lit ?p ill 22 ?:j s= is at iti 2: 2: tii 

95 

?S 2e 22 Ifr f.l 21 J- lit p - ?s ?S 21 S= 

105 110 

IS 22 22 51 S2 ^1 - 22 IS 22 

■^20 125 

c?s Leu III IS Jy? 

130 ^ ^^"^ Leu Thr Val Gin lie 

135 140 

§ 22 ?S 2: S2 L2 L=2 IS r 12? S? ^ 

155 15Q 

12 2: S2 lit 1% IS J- 22 fit 2: l!2 22 12 2' IS 

^"^0 175 

32 22 L2 22 2! 2! 2^ 22 2^ Itt Itl Ml 2? 22 111 

185 19Q 

2^ 2? 22 1- S S2 S2 52 52 21 51 2.= h2 2^ HI Z 
'^l |2 H^ 2! S? 52 HI ir, lit ?2 HI .22 52 22 22 - 

215 220 
ggc tgc ttc etc tta ctt cac eta att tah ^,4-^ ^+.^ 

Oly cy, P.e L,. ^„ .eu „i, 2J Jj? 22 2l S2 122 22 



240 



288 



336 



384 



432 



480 



528 



576 



624 



230 oQc 

235 240 
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III ?s III - - - - - - a. . 

245 250 255 

^f^ ^^"^ tat cct tct ctt cat tct etc ata i-i-n 

Trp Glu Thr Leu Met Ala Ala Tyr Pro Ser Leu His S^r Leu Til Jeu 



260 265 270 

I^e Se? Ill r\l V"^ l^"" f,*"? cag aag ate ctg tgg 

He Met Gly lie Pro Arg Val Lys Gin Thr Cys Gin Lys He Leu 

11^ ^"^^ tgc tgg ggc cca tga 

Lys Thr Val Cys Ala Arg Arg Cys Trp Gly Pro 
290 295 

<210> 82 

<211> 299 

<212> PRT 

<213> homo sapiens 

<400> 82 

Met Leu Ser Ala Gly Leu Gly Leu Leu Met Leu Val Ala Val Val Glu 

Phe Leu He Gly Leu He Gly Asn Gly He Leu Val Val Trp Ser Phe 

25 30 

Arg Glu Trp He Arg Lys Phe Asn Trp Ser Ser Tyr Asn Leu He He 

40 45 

Leu Gly Leu Ala Gly Cys Arg Phe Leu Leu Gin Trp Leu He He Leu 

55 60 

Asp Leu Ser Leu Phe Pro Leu Phe Gin Ser Ser Arg Trp Leu Arg Tyr 

^° 75 80 

Leu Ser He Phe Trp Val Leu Val Ser Gin Ala Ser Leu Trp Phe Ala 
85 90 95 

Thr Phe Leu Ser Val Phe Tyr Cys Lys Lys He Thr Thr Phe Asp Arg 
100 105 110 

Pro Ala Tyr Leu Trp Leu Lys Gin Arg Ala Tyr Asn Leu Ser Leu Trp 
115 120 125 

Cys Leu Leu Gly Tyr Phe He He Asn Leu Leu Leu Thr Val Gin He 

135 140 

Gly Leu Thr Phe Tyr His Pro Pro Gin Gly Asn Ser Ser He Arg Tyr 



816 



864 



900 
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145 150 155 



160 



Pro Phe Glu Ser Trp Gin Tyr Leu Tyr Ala Phe Gin Leu Asn Ser Gly 
165 170 

Ser Tyr Leu Pro Leu Val Val Phe Leu Val Ser Ser Gly Met Leu He 
180 185 190 

Val Ser Leu Tyr Thr His His Lys Lys Met Lys Val His Ser Ala Gly 
195 200 205 

Arg Arg Asp Val Arg Ala Lys Ala His He Thr Ala Leu Lys Ser Leu 
-^iO 215 220 

Gly Cys Phe Leu Leu Leu His Leu Val Tyr He Met Ala Ser Pro Phe 
'^'^^ 230 235 240 

Ser He Thr Ser Lys Thr Tyr Pro Pro Asp Leu Thr Ser Val Phe He 
245 250 255 

Trp Glu Thr Leu Met Ala Ala Tyr Pro Ser Leu His Ser Leu He Leu 
260 265 270 

He Met Gly He Pro Arg Val Lys Gin Thr Cys Gin Lys He Leu Trp 
2'5 280 285 

Lys Thr Val Cys Ala Arg Arg Cys Trp Gly Pro 
290 295 

<210> 83 

<211> 900 

<212> DNA 

<213> homo sapiens 

<220> 

<221> CDS 

<222> (1)..(900) 

<220> 

<221> variation 

<222> (77).. (77) 

<223> SNP 

<220> 

<221> variation 

<222> (235).. (235) 

<223> SNP 

<220> 

<221> variation 
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<222> (338).. (338) 

<223> SNP 

<220> 

<221> variation 

<222> (500) . . (500) 

<223> SNP 

<220> 

<221> variation 

<222> (638) . . (638) 

<223> SNP 

<220> 

<221> variation 

<222> (871).. (871) 

<223> SNP 
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<220> 
<221> 
<222> 
<223> 



variation 
(881) . . (881) 
SNP 



<400> 83 

Ill iit m m s: in in si tt tit r,i s- 
'.s lit in it^ III in in m 2s f,i !i 

25 30 

J?S 2lu T^° f^^ tec tea tat aac etc att ate 

Arg Glu Trp He Arg Lys Phe Asn Trp Ser Ser Tyr Asn Leu lie lie 

40 45 

ctg ggc ctg get ggc tgc cga ttt etc ctg cag too eta ato a-i-i- 
I^eu Gly Leu Ala Gly Cys Arg Phe Leu Le^ G^^ LeS Til Til Hi 

li' IS lii li: s z 1% 2^ z If 
^i i£ ill lit If r.i S2 r.i '£ m iit ix: - - 

?s s£ lit I- m SI ni lit ?s ?s z z 

105 HQ 

hi lii ?4 21 ni til SI If ^ tit 22 IS 2S 

■^J-^ 120 125 

^v! r^^ ^^'^ ttg tta ctt aca gtc eaa att 

cys Leu Leu Gly Tyr Phe lie He Asn Leu Leu Leu Thr vTl Tin zH 

135 14Q 

ggc tta aca ttc tat cat cct ccc caa gga aac age age att egg tat 



48 



96 



144 



192 



240 



288 



336 



384 



432 



480 
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Gly Leu Thr Phe Tyr His Pro v-rn m„ 

145 " ^•'•y ^^'^ Ser He Arg Tyr 

155 IgO 

S pS IX IS J?? JJ? 5? 5" SI tea 5aB 

170 3^75 
agt tat ttg cct tta gtg gtg ttt ctt t-r.^ 4-^4. 

s.r T„ p„ ^„ ?j ?j ?2 I!? LI S2 

185 290 

ser III ^yr ?S Ss Sf^ tea get ggt 

Leu Tyr Thr His His Lys Lys Met Lys Val His Ser lla 2iy 

zlOO 205 

'il g £^ f.l SI S SI S ?2 S SI 

z±:5 220 
ggc tgc ttc etc tta ctt cac ctcr ^^a- -,4- 

0^ oy. .He .eu .e„ .eu „L= Si ^ ^ 

235 240 

III ?s lit 51 s I- - - K - - 

250 255 

?4 III ?S s:? S S Si 12 2= - 

265 270 

5i? I? s V-! sf ?s ir. si si 



280 285 

aag aca gtg tgt get ctg aga tgc tgg ggc cca taa 
Lys Thr Val Cys Ala Leu Arg cjs T^ IlJ Pro ^ 

290 295 



<210> 84 

<211> 299 

<212> PRT 

<213> homo sapiens 

<400> 84 

Met Leu Ser Ala Gly Leu Gly Leu Leu Met Leu Val Ala 



Val Val Glu 



10 15 



Phe Leu lie Gly Leu He Gly Asn Gly He Leu Val Val Trp Ser Phe 



30 



Arg Glu Trp He Arg Lys Phe Asn Trp Ser Ser Tyr Asn Leu He He 
Leu Gly Leu Ala Gly Cys Arg Phe Leu Leu Gin Trp Leu He He Leu 



624 



672 



864 



900 



^5 60 
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Asp heu Ser Leu Phe Pro Leu Phe Gin Ser Ser Arg Trp Leu Arg Tyr 
65 70 75 80 



Leu Ser lie Phe Trp Val Leu Val Ser Gin Ala Ser Leu Trp Phe Ala 
85 90 95 



Thr Phe Leu Ser Val Phe Tyr Cys Lys Lys lie Thr Thr Phe Asp Arg 
100 105 110 



Pro Ala Tyr Leu Trp Leu Lys Gin Arg Ala Tyr Asn Leu Ser Leu Trp 
115 120 125 



Cys Leu Leu Gly Tyr Phe lie lie Asn Leu Leu Leu Thr Val Gin lie 
130 135 140 



Gly Leu Thr Phe Tyr His Pro Pro Gin Gly Asn Ser Ser He Arg Tyr 
145 150 155 160 



Pro Phe Glu Ser Trp Gin Tyr Leu Tyr Ala Phe Gin Leu Asn Ser Gly 
165 170 175 



Ser Tyr Leu Pro Leu Val Val Phe Leu Val Ser Ser Gly Met Leu He 
180 185 190 



Val Ser Leu Tyr Thr His His Lys Lys Met Lys Val His Ser Ala Gly 
195 200 205 



Arg Arg Asp Val Arg Ala Lys Ala His He Thr Ala Leu Lys Ser Leu 
. 210 215 220 



Gly Cys Phe Leu Leu Leu His Leu Val Tyr He Met Ala Ser Pro Phe 
225 230 235 240 



Ser He Thr Ser Lys Thr Tyr Pro Pro Asp Leu Thr Ser Val Phe He 
245 250 255 



Trp Glu Thr Leu Met Ala Ala Tyr Pro Ser Leu His Ser Leu He Leu 
260 265 270 



He Met Gly He Pro TVrg Val Lys Gin Thr Cys Gin Lys He Leu Trp 
275 280 285 



Lys Thr Val Cys Ala Leu Arg Cys Trp Gly Pro 
290 295 
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<210> 85 

<211> 900 

<212> DNA 

<213> homo sapiens 



<220> 

<221> CDS 

<222> (1)..{900) 

<220> 

<221> variation 

<222> (77).. (77) 

<223> SNP 

<220> 

<221> variation 

<222> (235) . . (235) 

<223> SNP 

<220> 

<221> variation 

<222> (338) , , (338) 

<223> SNP 

<220> 

<221> variation 

<222> (500) . . (500) 

<223> SNP 

<220> 

<221> variation 

<222> (638) . . (638) 

<223> SNP 

<22G> 

<221> variation 

<222> (881) . . (881) 

<223> SNP 

<400> 85 

ctg gtg gca gtg gtt gaa 48 
Leu Val Ala Val Val Glu 
15 

ctg gtg gtc tgg agt ttt 96 
Leu Val Val Trp Ser Phe 
30 

tea tat aac etc att ate 144 
Ser Tyr Asn Leu lie He 
45 

cag tgg ctg ate att ttg 192 
Gin Trp Leu He He Leu 
60 

age cgt tgg ctt tgc tat 240 
Ser Arg Trp Leu Cys Tyr 
75 80 



atg ctg age get ggc eta gga ctg ctg atg 
Met Leu Ser Ala Gly Leu Gly Leu Leu Met 
1 5 10 

ttt etc ate ggt tta att gga aat gga ate 
Phe Leu He Gly Leu He Gly Asn Gly He 
20 25 

aga gaa tgg ate aga aaa tte aac tgg tec 
Arg Glu Trp He Arg Lys Phe Asn Trp Ser 
35 40 

etg ggc ctg get ggc tgc ega ttt etc ctg 
Leu Gly Leu Ala Gly Cys Arg Phe Leu Leu 
50 55 

gae tta age ttg ttt cea ctt tte cag age 
Asp Leu Ser Leu Phe Pro Leu Phe Gin Ser 
65 70 
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tl It III l^i - - - - ^„ 

S° iil 2S sS v-r I- '41 51 ?S ?S 2J 

105 HQ 

'^l fit ^ ill g| til I- IS ^1 fit - - IS 

•■•^^ 125 

Z iTu Hi ITy iTr Phe zTe °" att 

130 To! ^-^^ Leu Thr Val Gin lie 

■■•35 140 

Sy L': ?s H°s til IS I?: r° r° 

145 150 ^ ®^ Arg Tyr 

160 

til Su gp' IS s:? r^i r r 

165 ^ ^-^^ Gin Leu Asn Ser Gly 

175 

12 ill - - - - - 

185 2.90 

vTl ser Leu Jyr His Ss ggt 

195 ^ "^^ Val His Ser Ila lly 

^00 205 

'^l LI ill fii ^ - - ?s 

ggc tgc ttc etc tta ctt cac eta ati- i-^i^ o^- 

cy, .He Leu .eu .eu H., Jj^ lH - ^tc 

235 240 

K s IS £g ?s - - - - - ?s se« 1^: 

250 255 

IS ?S 2^ ill S SI g I- ^l S 12 2S III - 

265 270 

SI IS s: I- SI ti ^ is ?£ is si m tii z 

-^oO 285 

tyl ?S ?al III T 

9Qn ^ ^""^ Trp Gly Pro 

-^90 295 



288 



336 



384 



432 



480 



528 



576 



624 



672 



720 



768 



816 



864 



<210> 86 
<211> 299 
<212> PRT 
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148/447 

<213> homo sapiens 
<400> 86 

Met Leu Ser Ala Gly Leu Gly Leu Leu Met Leu Val Ala Val Val Glu 



10 



15 



Phe Leu He Gly Leu He Gly Asn Gly He Leu Val Val Trp Ser Phe 
2° 25 30 

Arg Glu Trp He Arg Lys Phe Asn Trp Ser Ser Tyr Asn Leu He He 
35 40 45 



Leu Gly Leu Ala Gly Cys Arg Phe Leu Leu Gin Trp Leu He He Leu 

55 60 

Asp Leu Ser Leu Phe Pro Leu Phe Gin Ser Ser Arg Trp Leu C— 



80 

Leu Ser He Phe Trp Val Leu Val Ser Gin Ala Ser Leu Trp Phe Ala 
85 90 95 

Thr Phe Leu Ser Val Phe Tyr Cys Lys Lys He Thr Thr Phe Asp Arg 
100 105 110 

Leu Ala Tyr Leu Trp Leu Lys Gin Arg Ala Tyr Asn Leu Ser Leu Trp 
115 120 125 

Cys Leu Leu Gly Tyr Phe He He Asn Leu Leu Leu Thr Val Gin He 
130 135 

Gly Leu Thr Phe Tyr His Pro Pro Gin Gly Asn Ser Ser He Arg Tyr 

150 155 j^gQ 

Pro Phe Glu Ser Trp Gin Tyr Leu Tyr Ala Phe Gin Leu Asn Ser Gly 
165 170 175 

Ser Tyr Leu Pro Leu Val Val Phe Leu Val Ser Ser Gly Met Leu He 
180 185 190 

Val Ser Leu Tyr Thr His His Lys Lys Met Lys Val His Ser Ala Gly 
1^5 200 205 

Arg Arg Asp Val Arg Ala Lys Ala His He Thr Ala Leu Lys Ser Leu 
■^1" 215 220 



Gly Cys Phe Leu Leu Leu His Leu Val Tyr He Met Ala Ser Pro 
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225 230 235 



240 



Ser He Thr Ser Lys Thr Tyr Pro Pro Asp Leu Thr Ser Val Phe He 
245 250 255 

Trp Glu Thr Leu Met Ala Ala Tyr Pro Ser Leu His Ser Leu He Leu 
260 265 270 

He Met Gly He Pro Arg Val Lys Gin Thr Cys Gin Lys He Leu Trp 
275 280 285 

Lys Thr Val Cys Ala Arg Arg Cys Trp Gly Pro 
290 295 

<210> 87 

<211> 957 

<212> DNA 

<213> homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (957) 

<220> 

<221> variation 

<222> (254) . , (254) 

<223> SNP 

<220> 

<221> variation 

<222> (538) . . (538) 

<223> SNP 

<220> 

<221> variation 

<222> (640) . . (640) 

<223> SNP 

<220> 

<221> variation 

<222> (787) . . (787) 

<223> SNP 

<22p> 

<221> variation 

<222> (788) . . (788) 

<223> SNP 

<220> 

<221> variation 

<222> (912) . . (912) 

<223> SNP 

<400> 87 

atg gca gat aaa gtg cag act act tta ttg ttc tta gca gtt gga gag 48 
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96 



144 



Met Ala A=p Uys V.1 Gl„ Thr Ihr Leu L,„ ^, 

S." IS I?? - I' - IJJ .a 1 

25 30 

?s s„« s St - 1' - - - g= ?i - - - 

g Ifs Iti til - - - 

80 

I" ill S= - - 1' - 
?S lil ^ ?s g= l- f - - - - - 

105 

'^^ III ^ T.l I- III -I g - SI I- 1- til 

?g s 2^ 2^ - - - .J 
i ?s 2| 111 - - - 

160 

S 51 5t ?S IIS ?S IS J- - - - 

^"^^ 175 

?S c!S IS - 1?, Ill ^ - S2 SI ?S 2? 2: 

185 

l~ ^ fl Ut «a ^ IS - 2? Ill - - 

^00 205 

m s til SI s= it. s s?j 
i IS ?s IK s s ?:! SI fii - 1: S tii - is: 

ss 2s 2: III ill til - - -I I- - ^ ::: 



240 



288 



336 



384 



432 



480 



528 



576 



624 



672 



720 
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245 



250 255 



age tac ttt atg cca gag acg gaa tta get gtg att ttt ggt gag tee 
Ser Tyr Phe Met Pro Glu Thr Glu Leu Ala Val He Phe liy Glu Ser 
260 265 270 

ata get eta ate tae ece tea agt eat tea ttt ate eta ata etg ggg 
He Ala Leu He Tyr Pro Ser Ser His Ser Phe He Leu He Leu Sly 
275 280 285 

aac aat aaa tta aga eat goa tet eta aag gtg att tgg aaa gta atg 
Asn Asn Lys Leu Arg His Ala Ser Leu Lys Val He Trp Lys Val Met 
290 295 300 

tet att eta aaa gga aga aaa ttc caa eaa eat aaa eaa ate tga 
Ser He Leu Lys Gly Arg Lys Phe Gin Gin His Lys Gin He 
305 310 215 

<210> 88 

<211> 318 

<212> PRT 

<213> homo sapiens 

<400> 88 

Met Ala Asp Lys Val Gin Thr Thr Leu Leu Phe Leu Ala Val Gly Glu 
15 10 15 

Phe Ser Val Gly He Leu Gly Asn Ala Phe He Gly Leu Val Asn Cys 
20 25 30 

Met Asp Trp Val Lys Lys Arg Lys He Ala Ser He Asp Leu He Leu 
35 40 45 

Thr Ser Leu Ala He Ser Arg He Cys Leu Leu Cys Val He Leu Leu 
50 55 60 

Asp Cys Phe He Leu Val Leu Tyr Pro Asp Val Tyr Ala Thr Gly Lys 
" 70 75 ^ 80 

Glu Met Arg He He Asp Phe Phe Trp Thr Leu Thr Asn His Leu Ser 
85 90 95 

He Trp Phe Ala Thr Cys Leu Ser He Tyr Tyr Phe Phe Lys He Gly 
100 105 110 

Asn Phe Phe His Pro Leu Phe Leu Trp Met Lys Trp Arg He Asp Arg 
115 120 125 



816 



864 



912 



957 



He Ser Trp He Leu Leu Gly Cys Val Val Leu Ser Val Phe He 
130 135 140 
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Ser Leu Pro Ala Thr Glu Asn Leu Asn Ala Asp Phe Arg Phe Cys Val 
"5 150 155 160 

Lys Ala Lys Arg Lys Thr Asn Leu Thr Trp Ser Cys Arg Val Asn Lys 
165 170 175 

Thr Gin His Ala Ser Thr Lys Leu Phe Leu Asn Leu Ala Thr Leu Leu 
180 185 190 

Pro Phe Cys Val Cys Leu Met Ser Phe Phe Leu Leu He Leu Ser Leu 
195 200 205 

Arg Arg His He Arg Arg Met Gin Leu Ser Ala Thr Gly Cys Arg Asp 
210 215 220 

Pro Ser Thr Glu Ala His Val Arg Ala Leu Lys Ala Val He Ser Phe 
225 230 235 240 

Leu Leu Leu Phe lie Ala Tyr Tyr Leu Ser Phe Leu lie Ala Thr Ser 
245 250 255 

Ser Tyr Phe Met Pro Glu Thr Glu Leu Ala Val He Phe Gl'y Glu Ser 
260 265 270 

He Ala Leu He Tyr Pro Ser Ser His Ser Phe He Leu He Leu Glv 
275 280 285 

Asn Asn Lys Leu Arg His Ala Ser Leu Lys Val He Trp Lys Val Met 
290 295 300 

Ser He Leu Lys Gly Arg Lys Phe Gin Gin His Lys Gin He 
305 310 315 

<210> 89 

<211> 957 

<212> DNA 

<213> . homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (957) 

<220> 

<221> variation 

<222> (254).. (254) 

<223> SNP 

<220> 
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<221> variation 
<222> (538) (538) 
<223> SNP 



<220> 

<221> variation 

<222> (640).. (640) 

<223> SNP 

<220> 

<221> variation 

<222> (787).. (787) 

<223> SNP 



<220> 

<221> variation 

<222> (788).. (788) 

<223> SNP 



<220> 

<221> variation 

<222> (912).. (912) 

<223> SNP 

<400> 89 

it aaa gtg caa act acii i-i-a 4-+.^ 4-*.« o.^. _ 

48 



SI S lit SI ft S ?S III - - - IS IS 

10 25 

IS s If? |t ill IS - - 
«:? SI SI L^i S3 s III z 
is IS s= - 1- IP - - - - - 2- ii: 

^5 60 

III ill 111 - -I - - - 1^== 
I- si; =s - - ?s - ?s ii; m x 

ate tgg ttt gca acc tgc etc age att tac tat- i-i-r^ i-t-^ 

Trp Ph, «a Thr Cy. lie lyr 4. lit SI ill ITy 

110 

til SI I- - - J- - - 1^ ^.e J,, 33. 

?a S III - S - j| IS 21 S - - - "3 



96 



144 



192 



240 



288 
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<210> 90 

<211> 318 

<212> PRT 

<213> homo sapiens 



<400> 90 

Met ..a va. Oln ... ... ,eu .eu P.e .eu AXa Val o.y cXu 



^° 15 



Phe Ser Val Gly lie Leu Gly Asn Ala Ph» ti 

20 ^ " Gly Leu Val Asn Cys 

30 

«et V.X ^ 



528 



576 



624 



672 



i ?S l| L^J - - 

160 

SI Sa ?s ?s III r r •« 

165 Cys Arg Val Asn Lys 

175 

'hi S2 I- -I ttt etc et, 

180 ^ ^^'^ I-eu Ala Thr Leu Leu 

190 

J| ?:? J- i| - - - ... 

205 

1^ ill If? s:? 2s i£ ?s If 

210 215 Cys Arg Asp 

220 

i ?S IS III S 111 - 1.1 S - 

tt 

Bau LeS 2° III Til H: Tyr ^1 III tl^ tec 
245 ^ ^^"^ l-eu lie Ala Thr Ser 

255 

IS s IS K? s: - - s is is 

270 

"e LI - IS - If. I- - - - - «^ 

285 

1^ - - S eta aa, _ 

S- 1?^ '^l I- - caa J • 



768 



816 



864 



912 
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40 45 



Thr Ser Leu Ala He Ser Arg He Cys Leu Leu Cys Val He Leu Leu 

55 60 



Asp Cys Phe He Leu Val Leu Tyr Pro Asp Val Tyr Ala Thr Gly Lys 



Glu Met Arg He lie Asp Phe Phe Trp Thr Leu Thr Asn His Leu 



85 



90 



Ser 



95 



He Trp Phe Ala Thr Cys Leu Ser lie Tyr Tyr Phe Phe Lys He 



105 



110 



Gly 



Asn Phe Phe His Pro Leu Phe Leu Trp Met Lys Trp Arg He Asp Arg 



120 



125 



Val He Ser Trp He Leu Leu Gly Cys Val Val Leu Ser Val Phe He 



135 



140 



Ser Leu Pro Ala Thr Glu Asn Leu Asn Ala Asp Phe Arg Phe Cys 



155 



Val 
160 



Lys Ala Lys Arg Lys Thr Asn Leu Thr Trp Ser Cys Arg Val Asn Lys 



170 



175 



Thr Gin His Ala Ser Thr Lys Leu Phe Leu Asn Leu Ala Thr Leu Leu 
•LoU 185 



190 



Pro Phe Cys Val Cys Leu Met Ser Phe Phe Leu Leu He Leu Ser 



200 



205 



Leu 



Arg Arg His He Arg Arg Met Gin Leu Ser Ala Thr Gly Cys Arg Asp 

2X5 



220 



Pro Ser Thr Glu Ala His Val Arg Ala Leu Lys Ala Val He Ser Phe 
^ 230 235 240 



Leu Leu Leu Phe He Ala Tyr Tyr Leu Ser Phe Leu He Ala Thr 



245 



250 



Ser 



255 



Ser Tyr Phe Met Pro Glu Thr Glu Leu Ala Val He Phe Gly Glu Ser 



265 



270 



He Ala Leu He Tyr Pro Ser Ser His Ser Phe He Leu He Leu 



275 



280 



285 



Gly 
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Asn Asn Lys Leu Arg His Ala Ser Leu Lys Val He Trp Lys yal He 

300 



ser He Leu Lys Gly Arg Lys Phe Gin Gin His Lys Gin He 

315 



<210> 91 

<211> 957 

<212> DNA 

<213> homo sapiens 



<220> 
<221> 
<222> 



CDS 

(1) . . (957) 



<220> 

<221> variation 

<222> (254).. (254) 

<223> SNP 



<220> 

<221> variation 

<222> (538) (538) 

<223> SNP 



<220> 

<221> variation 

<222> (640) (640) 

<223> SNP 



<220> 

<221> variation 

<222> (787)., (787) 

<223> SNP 



<220> 

<221> variation 

<222> (788) . . (788) 

<223> SNP 

<220> 

<221> variation 

<222> (912).. (912) 

<223> SNP 



<400> 91 



atg gca gat aaa gtg cag act act tl-a ¥¥rt 4-4.« 
Met .sp .ys va? SX? Th. ?S ''^ 

10 

III ill IS lit I- III lit ill in lli ill L'S IT, 

25 3Q 

«:? Up ill III SI SI iti 111 I- III - 1^: - - 
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35 40 45 

aca agt ctg gcc ata tec aga att tgt eta ttg tgc gta ata eta tta 192 

Thr Ser Leu Ala He Ser Arg He Cys Leu Leu Cys Val He Leu Leu 
50 55 60 



gat tgt ttt ata ttg gtg eta tat eea gat gte tat gee aet ggt aaa 
Asp Cys Phe He Leu Val Leu Tyr Pro Asp Val Tyr Ala Thr Gly Lys 
65 70 75 80 

gaa atg aga ate att gac tte tte tgg aea eta aec aat eat tta agt 
Glu Met Arg He He Asp Phe Phe Trp Thr Leu Thr Asn His Leu Ser 
85 90 95 

ate tgg ttt gea ace tge etc age att tac tat tte tte aag ata ggt 
He Trp Phe Ala Thr Cys Leu Ser He Tyr Tyr Phe Phe Lys He Gly 
100 105 110 

aat tte ttt cae eea ett tte ete tgg atg aag tgg aga att gae agg 
Asn Phe Phe His Pro Leu Phe Leu Trp Met Lys Trp Arg He Asp Ara 
115 120 125 



240 



288 



336 



384 



gtg att tee tgg att eta etg ggg tge gtg gtt ete tct gtg ttt att 432 
Val He Ser Trp He Leu Leu Gly Cys Val Val Leu Ser Val Phe He 
130 135 140 

age ett eea gcc aet gag aat ttg aac get gat tte agg ttt tgt gtg 480 
Ser Leu Pro Ala Thr Glu Asn Leu Asn Ala Asp Phe Arg Phe Cys Val 
145 150 155 160 

aag gea aag agg aaa' aea aac tta aet tgg agt tge aga gta aat aaa 528 
Lys Ala Lys Arg Lys Thr Asn Leu Thr Trp Ser Cys Arg Val Asn Lys 
165 170 175 

act eaa eat get tet ace aag tta ttt ete aac etg gea aeg ctg etc 576 
Thr Gin His Ala Ser Thr Lys Leu Phe Leu Asn Leu Ala Thr Leu Leu 
180 185 190 

ece ttt tgt gtg tge eta atg tec ttt tte etc ttg ate etc tee etg 624 
Pro Phe Cys Val Cys Leu Met Ser Phe Phe Leu Leu He Leu Ser Leu 
195 200 205 

egg aga eat ate agg cga atg cag ete agt gee aea ggg tge aga gae 672 
Arg Arg His He Arg Arg Met Gin Leu Ser Ala Thr Gly Cys Arg Asp 
210 215 220 

ece age aca gaa gcc cat gtg aga gcc ctg aaa get gtc att tec tte 720 
Pro Ser Thr Glu Ala His Val Arg Ala Leu Lys Ala Val He Ser Phe 
225 230 235 240 

ett etc etc ttt att gee tac tat ttg tee ttt ete att gcc ace tec 768 
Leu Leu Leu Phe He Ala Tyr Tyr Leu Ser Phe Leu He Ala Thr Ser 
245 250 255 

age tac ttt atg eca gag atg gaa tta get gtg att ttt ggt gag tec 816 
Ser Tyr Phe Met Pro Glu Met Glu Leu Ala Val He Phe Gly Glu Ser 
260 265 270 

ata get eta ate tac ece tea agt cat tea ttt ate eta ata etg ggg 864 
He Ala Leu He Tyr Pro Ser Ser His Ser Phe He Leu He Leu Gly 
275 280 285 
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aac aat aaa tta aga cat aca iir-*- r,<-= . 

*3„ =ta ,aj «t t,, a.a ,U at, 

s2 ?n 2s 5: IS ^^^^ 



<210> 92 

<211> 318 

<212> PRT 

<213> homo sapiens 

<400> 92 



M« Ala val 



10 15 



Pha s,. val Oly XI, .e„ .1, ^„ ^„ 

25 30 

Met Asp Trp Val Lys Lys Arg Lys lie Ala Ser ti n 

35 J' y ys xie Ala Ser He Asp Leu He Leu 

45 

Thr se. XI, Sa. xia Cy, ^„ cy, Val Xle Leu .au 

J|P Cy, xia L,u v,l .eu Ty. P„ val Ty. .Xa Th. Oly .y. 

80 

Olu Mat A., xxa xia P., Ph, Trp ^ ^„ 

^0 95 

lla Txp P., .xa TH. Cya x.„ s,. xia Ty. Tyr P., p„ ,,3 

•^°5 110 

Aa„ Pha Pja Hi, P.o Lau Ph, .au Trp «at Lya Trp *r| XI, 

Val Ila sar Trp XI, x,eu La„ «ly Cya Val Val La„ Sar Val Ph, xia 

-r .a„ Pro M, Thr =X„ ^„ ^ 

160 

Ly, iU, Lys Arg x,g Thr Aa„ Thr Trp Sar Cya val «a„ .y. 



"» X75 
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Thr Gin His Ala Ser Thr Lys Leu Phe Leu Asn Leu Ala Thr Leu Leu 
180 185 190 

Pro Phe Cys Val Cys Leu Met Ser Phe Phe Leu Leu He Leu Ser Leu 
195 200 205 

Arg Arg His He Arg Arg Met Gin Leu Ser Ala Thr Gly Cys Arg Asp 
210 215 220 

Pro Ser Thr Glu Ala His Val Arg Ala Leu Lys Ala Val He Ser Phe 
225 230 235 240 ' 

Leu Leu Leu Phe He Ala Tyr Tyr Leu Ser Phe Leu He Ala Thr Ser 
245 250 255 

Ser Tyr Phe Met Pro Glu Met Glu Leu Ala Val He Phe Gly Glu Ser 
260 265 270 

He Ala Leu He Tyr Pro Ser Ser His Ser Phe He Leu He Leu Gly 
275 280 285 

Asn Asn Lys Leu Arg His Ala Ser Leu Lys Val He Trp Lys Val Met 
290 295 300 

Ser He Leu Lys Gly Arg Lys Phe Gin Gin His Lys Gin He 
305 310 315 



<210> 93 

<211> 957 

<212> DNA 

<213> homo sapiens 



<220> 

<221> CDS 

<222> (1),.(642) 

<220> 

<221> variation 

<222> (254) , . (254) 

<223> SNP 

<220> 

<221> variation 

<222> (538) . • (538) 

<223> SNP 

<220> 

<221> variation 

<222> (640) . . (640) 

<223> SNP 



wo 2005/007891 



160/447 



PCT/US2004/019489 



<220> 

<221> variation 

<222> (787) (787) 

<223> SNP 



<220> 

<221> variation 

<222> (788) . . (788) 

<223> SNP 



<220> 

<221> variation 

<222> (912) (912) 

<223> SNP 



<400> 93 

atg gca gat aaa gtq caq act act ti-a -h^-rr +-4-« +.4--. 

Met Ma .,3 U .1? Th^ '^l »^ J'J gj |a, 

^0 15 



48 



'.K IT. ?a 1? - - - - ill .ta ... 

" 25 30 

It; m ly. SI S3 SI s's til m ji: til til 

■'^ 40 45 

?S IS 111 ill I- jp - - - - - J- - 

g ^2 1! 2: 1- 1- zi r.i I- tr. m -° 

Jl- til t^ L- 1% tTr ?S III til 

90 95 

ate tgg ttt gca acc tgc etc age att tac fat- i-i-r. . j. ^ 

II. .h. M. Thr c?3 Leu sir til l^l Si Lyl til Ify 

105 110 

til s: s 111 III ii: ?4 - J- - 

120 1 9 R 



?a? ^^l ^tg gtt etc tet gtg ttt att 4^9 

Val lie Ser Trp lie Leu Leu Gly Cys Val Val Leu Ser ?al Phe 111 

s| HI III til ^1 - - - - - JtJ «o 

155 IgO 
aag gca aag agg aaa aca aac tta act tga act tac aoa 
Ly, Al, Lys ^, Lyj Thr A3n Leu Thr T?| sir cjl li^ S' 

170 175 

act caa cat get tet acc aag tta ttt etc aac ctg gca acg ctg etc 576 



wo 2005/007891 

161/447 PCT/US2004/019489 
Thr Gin His Ala Ser Lys Leu Phe Leu Asn Leu Ala Thr Leu Leu 



190 



<21p> 94 

<211> 213 

<212> PRT 

<213> homo sapiens 



<400> 94 

«et Al, A3P Lys Val sl„ Thr Thr phe Lou «a Vol Sly Slu 



" 15 



.h. ser V,l aiy 11, Leu Oly ^„ p,. ^„ 

" 30 

Met Asp Trp Val Lys Lys Arg Lys He Ala s«r- ti « 

35 J- y ^-ys AJ.e Ala Ser He Asp Leu He Leu 

^" 45 

Thr ser Leu iUa 11, s,r Ar, II, Cys L,u L,u eye Val u, l,u Leu 

60 

eye Ph, lie Leu Val Leu Tyr Pro Aep Val Tyr Ale Thr Gly Lye 

80 

«u Met Ar, 11, II, p^, p,, 

^° 95 

"e Trp Ph, «a Thr eye Leu Ser XI, Tyr Tyr Phe Phe Lye II, oly 

110 

Asn Phe Phe His Pro Leu Phe Leu Trr. t 

115 ^""P Lys Trp Arg He Asp Arg 



624 



i» z ^ V. lIu ^ I- - - - jiu' 

205 

Sle SI at,ca,ctc. ,t,c=a=eg, «,=a9ac,ac 

210 

c=ca,=.ce, aa,cccat,t ,aga,ccctg a.agctgtca tttccttcct tctcctcttt ,32 
att,c=tact attt,tcctt t=t=a«,co acetcca,ct actttat.cc a,a,ac,«a 
tta,ct,t,a ttttt,,t,a «ccata,ct ctaatctacc cctcea,t=a ttcatttatc S5a 
ctaatact,, „„oaataa attaa^acat gcatctctea a^t^attt^ ^a.agtaata 912 
totattctaa aaggaagaa. attccaoaa cateaeeaaa tctga 



957 
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135 



140 



Val lie Ser Trp He Leu Leu Gly Cys Val Val Leu Ser Val Phe He 
Pro Ala Thr 

155 



ser Leu Pro Ala Thr Glu Asn Leu Asn Ala Asp Phe Arg Phe Cys Val 

155 

Lys Ala Lys Arg Lys Thr Asn Leu Thr Trp Ser Cys Arg Val Asn Lys 
165 

Thr Gin His Ala Ser Thr Lys Leu Phe Leu Asn Leu Ala Thr Leu Leu 



180 185 



190 



Pro Phe cys Val Cys Leu Met Ser Phe Phe Leu Leu He Leu Ser Leu 



205 



Arg Arg His He Arg 
210 



<210> 95 

<211> 957 

<212> DNA 

<213> homo sapiens 



<220> 

<221> CDS 

<222> (1) (957) 

<220> 

<221> variation 
<222> (254) . . (254) 

<223> SNP 

<220> 

<221> variation 
<222> (538).. (538) 

<223> SNP 

<220> 

<221> variation 
<222> (640) . . (640) 

<223> SNP 

<220> 

<221> variation 

<222> (787).. (787) 

<223> SNP 

<220> 

<221> variation 

<222> (788) . . (788) 

<223> SNP 



<220> 

<221> variation 
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<222> (912).. (912) 
<223> SNP 



<400> 95 

m!? lit r^^ Sf^ ttc tta gca gtt gga gag 48 

Met Ala Asp Lys Val Gin Thr Thr Leu Leu Phe Leu Ala Val Gly llu 
15 ^"15 



5 10 



ttt tea gtg ggg ate tta ggg aat gca ttc att gga ttg gta aac tgc 
Phe Ser Val Gly He Leu Gly Asn Ala Phe He Gly Leu ?al lln Cys 
20 25 



30 



atg gac tgg gtc aag aag agg aaa att gcc tec att gat tta ate etc 
Met Asp Trp Val Lys Lys Arg Lys He Ala Ser He Isp Leu He Leu 
35 40 



45 



aca agt ctg gcc ata tec aga att tgt eta ttg tgc gta ata eta tta 
Thr Ser Leu Ala He Ser Arg He Cys Leu Leu Cys ?al He Leu Su 
30 55 



60 



gat tgt ttt ata ttg gtg eta tat eca gat gtc tat gcc act act aaa 
Asp cys Phe He Leu Val Leu Tyr Pro Asp Val Tyr La ?hr lly lys 



75 80 



gaa atg aga ate act gac ttc ttc tgg aca eta ace aat cat tta aot 
Glu Met Arg He Thr Asp Phe Phe Trp Thr Leu Thr Asn Ss Leu sS 



85 90 



95 



l^^ 11^ ""^^ tat ttc ttc aag ata ggt 

He Trp Phe Ala Thr Cys Leu Ser He Tyr Tyr Phe Phe Lys He Gly 
100 105 



110 



aat ttc ttt cac cea ctt ttc etc tgg atg aag tgg aga att aac aaa 
Asn Phe Phe His Pro Leu Phe Leu Trp Me? Lys T?? A^g He Isp Arg 
115 120 125 

v!? c*"" °tc tct gtg ttt att 

Val He Ser Trp He Leu Leu Gly Cys Val Val Leu Ser Val Phe He 
■'•30 135 2.40 

age ctt eca gcc act gag aat ttg aac get gat ttc agg ttt tqt ata 
ser Leu Pro Ala Thr Glu Asn Leu Asn Ala Asp Phe Arg Phe Cys Val 

150 155 

Lv! li^ tgc aga gta aat aaa 

Lys Ala Lys Arg Lys Thr Asn Leu Thr Trp Ser Cys Arg Val Asn Lys 
165 170 175 

^""^ ^tt etc aac etg gca acg ctg etc 

Thr Gin His Ser Ser Thr Lys Leu Phe Leu Asn Leu Ala Thr Leu Leu 
180 185 190 

cec ttt tgt gtg tgc eta atg tee ttt ttc etc ttg ate etc tec ctq 
Pro Phe cys Val Cys Leu Met Ser Phe Phe Leu Leu He Leu Ser Leu 

200 205 

It?, ^^"^ ^tc agt gcc aca ggg tgc aga gac 

Arg Arg His He Arg Arg Met Gin Leu Ser Ala Thr Gly Cys Arg Asp 
210 215 220 

cce age aca gaa gee cat gtg aga gcc ctg aaa get gtc att tec ttc 



96 



144 



192 



240 



288 



336 



384 



432 



480 



528 



576 



624 



672 



720 
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Pro Ser Thr Glu Ala His Val Arg Ala Leu Lys Ala Val He Ser Phe 

230 235 240 

ctt etc etc ttt att gcc tac tat ttg tec ttt etc att gee ace tec 768 
Leu Leu Leu Phe He Ala Tyr Tyr Leu Ser Phe Leu He ila ?hr Ser 
245 250 255 

get gtg att ttt ggt gaa tee • 81 S 

Ser Tyr Phe Met Pro Glu Ser Glu Leu Ala ?ai He Phe G?y SlS Ser 
260 265 270 

t\1 If T°^^ ^""^ ate eta ata ctg ggg 864 

He Ala Leu He Tyr Pro Ser Ser His Ser Phe He Leu He Leu lij 
275 280 285 

aac aat aaa tta aga cat gea tet eta aag gtg att tgg aaa gta atg 912 
Asn Asn Lys Leu Arg His Ala Ser Leu Lys Val He Trp Lys ?al Me? 

295 300 

ttl rf f^^ ^^"^ aaa caa ate tga 957 

Ser He Leu Lys Gly Arg Lys Phe Gin Gin His Lys Gin He 
305 310 315 

<210> 96 

<211> 318 

<212> PRT 

<213> homo sapiens 

<400> 96 

Met Ala Asp Lys Val Gin Thr Thr Leu Leu Phe Leu Ala Val Gly Glu 
J- 5 10 



15 



Phe Ser Val Gly He Leu Gly Asn Ala Phe He Gly Leu Val Asn Cys 
20 25 30 

Met Asp Trp Val Lys Lys Arg Lys He Ala Ser He Asp Leu He Leu 
35 40 45 

Thr Ser Leu Ala He Ser Arg He Cys Leu Leu Cys Val He Leu Leu 
50 55 60 

Asp Cys Phe He Leu Val Leu Tyr Pro Asp Val Tyr Ala Thr Glv Lvs 

70 .75 80 

Glu Met Arg He Thr Asp Phe Phe Trp Thr Leu Thr Asn His Leu Ser 
85 90 95 

He Trp Phe Ala Thr Cys Leu Ser He Tyr Tyr Phe Phe Lys He Glv 
100 105 110 ^ 

Asn Phe Phe His Pro Leu Phe Leu Trp Met Lys Trp Arg He Asp Arg 
lis 120 125 
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Val lie Ser Trp He Leu Leu Gly Cys Val Val Leu Ser Val Phe He 

-^^^ 140 

ser Leu Pro Ala Thr Glu Asn Leu Asn Ala Asp Phe Arg Phe Cys Val 

160 

Lys Ala Lys Arg Lys Thr Asn Leu Thr Trp Ser Cys Arg Val Asn Lys 



170 



175 



Thr Gin His Ser Ser Thr Lys Leu Phe Leu Asn Leu Ala Thr Leu Leu 



185 



190 



Pro Phe cys v.l Cys I,eu «et Ser Phe Ph, Leu He Leu Ser Leu 

^00 205 

Arg Arg His He Arg Arg Met Gin Leu Ser Ala Thr Gly Cys Arg Asp 

-^•^^ 220 



?ro ser Thr Glu Ala His Val Arg Ala Leu Lys Ala Val He Ser Phe 



235 



240 



I-eu Leu Leu Phe He Ala Tyr Tyr Leu Ser Phe Leu He Ala Thr Ser 



250 



255 



ser Tyr Phe Met Pro Glu Ser Glu Leu Ala Val He Phe Gly Glu Ser 

-^65 270 

lie Ala Leu He Tyr Pro Ser Ser His Ser Phe He Leu He Leu Gly 



280 285 

Asn Asn Lys Leu Arg His Ala Ser Leu Lys Val He Trp Lys Val Met 

300 

Ser lie Leu Lys Gly Arg Lys Phe Gin Gin His Lys Gin He 

315 

<210> 97 

<211> 930 

<212> DNA 

<213> homo sapiens 



<220> 

<221> CDS 

<222> (1) . . (930) 

<220> 
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<221> variation 
<222> (142) . . (142) 
<223> SNP 

<220> 

<221> variation 

<222> (370).. (370) 

<223> SNP 

<220> 

<22l> variation 

<222> (496)., (496) 

<223> SNP 

<220> 

<221> variation 

<222> (829).. (829) 

<223> SNP 

<220> 

<221> variation 

<222> (922).. (922) 

<223> SNP 

<400> 97 

«2 til IS p C L'^ ttl tit S ?S IS IS 
iil l?J ill S IS - IP - - 

s s= IP J- SI J- - - J. 

?h? L" r.i ill Sa z III it" 

50 Leu He Ser Val Met Val Val 

i» IS tr. fji til - r^i - ^ 

80 

IS iii - s J- s I- J- 
?s 5s 2S g - - 1 

■^"^ 110 

sS 12 SL' L=J g - - a. 

125 

IS J- - IS s I- - - - 



48 



96 



144 



192 



240 



288 



336 



384 



432 



Phe lie Leu Gly He Leu Gly Asn Gly Tyr He Ala Leu Val Asn Trp 

25 30 

lie Asp Trp He Lys Lys Lys Lys He Ser Thr Val Asp Tyr He Leu 



528 



576 
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167/447 

s ill Sa s: III tti r 

145 150 ^ Arg Phe His Ala 

155 160 

III ill til SS !| ?S IK SI lil ill If. i- 

^■'O 175 

s: ^ III III - HI - - - ill 

185 ;L90 

- s 111 til s - - - - - 

200 205 
tgg aga cat acc aaa caa ata ^^^^a r-^-^ ^ 

..P jr, MS ... .,1 . lit - acc jj. aj. jja ^a= 

215 220 

til ?h" I" fa! til HI III r if ft 

225 230 P*^® 

235 240 

III III If. ^i I- 1- - - r.i 111 s? ill - 

250 255 

S? ?S III lit III - S - |a. a« 3. 

265 270 

IS s J- - s ill ii: - ?2 

280 285 

Si |i III s= - - ?S III ill tsi «:? ,s ?s - 



att gcc tgc atg ata tga 

He Ala Cys Met He 930 
305 

<210> 98 

<211> 309 

<212> PRT 

<213> homo sapiens 

<400> 98 

Met Phe ser Pro Ala Asp Asn He Phe He He Leu He Thr Gly Glu 

15 
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Thr Asn Leu Val lie Ala Arg He Cys Leu He Ser Val Met Val Val 
50 55 60 



Asn Gly He Val He Val Leu Asn Pro Asp Val Tyr Thr Lys Asn Lys 



70 



75 



80 



Gin Gin He Val He Phe Thr Phe Trp Thr Phe Ala Asn Tyr Leu Asn 
85 90 95 

Met Trp He Thr Thr Cys Leu Asn Val Phe Tyr Phe Leu Lys He Ala 
100 105 110 

Ser Ser Ser His Pro Leu Phe Leu Trp Leu Lys Trp Lys He Asp Met 
lis 120 125 

Val Val His Trp He Leu Leu Gly Cys Phe Ala He Ser Leu Leu Val 
••■30 135 . 140 

Ser Leu He Ala Ala He Val Leu Ser Cys Asp Tyr Arg Phe His Ala 

150 155 160 

He Ala Lys His Lys Arg Asn He Thr Glu Met Phe His Val Ser Lys 
165 170 175 

He Pro Tyr Phe Glu Pro Leu Thr Leu Phe Asn Leu Phe Ala He Val 
180 185 190 

Pro Phe He Val Ser Leu He Ser Phe Phe Leu Leu Val Arg Ser Leu 
195 200 205 



Trp Arg His Thr Lys Gin He Lys Leu Tyr Ala Thr Gly Ser Arg Asp 



215 



220 



Pro Ser Thr Glu Val His Val Arg Ala He Lys Thr Met Thr Ser Phe 

230 235 240 

He Phe Phe Phe Phe Leu Tyr Tyr He Ser Ser He Leu Met Thr Phe 
245 250 255 

Ser Tyr Leu Met Thr .Lys Tyr Lys Leu Ala Val Glu Phe Gly Glu He 
260 265 270 



Ala Ala He Leu Tyr Pro Leu Gly His Ser Leu He Leu He Val Leu 
275 280 285 
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Asn Asn Lys Leu Arg Gin Thr ph« ^r^^ ^ 

290 ^ ^^'^ Val Arg Met Leu Thr Cys Arg Lys 



He Ala Cys Met lie 
305 



<210> 99 

<211> 930 

<212> DNA 

<213> homo sapiens 



<220> 
<221> CDS 
<222> (1). 



(930) 



<220> 

<221> variation 

<222> (142) (142) 

<223> SNP 

<220> 

<221> variation 

<222> (370) (370) 

<223> SNP 



<220> 

<221> variation 

<222> (496) 

<223> SNP 



496) 



<220> 

<221> variation 

<222> (829).. (829) 

<223> SNP 



<220> 

<221> variation 

<222> (922) 

<223> SNP 



(922) 



<400> 99 

atg ttc agt cct 

Met Phe Ser Pro 

ttc ata eta gga 
Phe lie Leu Gly 
20 

att gac tgg att 
He Asp Trp He 
35 

ace aat tta gtt 
Thr Asn Leu Val 
50 



f zi s z lit ill ?s ip ij: 

S III ill ip iTr S Z 1= 5g 

30 

SI SI ITs S! Ill I- IS til - - - 
- S |- III III 12 - - 



48 



96 



144 



192 
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m III ill III r,i - si iii r ?r - 

70 Tyr Thr Lys Asn Lys 

80 

caa cag ata qtc att 

Gin Gin He Val He l^l ?SJ JJj J- ttt gcc aac tac tta aat 
85 "® Phe Ala Asn Tyr Leu Asn 

95 

atg tgg att acc acc tac cti- =. = 4- 4. 

«.t T.P XI. Thr Th. 2^ tat ttt =t, aa^ at. gcc 

100 ^'^^ Tyr Phe Leu Lys He Ala 

agt tec tct cat cca i-t-*. i. 

se. se. s„ ... S J- - t,. a„ att ,at at. 

125 

gtg gtg cac tgq ate o-f-rr r^-h^ 

val Vaj Hi, III III |!J JJJ III I- "t tee tt, tt, ,tc 

135 ^ ^lie Ala He Ser Leu Leu Val 

140 

i ni S: .3 - - - t. .t tat ttt cat .a 

att " 

"e t^i 5a til ?s 1^ ^sj - - 

175 

"e I- - -t etc ttt aae et, ttt ,ea att ^c 

180 ''''' f-^^ Asn Leu Phe Ala He Val 

190 

P^e ?2 tea ttt tte ctt tta gta aga tct tta 

195 ^ m I-eu Leu Val Arg Ser Leu 

^ 205 

SI S; ?L= 51 J - - tat ^ct ^aje ,,c .,t aja ^ae 

i - i - - s: 5a ?2 s? ;s 

^"^^ 240 

pi: J- att tct tct att ttg atg acc ttt 

245 ^ Ser He Leu Met Thr Phe 

255 

ss 111 1^ ?s 5; 51 IS ?5 - - - att 

gca gca att etc tac ccc ttrr rrr,4- 

-a „a na ... p„ || ^ ^ - -J - 

285 

aat aat aaa ctg agg cag aca t+-i- nr^-^ 

- ..a ^, - «c ga at, ct, aea t^^ a,a aaa 



240 



288 



336 



384 



432 



480 



528 



576 



624 



672 



720 



768 
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att gcc tgc gtg ata tga 
lie Ala Cys Val lie 
305 



<210> 100 

<211> 309 

<212> PRT 

<213> homo sapiens 

<400> 100 



Met Phe Ser Pro Ala Asp Asn lie Phe He He Leu He Thr Gly Glu 
^5 10 15 

Phe He Leu Gly He Leu Gly Asn Gly Tyr He Ala Leu Val Asn Trp 
20 25 30 

He Asp Trp He Lys Lys Lys Lys He Ser Thr Val Asp Tyr He Leu 
35 40 45 

Thr Asn Leu Val He Ala Arg He Cys Leu He Ser Val Met Val Val 
50 55 60 

Asn Gly He Val He Val Leu Asn Pro Asp Val Tyr Thr Lys Asn Lys 
" 70 75 80 

Gin Gin He Val He Phe Thr Phe Trp Thr Phe Ala Asn Tyr Leu Asn 
85 90 95 

Met Trp He Thr Thr Cys Leu Asn Val Phe Tyr Phe Leu Lys He Ala 
100 105 110 

Ser Ser Ser His Pro Leu Phe Leu Trp Leu Lys Trp Lys He Asp Met 
115 120 125 

Val Val His Trp He Leu Leu Gly Cys Phe Ala He Ser Leu Leu Val 
130 135 140 

Ser Leu He Ala Ala He Val Leu Ser Cys Asp Tyr Arg Phe His Ala 

150 155 160 

He Ala Lys His Lys Arg Asn He Thr Glu Met Phe His Val Ser Lys 
165 170 175 

He Pro Tyr Phe Glu Pro Leu Thr Leu Phe Asn Leu Phe Ala He Val 
180 185 190 



930 



Pro Phe He Val Ser Leu He Ser Phe Phe Leu Leu Val Arg Ser Leu 
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200 
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205 



Trp Arg His Thr Lys Gin He Lys Leu Tyr Ala Thr Gly Ser Arg Asp 
210 215 220 

Pro Ser Thr Glu Val His Val Arg Ala He Lys Thr Met Thr Ser Phe 

230 235 240 

He Phe Phe Phe Phe Leu Tyr Tyr He Ser Ser He Leu Met Thr Phe 
245 250 255 

Ser Tyr Leu Met Thr Lys Tyr Lys Leu Ala Val Glu Phe Gly Glu He 
260 265 270 

Ala Ala He Leu Tyr Pro Leu Gly His Ser Leu He Leu He Val Leu 
275 280 285 

Asn Asn Lys Leu Arg Gin Thr Phe Val Arg Met Leu Thr Cys Arg Lys 
290 295 300 

He Ala Cys Val He 
305 



<210> 101 

<211> 930 

<212> DNA 

<213> homo sapiens 

<220> 

<221> CDS 

<222> (1) , . (930) 

<220> 

<221> variation 

<222> (142) . . (142) 

<223> SNP 

<220> 

<221> variation 

<222> (370) , . (370) 

<223> SNP 

<220> 

<221> variation 

<222> (496) , . (496) 

<223> SNP 

<220> 

<221> variation 

<222> (829) • . (829) 

<223> SNP 
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<220> 

<221> variation 
<222> (922) . . (922) 
<223> SNP 



96 



144 



atg ttc agt cct gca gat aac ate ttt =4-^ 4, i. ^ 

Met Phe Ser P.o JXa Lp Asn zL^ III T.l ?S 

^ 10 15 

: l?J Til Leu '^^^ tgg 

u jiy lie Leu Gly Asn Gly Tyr lie Ala Leu Val Asn Trp 

25 30 

til L^? til SI 51 ^ III lit ?s z; I- Tu I- 

45 

IS III 111 1^ - - faj L'? v-j 
'^i m ill s: |2 i- s i- s -° 

Sn s r.i ?s s I- si ii: li 

^0 95 
atg tgg att acc acc tgc ctt aat otc ttc- a- 

Xle Thj ..r C?. :^ III III Su' 

105 210 

S ^ m ttl til 111 J- SI ill HI til - 

±^0 125 

III til III iTy III III til tr r° 

130 1 ^ ^ "® Ser Leu Leu Val 

135 140 

§ Si s; St - - - - - ij. - c« .0 
til til SI S| ?s ?s III s:? „=s - - 

170 175 

til III ^i ill Ill - s: til til 111 s: - 

185 19Q 

'^i s: V-! 22 III 1^ - - - - - - - ... 

200 205 

j| III ?S SI IS S St s: ?S IS £ - 
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Pro Se'r Jh^ 'yH Ts S° ^tt 

225 230 ^'"'^ "^^^ Phe 

235 240 

'II pS: pS: s: ?" «^ ttt 

245 ® -^^^ PJ^e 

250 255 

IS S? S 53 iTr 51 LI IS 15 IS m 

265 270 

IS 111 ^ ^: s= If SI III s ?n 

285 

s=s Is 5^ Hi 111 I? Ill - - s ui 2^ 5^ - 

295 3QQ 



att gcc tgc atg ata tga 

He Ala Cys Met lie 930 
305 



<210> 102 

<211> 309 

<212> PRT 

<213> homo sapiens 

<400> 102 

Met Phe Ser Pro Ala Asp Asn He Phe lie He Leu He Thr 



Gly Glu 
15 

Phe lie Leu Gly He Leu Gly Asn Gly Tyr He Ala Leu Val Asn Trp 

25 30 

He Asp Trp He Lys Lys Lys Lys He Ser Thr Val Asp Tyr He Leu 



10 15 



40 45 



Thr Asn Leu Val He Ala Arg He Cys Leu He Ser Val Met Val Val 

5= 60 

Asn Gly He Val He Val Leu Asn Pro Asp Val Tyr Thr Lys Asn Lys 



75 



80 



Gin Gin He Val He Phe Thr Phe Trp Thr Phe Ala Asn Tyr Leu Asn 
«5 90 95 

Met Trp He Thr Thr Cys Leu Asn Val Phe Tyr Phe Leu Lys He Ala 



110 
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S« S,r ser His P., Leu Ph, Leu Irp Leu Ly. Irp Lys He Met 

125 

Val Val His Trp He Leu Leu Glv Cva Pho ni= t-i » 

130 i^c ^ '^"^ Ala He Ser Leu Leu Val 

1« Js^r""' ^" ^"e Hie Ala 

lie Ala Lys His Lys Arg Asn He Thr Glu Met Phe His Val Ser Lys 

^'^^ 175 

lie Pro Tyr Phe GXu Pro Leu Thx Leu .he ^u Leu Phe «, XLe V,I 

185 

Pro Phe Lie Vel Se. Leu He Ser Phe Phe Leu Leu Val «r, Ser Leu 

205 

Trp Hie Thr Lys al„ lie Lye Leu Tyr Ma Thr GLy Ser Arg ;.ep 

P|o ser Thr Glu Val Hie Val Arg Ma He Lye Thr Met Thr Ser Phe 

2"^^ 240 

lie Phe Phe Phe Phe Leu Tvr- Twr. ti« o 

245 ^ III Met Thr Phe 

255 

ser Tyr Leu Met Thr Lye Tyr Lye Leu Ma Val Olu Phe Oly du He 

265 270 

Ala Ala He Leu His Pro Leu Glv HiQ c!«^ t« t, , 

275 oi^^ lie Val Leu 

280 285 

Asn Asn Lys Leu Arg Gin Thr Phe Val Arg Met Leu Thr Cys Arg Lys 

300 



He TUa Cys Met He 
305 



<210> 103 

<211> 930 

<212> DNA 

<213> homo sapiens 



<220> 

<221> CDS 

<222> (1)..(930) 
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<220> 

<221> variation 

<222> (142) . . (142) 

<223> SNP 



<220> 
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^ 10 15 

III T^l ?r <=ta gtc aac tgg 

Phe He Leu Gly He Leu Gly Asn Gly Tyr He Ala Leu Val Asn Trl 
20 25 30 

He Isn r^^ r^^ f^^ "^^^ ^^<= ^tc ctt 

He Asp Trp He Lys Lys Lys Lys He Ser Thr Val Asp Tyr He Leu 
35 4Q 



45 



acc aat tta gtt ate gcc aga att tgt ttg ate agt gta ata att ata 
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ttt gcc aac tac tta aat 
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Met Trp He Thr Thr Cys Leu Asn Val Phe Tyr Phe Leu lJs Til 111 
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til l""" 2°^ ''^^ tgg ctg aag tgg aaa att gat atg 

Ser Ser Ser His Pro Leu Phe Leu Trp Leu Lys Trp Lys He Lp Me? 
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?«? «r l^'^ ^9*= ttt gcc att tec ttg ttg gtc 432 
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att gcc tgc gtg ata tga 
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He Asp Trp He Lys Lys Lys Lys He Ser Thr Val Asp Tyr He Leu 
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45 



Thr Asn Leu Val He Ala Arg He Cys Leu He Ser Val Met Val 
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Val 



Asn Gly He Val He Val Leu Asn Pro Asp Val Tyr Thr Lys Asn Lys 
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Gin Gin He Val lie Phe Thr Phe Trp Thr Phe Ala Asn Tyr Leu Asn 
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Met Trp He Thr Thr Cys Leu Asn Val Phe Tyr Phe Leu Lys He Ala 
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Ser Ser Ser His Pro Leu Phe Leu Trp Leu Lys Trp Lys He Asp Met 
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Val Val His Trp He Leu Leu Gly Cys Phe Ala He Ser Leu Leu Val 
130 135 



140 



Ser Leu He Ala Ala He Val Leu Ser Cys Asp Tyr Arg Phe His Ala 
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He Ala Lys His Lys Gly Asn He Thr Glu Met Phe His Val Ser Lys 
165 170 175 

He Pro Tyr Phe Glu Pro Leu Thr Leu Phe Asn Leu Phe Ala He Val 
180 185 190 



Pro Phe He Val Ser Leu He Ser Phe Phe Leu Leu Val Arg Ser Leu 
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Trp Arg His Thr Lys Gin He Lys Leu Tyr Ala Thr Gly Ser Arg Asp 
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220 



Pro Ser Thr Glu Val His Val Arg Ala He Lys Thr Met Thr Ser Phe 



230 
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240 



He Phe Phe Phe Phe Leu Tyr Tyr He Ser Ser He Leu Met Thr Phe 
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Ser Tyr Leu Met Thr Lys Tyr Lys Leu Ala Val Glu Phe Gly Glu He 
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Ala Ala He Leu Tyr Pro Leu Gly His Ser Leu He Leu He Val Leu 

275 280 285 

Asn Asn Lys Leu Arg Gin Thr Phe Val Arg Met Leu Thr Cys Arg Lvs 

290 295 300 
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caa cag ata gtc att ttt acc ttc tao 4-4.4. 
om Cln Xle Val Xle Phe Xhr P.^ ?S IT. ^11 

90 95 

atg tgg att acc acc tgc ctt aat gtc ttc tat ttf r^i-^ 
Met .r, lie TJ. T>^ Cys L,u «3„ ^ta ^cc 
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agt tec tct cat cca ctt ttt oi-o 4-^^^ 

Ser Ser Ser His Pro Leu Phe Leu r^^ ^tg 

115 i'pn ^""P Gly Lys He Asp Met 

?=? ?:? SI ?4 III III IT. Ill ir ?r 

130 n « ^ lie Ser Leu Leu Val 

■^■'5 140 

ser L^u f ^ gat tat agg ttt cat gca 

145 ^ III ^^'^ Ser Cys Asp Tyr Arg Phe His Ala 
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- s s s j| j?^ si= s s ss s:? L= I- V-! 

- ?s g -° 22 ^.^^ s - 

185 290 
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ill ?s IK r ?f 
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<212> PRT 

<213> homo sapiens 
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Met P.e s.r P.o Asp XXe Phe Xle XXe Leu Xle Thr oXy aXu 



10 X5 



Phe IXe Leu GXy Xle Leu Gly Asn Glv Tvr T1« zvi t 

20 ^ ,i ^ Val Asn Trp 

25 30 

ASP Xle , 

45 

Thr «3„ v,l Xle Ala xle Cy. x.„ II, ser Val «et Val Val 

A|n SI. Xle val Xle Val Leu Asp Val Ty. Th. lys Aa„ .y, 

80 

Gin Gin He Val He Phe Thr Phe Trp Thr Phe Al, a, 

85 q!? As"^ Tyr Leu Asn 

^° 95 

Met XI, ... X.. cy, As„ Val P., .y. p„ 

110 

3«r S,r s,r His .ro Leu .h, ^u Trp L,u Lys .ly Lys II, Aap Met 

Val V.1 HI, T.P 11, Leu Leu Oly Cys Phe Ala Xle s„ L,u Leu Val 

140 

I'^l Leu II, Al, Ala II, Val L,u a,. Cys Asp Tyr Ar, Phe His Ala 

"5 160 

11. Ala Lys His Lys Arg As„ xle .hr Clu Met Phe His Val a„ Lys 

-^^^ 175 

fro Ty. Ph, Glu P„ Leu Th. Leu PH, Asn L,u Phe Ala II, Val 
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Pro Phe lie Val Ser Leu IXe Ser Ph« dk» t 

195 ?®n ^^'^ VaX Arg Ser Leu 
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Trp Arg His Thr Lys Gin lie Lys ^eu Tyr Ala Thr Gly Ser Arg Asp 

215 220 

Pro Ser Thr Glu Val His Val Ara Al« t n,w ^ 

225 230 ^® Pl^e 

235 240 

lie Phe Phe Phe Phe Leu Tvr Tvt- o 

e i.eu Tyr Tyr He Ser Ser He Leu Met Thr Phe 



250 



255 



ser Tyr Leu Met Thr Lys Tyr Lys Leu Ala Val Glu Phe Gly Glu ll 



265 



270 



Ala Ala lie Leu Tyr Pro Leu Gly His Ser Leu He Leu He Val Leu 

^tso 285 

A=n A.„ Ly, L.„ A., ci„ ^hr Phe Val Ar, Het L.u Thr Cya Ar, Lya 
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?Sr J^n xS Sa 1?^ HI cfs l^^ 
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135 140 
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180 185 190 
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S Sr ?S g ?a til IS S? ?S Sr "° 

230 235 
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age tat ctt atg aca aaa tac aag tta get gtg gag ttt gga gag att 
Ser Tyr Leu Met Thr Lys Tyr Lys Leu Ala Val Glu Phe Gly Glu He 
260 265 270 

gca gca att etc tac ccc ttg ggt cac tea ctt att tta att gtt tta 
Ala Ala He Leu Tyr Pro Leu Gly His Ser Leu He Leu He Val Leu 
275 280 285 

aat aat aaa ctg agg cag aca ttt gtc aga atg ctg aca tgt aga aaa 912 
Asn Asn Lys Leu Arg Gin Thr Phe Val Arg Met Leu Thr Cys Arg Lys 
290 295 300 



att gcc tgc gtg ata tga 
He Ala Cys Val He 
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<400> 108 

Met Phe Ser Pro Ala Asp Asn He Phe He He Leu He Thr Gly Glu 
1 5 10 
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Phe He Leu Gly He Leu Gly Asn Gly Tyr He Ala Leu Val Asn Trp 
20 25 30 

He Asp Trp He Lys Lys Lys Lys He Ser Thr Val Asp Tyr He Phe 
35 40 45 

Thr Asn Leu Val He Ala Arg He Cys Leu He Ser Val Met Val Val 
^0 55 60 

Asn Gly He Val He Val Leu Asn Pro Asp Val Tyr Thr Lys Asn Lvs 
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Gin Gin He Val He Phe Thr Phe Trp Thr Phe Ala Asn Tyr Leu Asn 
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Met Trp He Thr Thr Cys Leu Asn Val Phe Tyr Phe Leu Lys He Ala 
100 105 110 

Ser Ser Ser His Pro Leu Phe Leu Trp Leu Lys Trp Lys He Asp Met 
115 120 125 

Val Val His Trp He Leu Leu Gly Cys Phe Ala He Ser Leu Leu Val 
130 135 140 
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Ser Leu He Ala Ala lie Val Leu Ser Cys Asp Tyr Arg Phe His Ala 

IQQ 

He Ala Lys His Lys Arg Asn He Thr Glu Met Phe His Val Ser Lys 

170 175 

lie Pro Tyr Phe Glu Pro Leu Thr Leu Phe Aan Leu Phe Ala He Val 

185 190 

Pro Phe He Val Ser Leu He Ser Phe Phe Leu Leu Val Arg Ser Leu 

200 205 

Trp Arg His Thr Lys Gin He Lys Leu Tyr Ala Thr Gly Ser Arg Asp 



220 



Pro ser Thr Glu Val His Val Arg Ala He Lys Thr Met Thr Ser Phe 

235 240 

He Phe Phe Phe Phe Leu Tvr Tvr Tie* q^^r- ti t 

245 "^^^ 

250 255 

ser Tyr Leu Met Thr Lys Tyr Lys Leu Ala Val Glu Phe Gly Glu He 

265 270 

Ala Ala He Leu Tyr Pro Leu Gly His Ser Leu He Leu He Val Leu 

280 285 

Asn Asn Lys Leu Arg Gin Thr Phe Val Arg Met Leu Thr Cys Arg Lys 
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210 21 s ^ Pro Ser Thr 

■^^ 220 
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240 
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Leu He Val Tyr Tyr Pro ?al III Leu vtl Me? ?hS ^"^"^ '^^^ 
245 Ser Ser Ala Leu 

255 
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260 " 265 ^ ^-^^ Val 
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25 30 

lie Asp Trp Leu Lys Arg Arg Asp He Ser Leu He Asp He He Leu 

45 



lie ser Leu Ala He Ser Arg He Cys Leu Leu Cys Val He Ser Leu 

60 

Asp Gly Phe Phe Met Leu Leu Phe Pro Gly Thr Tyr Gly Asn Ser Val 

80 

Leu val Ser He Val Asn Val Val Trp Thr Phe Ala Asn Asn Ser Ser 

^0 95 



Leu rrp .ho Thr Se. Oys Leu Ser lie Phe Tyr Leu Leu Lys He Al, 

105 110 

Asn He Ser His Pro Phe Phe Phe Trp Leu Lys Leu Lys He Asn Lys 

'^^^ 125 

val Met Leu Ala He Leu Leu Gly Ser Phe Leu He Ser Leu He He 

1J5 2.40 

ser val Pro Lys Asn Asp Asp Met Trp Tyr His Leu Phe Lys Val Ser 
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His Glu Glu Asn He Thr Trp Lys Phe Lys Val Ser Lys He Pro Gly 
Thr Phe Lys Gin Leu Thr Leu Asn Leu Gly Val Met Val Pro Phe He 



185 2.90 



Leu cys Leu He Ser Phe Phe Leu Leu Leu Phe Ser Leu Val Arg His 

^00 205 

Thr Lys Gin He Arg Leu His Ala Thr Gly Phe Arg Asp Pro Ser Thr 

220 

225 lie Phe Leu Leu Leu 

230 235 240 

Leu He Val Tyr Tyr Pro Val Phe Leu Val Met Thr Ser Ser Ala Leu 

250 255 

He Pro Gin Gly Lys Leu Val Leu Met He Gly Asp He Val Thr Val 

265 270 
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•lie Phe Pro Ser Ser His Ser Phe He Leu He Met Gly Asn Ser Lys 
275 280 285 

Leu Arg Glu Ala Phe Leu Lys Met Leu Arg Phe Val Lys Cys Phe Leu 
^ 295 300 

Arg Arg Arg Lys Pro Phe Val Pro 
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1 5 JJe He Leu He Ala Gly Glu 



III ?S I?J |?J -J ttc att gta eta gtt aac tgc 

P bly Asn Gly Phe He Val Leu Val Asn Cys 
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245 250 255 

att cct cag gga aaa tta gtg ttg atg att ggt gac ata gta act gtc 816 

lie Pro Gin Gly Lys Leu Val Leu Met lie Gly Asp lie Val Thr Val 
260 265 270 

^""^ ^^"^ ^tt atg gga aat age aag 864 

He Phe Pro Ser Ser His Ser Phe He Leu He Met Gly Asn Ser Lys 

275 280 285 

ttg agg gaa get ttt atg aag atg tta aga ttt gtg aag tgt tte ett 912 
Leu Arg Glu Ala Phe Met Lys Met Leu Arg Phe Val Lys Cys Phe Leu 
290 295 300 



aga aga aga aag cct ttt gtt cca tag 
Arg Arg Arg Lys Pro Phe Val Pro 
305 310 
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Met Pro Ser Ala He Glu Ala He Tyr He He Leu He Ala Gly Glu 
15 10 15 

Leu Thr He Gly He Trp Gly Asn Gly Phe He Val Leu Val Asn Cys 
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He Asp Trp Leu Lys Arg Arg Asp He Ser Leu He Asp He He Leu 
35 40 45 

He Ser Leu Ala He Ser Arg He Cys Leu Leu Cys Val He Ser Leu 
50 55 60 

Asp Gly Phe Phe Met Leu Leu Phe Pro Gly Thr Tyr Gly Asn Ser Val 
^5 70 75 80 

Leu Val Ser He Val Asn Val Val Trp Thr Phe Ala Asn Asn Ser Ser 
85 90 95 

Leu Trp Phe Thr Ser Cys Leu Ser He Phe Tyr Leu Leu Lys He Ala 
100 105 110 

Asn He Ser His Pro Phe Phe Phe Trp Leu Lys Leu Lys He Asn Lys 
115 120 125 
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Val Met Leu Ala He Leu Leu Gly Ser Phe Leu He Ser Leu He He 
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Ser Val Pro Lys Asn Asp Asp Met Trp Tyr His Leu Phe Lys Val Ser 
•^^^ ISO 155 160 

His Glu Glu Asn He Thr Trp Lys Phe Lys Val Ser Lys He Pro Gly 
165 170 175 

Thr Phe Lys Gin Leu Thr Leu Asn Leu Gly Val Met Val Pro Phe He 
180 185 190 

Leu Cys Leu He Ser Phe Phe Leu Leu Leu Phe Ser Leu Val Arg His 
195 200 ■ 205 

Thr Lys Gin He Arg Leu His Ala Thr Gly Phe Arg Asp Pro Ser Thr 
210 215 220 

Glu Ala His Met Arg Ala He Lys Ala Val He He Phe Leu Leu Leu 

230 235 240 

Leu He Val Tyr Tyr Pro Val Phe Leu Val Met Thr Ser Ser Ala Leu 
245 250 255 

He Pro Gin Gly Lys Leu Val Leu Met He Gly Asp He Val Thr Val 
260 265 270 

He Phe Pro Ser Ser His Ser Phe He Leu He Met Gly Asn Ser Lys 
275 280 285 

Leu Arg Glu Ala Phe Met Lys Met Leu Arg Phe Val Lys Cys Phe Leu 
290 295 300 

Arg hrg Arg Lys Pro Phe Val Pro 
305 310 



<210> 113 

<211> 939 

<212> DNA 

<213> homo sapiens 

<220> 

<221> CDS 

<222> {1)..(939) 

<220> 

<221> variation 

<222> (201) . . (201) 

<223> SNP 

<220> 
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<221> variation 
<222> (381).. (381) 
<223> SNP 



<220> 

<221> variation 

<222> (450) . . (450) 

<223> SNP 



<220> 

<221> variation 

<222> (560) . . (560) 

<223> SNP 



<220> 

<221> variation 

<222> (697) . . (697) 

<223> SNP 



<220> 

<221> variation 

<222> (867) . . (867) 

<223> SNP 

<220> 

<221> variation 

<222> (880).. (880) 

<223> SNP 



<400> 113 



«:? if. Ill iii IS HI III - III - - 
?s til I? Ill ?4 m m lit ill ill I- ill - 

-I H; I- til LI til I- III III ill til 

^0 45 

ill 2- HI ill III p III III 2! J- ill III - 

z Sv «:? '^i III III -i - s - - - 

^° 75 80 

f,i ill ill I? - - - - ?s , 

85 90 95 

etc tgg ttt act tct tgc etc aqt ate tte i-a^ 4-4-=. 

LOU Trp P^e THj se. ds si ill '^l Tyl III Hi ^'f Hi ^ ^36 

110 

IS s= IX is III - - ^t; - 



96 



144 



192 



240 
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gtc atg ctt gcg att ctt ctg goa tec ti-i- r.+.4. ^ ^ ^ 

Val Met Leu Ala He Leu LeG 111 sS Phe ill r"^ "2 

130 T,c ^ ®^ ™® He Ser Leu He He 

■^^^ 140 

agt gtt cca aag aat gat oat si-n 4- 4. 

s« va. ..I ^„ Lp c ^1 is lit ti til 

155 260 

IS IK s; L- ^ - 51 I- v. IS 5t ?n III 

^'^^ 175 

?S ^Al til ^ - ?s til T.: g s; ?n I- .^S SI 

s: I- - - s: 

200 205 

?s 1^ s: s?^ s s ?s I?? - ^ - - 

i S 11 SI IS ?:! SI S Kl 22 2= 21 - 

235 240 

etc ate gtg tac tac cca gtc ttt ctt ati- 

.eu xxe V.1 T.. P„ ?al ^2 2^ Hi ?S ^2 til 111 2^ 

250 255 

III s IS 2„' fj 2? ill If. s: ?£ - - 

265 270 

S ^2 p2 2J h2 2^ 2: 12 2^ !2 21 1!' L2 2? I- 

280 285 

1^ 12 m III - ^ 2? 2^ 21 tl SI 21 2^ - 



300 

aga aga aga aag cct ttt gtt cca tag 
Arg Arg Arg Lys Pro Phe Val Pro 
305 320 



480 



528 



576 



624 



672 



939 



<210> 114 

<211> 312 

<212> PRT 

<213> homo sapiens 

<400> 114 



Met Pro ser Ala lie Glu Ala He Tyr He He Leu He Ala Gly Glu 

^° 15 
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195/447 

Leu Thr He Gly He Trp Gly Asn Gly Phe He Val Leu Val Asn Cys 
20 25 30 

He Asp Trp Leu Lys Arg Arg Asp He Ser Leu He Asp He He Leu 
35 40 45 

He Ser Leu Ala He Ser Arg He Cys Leu Leu Cys Val He Ser Leu 

55 60 

Asp Gly Phe Phe Met Leu Leu Phe Pro Gly Thr Tyr Gly Asn Ser Val 

"^^ 75 , 80 

Leu Val Ser He Val Asn Val Val Trp Thr Phe Ala Asn Asn Ser Ser 
85 90 95 

Leu Trp Phe Thr Ser Cys Leu Ser He Phe Tyr Leu Leu Lys He Ala 
100 105 110 

Asn He Ser His Pro Phe Phe Phe Trp Leu Lys Leu Lys He Asn Lys 
115 120 125 

Val Met Leu Ala He Leu Leu Gly Ser Phe Leu He Ser Leu He He 
130 135 140 

Ser Val Pro Lys Asn Asp Asp Met Trp Tyr His Leu Phe Lys Val Ser 

"0 155 160 

His Glu Glu Asn He Thr Trp Lys Phe Lys Val Ser Lys He Pro Gly 

170 175 

Thr Phe Lys Gin Leu Thr Leu Asn Leu Gly Val Met Val Pro Phe He 
180 185 190 

Leu Cys Leu He Ser Phe Phe Leu Leu Leu Phe Ser Leu Val Ara His 
195 200 205 

Thr Lys Gin He Arg Leu His Ala Thr Gly Phe Arg Asp Pro Ser Thr 
210 215 220 

Glu Ala His Met Arg Ala He Lys Ala Val He He Phe Leu Leu Leu 

230 235 240 

Leu He Val Tyr Tyr Pro Val Phe Leu Val Met Thr Ser Ser Ala Leu 
245 250 255 



Pro Gin Gly Lys Leu Val Leu Met He Gly Asp He Val Thr Val 
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265 

lie Phe Pro Ser Ser His Ser Phe He Leu He Met Gly Asn S.r Lys 

-iSO 285 

fhe AT, Gl„ Ala Phe Leu Lya Met Leu Ax, Phe Val Lys Oy, Phe Leu 

300 

Arg Arg Arg Lys Pro Phe Val Pro 
305 310 

<210> 115 

<211> 939 

<212> DNA 

<213> homo sapiens 

<220> 

<221> CDS 

<222> (1) (939) 

<220> ' 

<221> variation 
<222> (201) _ (201) 
<223> SNP 

<220> 

<221> variation 

<222> (381),. (381) 

<223> SNP 

<220> 

<221> variation 

<222> (450) ..(450) 

<223> SNP 

<220> 

<221> variation 

<222> (560).. (560) 

<223> SNP 

<220> 

<221> variation 

<222> (697).. (697) 

<223> SNP 

<220> 

<221> variation 

<222> (867) . . (867) 

<223> SNP 

<220> 

<221> variation 

<222> (880).. (880) 

<223> SNP 



<400> 115 
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96 



144 



atg cca agt gca ata gag oca 

Met Pro ser Ala He Il2 ^ lit J^a att get ggt gaa 

^ 5 ^^"^ JJ® lie Leu He Ala Gly Glu 

?S SI S^ tt= .„ ^ ^ 

20 „y *^ne -tie Val Leu Val Asn Cys 

30 

?p LI - g= a. 

s tr. s= - - «s j« 

60 

gat ggc ttc ttt ata eta ci-n ^4-4- 

A|P 31y Phe Phe Me? .ej |?J aat age gtg 

''^ 70 ^ Gly Asn Ser Val 

ri-« . 80 

- tit til ti r r.i s s r 

2: ^s li ^i: iii ii: ^- 

100 ^^"^ ?J? Tyr Leu Leu Lys He Ala 

■^"^ 110 
eat ata teg cac cca ttt 4. 

- 3.. H.. JJJ g ... 

2S IS 2S til I- I- ttt .tt .tc tt. att att 
130 3,35 ^-^y ser Phe Leu He Ser Leu He He 

ffi - ^? - 1" ttc aaa ,tc a,t 

145 150 ^ Lys Val Ser 

cat 

Su IK ?S J- - JJJ Jt, a^^ aaa att cca 

5- IS ?S 2^ L'J IS III ill til III ill 

190 

- Hi - B - - - =j= 

^ 205 

?S |S I?? - 2? |S - - cce a,t ac^^ 

^J.o 220 
gag gcc cac atg agg acc ata ^ 

«a H., Hat La til t?. til ^ - - «e 

ni-r. . 240 

etc ate gtg tac tac cca ate ttt r^i^ir ..^ ^ 

gtc ttt ctt gtt atg acc tct age get etg 



240 



288 



336 



384 



432 



480 



528 



576 



624 



672 



720 
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Leu lie Val Tyr Tyr Pro Val Phe Leu Val Met Thr Ser Ser Ala Leu 
245 250 255 

1°^ ^f^ atg att ggt gac ata gta act gtc 816 

lie Pro Gin Gly Lys Leu Val Leu Met He lly Lp He ?al ?hr ?a? " 
260 265 270 

att ttc cca tea age cat tea ttc att eta att atg gga aat aac aaa ftfi^ 
lie Phe Pro Ser Ser His Ser Phe He Leu He Me? lly Asn Ser LyI " 
275 280 285 

ttg agg gaa get ttt etg aag atg tta aga ttt gtg aag tgt ttc ett 
Leu Arg Glu Ala Phe Leu Lys Met Leu Arg Phe ?al Lys cjs Phe Leu 
290 295 300 

aga aga aga aag cct ttt gtt cca tag 
Arg Arg Arg Lys Pro Phe Val Pro 
305 310 



<210> 116 

<211> 312 

<212> PRT 

<213> homo sapiens 

<400> 116 

Met Pro Ser Ala He Glu Ala He Tyr He He Leu He Ala Gly Glu 
^5 10 15 

Leu Thr He Gly He Trp Gly Asn Gly Phe He Val Leu Val Asn Cys 
20 25 30 

He Asp Trp Leu Lys Arg Arg Asp He Ser Leu He Asp He He Leu 
35 40 45 

He Ser Leu Ala He Ser Arg He Cys Leu Leu Cys Val He Ser Leu 
5° 55 60 

Asp Gly Phe Phe Met Leu Leu Phe Pro Gly Thr Tyr Gly Asn Ser Val 

■'O 75 80 

Leu Val Ser He Val Asn Val Val Trp Thr Phe Ala Asn Asn Ser Ser 
85 90 95 

Leu Trp Phe Thr Ser Cys Leu Ser He Phe Tyr Leu Leu Lys He Ala 
100 105 110 

Asn He Ser His Pro Phe Phe Phe Trp Leu Lys Leu Lys He Asn Lys 
115 120 125 

Val Met Leu Ala He Leu Leu Gly Ser Phe Leu He Ser Leu He He 
130 135 



912 



939 
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Ser Val Pro Lys Asn Asp Asp Met Trp Tyr His Leu Phe Lys Val Ser 

155 160 

His Glu Glu Asn He Thr Trp Lys Phe Lys Val Ser Lys He Pro Glv 
165 170 

Thr Phe Lys Gin Leu Thr Leu Asn Leu Gly Ala Met Val Pro Phe He 
ISO 185 190 

Leu Cys Leu He Ser Phe Phe Leu Leu Leu Phe Ser Leu Val Arg His 

200 205 

Thr Lys Gin He Arg Leu His Ala Thr Gly Phe Arg Asp Pro Ser Thr 

215 220 

Glu Ala His Met Arg Ala He Lys Ala Val He He Phe Leu Leu Leu 

230 235 240 

Leu He Val Tyr Tyr Pro Val Phe Leu Val Met Thr Ser Ser Ala Leu 
245 250 255 

He Pro Gin Gly Lys Leu Val Leu Met He Gly Asp He Val Thr Val 
260 265 270 

He Phe Pro Ser Ser His Ser Phe He Leu He Met Gly Asn Ser Lys 
275 280 285 

^^"^ o^? ^^"^ Phe Val Lys Cys Phe Leu 

295 300 

Arg Arg Arg Lys Pro Phe Val Pro 
305 310 



<210> 117 

<211> 939 

<212> DNA 

<213> homo sapiens 



<220> 

<221> CDS 

<222> {1)..(939) 

<220> 

<221> variation 

<222> (201) . . (201) 

<223> SNP 
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<220> 

<221> variation 

<222> (381) . . (381) 

<223> SNP 



<220> 

<221> variation 

<222> (450) . . (450) 

<223> SNP 



<220> 

<221> variation 

<222> (560) (560) 

<223> SNP 

<220> 

<221> variation 

<222> (697) . . (697) 

<223> SNP 



<220> 

<221> variation 

<222> (867) (867) 

<223> SNP 



<220> 

<221> variation 

<222> (880) . . (880) 

<223> SNP 



<400> 117 



atg cca agt gca ata gag gca ata tat att att tta att get aqt aaa 
Met Pro Ser Ala He Glu Ala He Tyr He He Leu He 111 III Su 
^ 5 10 



15 



ttg acc ata ggg att tgg gga aat gga ttc att gta eta gtt aac tac 
Leu Thr He Gly He Trp Gly Asn Gly Phe He ?al Leu Val Jsn Cys 
20 25 



30 



r^l r° l^^ f^^ ^'^^ att gac ate ate ctg 

He Asp Trp Leu Lys Arg Arg Asp He Ser Leu He Asp He He Leu 
35 40 45 

ill m T^"" 0°"" ^^"^ 5ta ata tea tta 

He Ser Leu Ala He Ser Arg He Cys Leu Leu Cys Val He Ser Leu 
^" 55 60 

IS ri° nu^ t^^ ''^^ ^^'^ 99° aat age gtg 

Asp Gly Phe Phe Met Leu Leu Phe Pro Gly Thr Tyr Gly Asn Ser Val 

70 75 80 

eta gta age att gtg aat gtt gtc tgg aca ttt gcc aat aat tea agt 

Leu Val ser He Val Asn Val Val Trp Thr Phe Ala Asn Asn Ser Ser 

85 90 95 

rl?. ^^"^ ""^^ ate ttc tat tta etc aag ata gee 

Leu Trp Phe Thr Ser Cys Leu Ser He Phe Tyr Leu Leu Lys He Ala 
100 105 110 

III rl^ u?° IV" ^^"^ ctg aag eta aag ate aac aag 

Asn He Ser His Pro Phe Phe Phe Trp Leu Lys Leu Lys He Asn LyI 



48 



96 



144 



192 



240 



288 



336 



384 
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115 120 



gtc atg ctt gcg att ctt ctg ggq tec tl-t t.^*. 4.4. 

val «.t W ixe L.u' 2?? III til Hi ^ 

'^'^^ 140 



Ser Pro III T ^""^ ""^^ °" aaa gtc agt 

Ser Val Pro Lys Asn Asp Asp Met Trp Tyr His Leu Phe Lys ?al Sel 

155 160 

IS s: ?s - is 

1^5 170 175 

?s lit I- ii: =s 1?? SI SI I- 



185 



190 



180 

ctt tgc ctg ate tea ttt ttc ttg tta ctt ttc tci- r.^^ 
I-u cya L™ lie Ser Phe Phe JeS L.u Phe 2^ tl 

200 205 

51 IS 22 1^ - ?s I!? Ill '^i - -I 

215 220 



432 



480 



528 



576 



624 



672 



IS Ill s? '^i |i III ?s s - til -° 

230 235 240 

III III fa? JJ? I- - - -I - ^c. ct, 

245 250 255 

III III || - ill m Zl III ill s 

260 265 270 

ill III |: I- X Hi ti^ HI - III -? - - - iti 

280 285 

II?. ""^^ ttt gtg aag tgt ttc ctt 912 

Leu Arg Glu Ala Phe Leu Lys Met Leu Arg Phe ?al Lys Phe Leu 

295 300 

aga aga aga aag cot ttt gtt cca tag s 
Arg Arg Arg Lys Pro Phe Val Pro 
305 310 

<210> 118 

<211> 312 

<212> PRT 

<213> homo sapiens 

<400> 118 

Met Pro Ser Ala lie Glu Ala He Tyr He He Leu He Ala Gly Glu 
5 10 



15 
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.eu ... x.e xie o.y .s„ .1, p.e Xle VaX .eu VaZ .3„ Cy. 

30 

He Asp Trp Leu Lys Arg Arg Asp lie S^r- t 

35 ^ Ser Leu He Asp He He Leu 

lie ser Leu «a iXe Se. „e c„ .e„ .eu c.s Val x.o s„ .eu 

Oly Ph, ^ «et ^„ .h, 

80 

Leu Val Ser He Val Asn Val Val Trp Thr Ph«'ai » 

85 q!?^ ^ Ser Ser 

95 

Leu Trp Phe Thr Ser Cys Leu Ser ti« di, ^ 

100 Leu Leu Lys He Ala 

■^"^ 110 

»3n zxe s.. 

^ 125 
V.X «et ..u 3^ 

•^^^ 140 

Val P„ Lys «,p 

160 

»i= ..u ^„ ^ 

175 

Phe Leu ^„ .eu «y ^al P.o p., 

190 

Leu e,, .e„ lie 3e. Phe Ph, Jeu ^u Le„ Phe 3e. Leu val Hi. 

"^"^ 205 

»>r Lys 01„ XI, Leu „ia Ma Thr 01, P.e p„ ^e. Th. 

^•^^ 220 

OXu Ma H.e Me. „a xXe L,a Th. Val Xle Xle Phe Leu Leu Leu 

240 

Leu XX, vax Ty. p., vax Phe L.u VaX r>,r Ser Ser Ma Leu 



"» 255 



wo 2005/007891 

203/447 PCT/US2004/019489 

lie Pro Gin Gly Lys Leu Val Leu Met He Gly Asp He Val Thr Val 

265 270 

lie Phe Pro Ser Ser His Ser Phe He Leu He Met Gly Asn Ser Lys 

280 285 

Leu Arg Glu Ala Phe Leu Lys Met Leu Arg Phe Val Lys Cys Phe Leu 



300 



Arg Arg Arg Lys Pro Phe Val Pro 
305 310 



<210> 119 
<211> 939 

<212> DNA 

<213> homo sapiens 

<220> 

<221> CDS 

<222> (1) (939) 

<220> 

<221> variation 

<222> (201) (201) 

<223> SNP 

<220> 

<221> variation 

<222> (381) . . (381) 

<223> SNP 

<220> 

<221> variation 

<222> (450) . . (450) 

<223> SNP 

<220> 

<221> variation 

<222> (560) . . (560) 

<223> SNP 

<220> 

<221> variation 

<222> (697) (697) 

<223> SNP 

<220> 

<221> variation 

<222> (867) (867) 

<223> SNP 

<220> 

<221> variation 

<222> (880) . . (880) 

<223> SNP 
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<400> 119 

: aca ata crarr rroa =4-=* 4--»4- . . 

48 



atg cca agt gca ata gag gca ata tat att att tta att get gqt aaa 
Met Pro ser Ala lie Glu Ala He Tyr He He Leu He 111 Hi 
^ ^ 10 15 



ttg acc ata ggg att tgg gga aat gga ttc att ata eta att s^r> 
Leu Thr He Gly He Trp Gly Asn lly Phe lie ?al Leu vll ITn 

20 25 - ^ 



30 



Se sir tI?. ^=^9 tgt gta ata tea tta 

He Ser Leu Ala He Ser Arg He Cys Leu Leu Cys Val He Ser Leu 

5 5 



60 



85 90 

f*"" ^9^= ate ttc tat tta etc aag ata acc 

Leu Trp Phe Thr Ser Cys Leu Ser He Phe Tyr Leu Leu LyI He 111 
100 105 110 

m r^^ "° ctg aag eta aag ate aac aag 

Asn He Ser Hxs Pro Phe Phe Phe Trp Leu Lys Leu LyI He Asn Lys 
115 120 125 

£^ Mo? f?^ °" ate tet tta att att 

Val Met Leu Ala He Leu Leu Gly Ser Phe Leu He Ser Leu He He 
130 135 j^^Q 

til f^^ tgg tat cac ctt ttc aaa gtc agt 

Ser Val Pro Lys Asn Glu Asp Met Trp Tyr His Leu Phe Lys Val Ser 

"0 155 160 

nil llu T?^ aaa att cea ggt 

His Glu Glu Asn He Thr Trp Lys Phe Lys Val Ser Lys He Pro Glv 
165 170 175 

ihl 111 r^^ n,^ l^^ gtg atg gtt cce ttt ate 

Thr Phe Lys Gin Leu Thr Leu Asn Leu Gly Val Met Val Pro Phe He 

185 190 

ctt tgc ctg ate tea ttt ttc ttg tta ett ttc tec eta gtt aga cac 
Leu Cys Leu He Ser Phe Phe Leu Leu Leu Phe Ser Leu Val A?g His 
195 200 205 

Thr Itt r?^ r S^"" agt aca 

Thr Lys Gin He Arg Leu His Ala Thr Gly Phe Arg Asp Pro Ser Thr 

215 220 

gag gee cac atg agg gee ata aag gca gtg ate ate ttt ctg etc etc 
Glu Ala His Met Arg Ala He Lys Ala Val He He Phe Leu Leu LeS 
^'^^ 230 235 240 



96 



rtl 111 r^'^ ttg att gac ate ate ctg 144 

He Asp Trp Leu Lys Arg Arg Asp He Ser Leu He Asp He He Leu 
35 40 



192 



240 



gat ggc ttc ttt atg ctg etc ttt cca ggt aca tat ggc aat aqc ata 
Asp Gly Phe Phe Met Leu Leu Phe Pro Gly Thr Tyr lly Asn Ser Val 

75 80 

eta gta age att gtg aat gtt gtc tgg aca ttt gcc aat aat tea aat 288 
Leu Val ser He Val Asn Val Val Trp Thr Phe Ala Asn Ssn Ser Ser 



336 



384 



432 



480 



528 



576 



624 



672 



720 
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2S III ^ tit 2i iTr IT. lit LI til 

250 255 



ill fro G?n r?^ t"^ ^""^ f ? ^"^^ ^" ^^t gac ata gta act gtc 816 
He Pro Gin Gly Lys Leu Val Leu Met He Gly Asp He Val Thr ?al 
260 265 270 

att ttc cca tea age cat tea ttc att eta =,4- 
lie Phe Pro Ser sL His Ser Phe ill iTu HI fe? gy til Sr lyl 



275 280 285 

ttg agg gaa get ttt ctg aag atg tta aga ttt gtg aag tgt ttc ctt 91? 
Leu Arg Glu Ala Phe Leu Lys Met Leu Arg Phe Val LyI Cys Phe Leu 
'^^^ 295 300 

aga aga aga aag cct ttt gtt cca tag 
Arg Arg Arg Lys Pro Phe Val Pro 
305 310 

<210> 120 

<211> 312 

<212> PRT 

<213> homo sapiens 

<400> 120 

Met Pro Ser Ala He Glu Ala He Tyr He He Leu He Ala Gly Glu 
^ 10 15 

Leu Thr He Gly He Trp Gly Asn Gly Phe He Val Leu Val Asn Cys 
2° 25 30 

He Asp Trp Leu Lys Arg Arg Asp He Ser Leu He Asp He He Leu 
35 40 45 

He Ser Leu Ala He Ser Arg He Cys Leu Leu Cys Val He Ser Leu 

55 60 

Asp Gly Phe Phe Met Leu Leu Phe Pro Gly Thr Tyr Gly Asn Ser Val 

75 80 

Leu Val ser He Val Asn Val Val Trp Thr Phe Ala Asn Asn Ser Ser 
85 90 95 

Leu Trp Phe Thr Ser Cys Leu Ser He Phe Tyr Leu Leu Lys He Ala 
100 105 110 

Asn He Ser His Pro Phe Phe Phe Trp Leu Lys Leu Lys He Asn Lys 
115 120 125 



Leu Ala He Leu Leu Gly Ser Phe Leu He Ser Leu He He 



wo 2005/007891 

206/447 PCT/US2004/019489 

"° "5 

Ser Val Pro Lys Asn Glu Asp Met Trp Tyr His Leu Phe Lys Val Ser 

^55 160 



His Glu Glu Asn lie Thr Trp Lys Phe Lys Val Ser Lys He Pro Gly 

^■^Q 175 

Thr Phe Lys Gin Leu Thr Leu Asn Leu Gly Val Met Val Pro Phe He 

■^^5 190 

^ Cy, lie ser Phe Phe .e„ Leu Leu Phe Ser Leu Val Ar, Hi, 

^00 205 

Thr g= Gl„ He AT, Leu His «a Thr Gly Phe Ar, Asp Pre Ser Ihr 



215 220 



Glu Ala His Met Arg Ala He Lys Ala Val He He Phe Leu Leu Leu 

235 240 

Leu He Val Tyr Tyr Pro Val Phe Leu Val Met Thr Ser Ser Ala Leu 

250 255 



lie Pro Gin Gly Lys Leu Val Leu Met He Gly Asp He Val Thr Val 

265 270 

lie Phe Pro Ser Ser His Ser Phe He Leu He Met Gly Asn Ser Lys 

285 

Leu Arg Glu Ala Phe Leu Lys Met Leu Arg Phe Val Lys Cys Phe Leu 

Arg Arg Arg Lys Pro Phe Val Pro 
305 320 

<210> 121 

<211> 939 

<212> DNA 

<213> homo sapiens 

<220> 

<221> CDS 

<222> (1)..(939) 

<220> 

<221> variation 

<222> (201) . . (201) 

<223> SNP 
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<220> 

<221> variation 

<222> (381).. (381) 

<223> SNP 



<220> 

<221> variation 

<222> (450) • . (450) 

<223> SNP 



<220> 

<221> variation 

<222> (560) . . (560) 

<223> SNP 



<220> 

<221> variation 

<222> (697)., (697) 

<223> SNP 



<220> 

<221> variation 

<222> (867) . . (867) 

<223> SNP 



<220> 

<221> variation 

<222> (880) • . (880) 

<223> SNP 



<400> 121 



atg cca agt gca ata gag gca ata tat att att tta att get aat aaa 
Met Pro Ser Ala He Glu Ala He Tyr He He Leu He S lly llu 



5 10 



15 



Leu Th^ ""^^ gtt aac tgc 

Leu Thr He Gly He Trp Gly Asn Gly Phe He Val Leu ?al Asn Cys 
20 25 - 



30 



att gac tgg etc aaa aga aga gat att tec ttg att gac ate ate oto 
He Asp Trp Leu Lys Arg Arg Asp He Ser LeS He Lp lie lit 111 
35 40 



45 



lie III II?-, ir c'''' ^^"^ 9ta ata tea tta 

He Ser Leu Ala He Ser Arg He Cys Leu Leu Cys Val He Ser Leu 

5 5 



III It^ "^'^ 9gt aea tat ggc aat age gtg 

Asp Gly Phe Phe Met Leu Leu Phe Pro Gly Thr Tyr Gly Asn Ser vll 
oo 70 



75 80 



85 90 



95 



f ate ttc tat tta etc aag ata qcc 

Leu Trp Phe Thr Ser Cys Leu Ser He Phe Tyr Leu Leu Lys He Ila 
100 105 j^j^Q 

aat ata teg cac cca ttt ttc ttc tgg ctg aag eta aag ate aaa aag 



48 



96 



144 



192 



240 



ilf, xr^^ t^^ 9te tgg aca ttt gee aat aat tea agt 288 

Leu Val Ser He Val Asn Val Val Trp Thr Phe Ala Asn Asn Ser III 



336 



384 
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Asn lie Ser His Pro Phe Phe Pho , 

115 ^ ^^'^ I'ys 



125 



til M^l L'^ 2S I?? att att 

130 T^c: ^ ^'^^ Ser Leu He He 

-^^^ 140 

agt gtt cca aag aat aat aat- a^rr a. 

se. vai P., ^„ Lp ?l| J- Tu 2i S IS 

160 

111 ?S - tt= a„ ,g ,a, oca S2a 

170 175 

?s s J- 1^: III III rd tii tti si 

190 

gl ill I- III III - - - - SL= - 

205 

?hr SI s r g? r r 

210 51 f ^ ^-l-y P^^e Arg Asp Pro Ser Thr 

220 

i Sa SI L'S S '^l IS SI SI - - 21 21 

2» J- ^ - - - - a. :: 

250 255 

- tT. cS IS ?2 1| SI IS IIJ SI ?S ?l! 

265 270 

III III Tri Hi Tr S.I III isi s: s: 

275 280 ^ 

285 

'^i i til sf til ?:! s! - 



aga aga aga aag cct ttt gtt cca tag 
Arg Arg Arg Lys Pro Phe Val Pro 939 

310 



<210> 122 

<211> 312 

<212> PRT 

<213> homo sapiens 

<400> 122 

Pro S,. Ala lie clu *la lie II, He .e„ He Ala eiy si„ 



672 



720 



7 68 



816 



15 
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Leu Thr He Oly II, Trp Gly A,„ Gly Phe He v.l leu Val A,„ Cys 

2^ 30 

lie ASP Trp Leu Lys Arg Arg Asp He Ser Leu He Asp He He Leu 

*° 45 

lie Ser Leu Ala He Ser Arg He Cys Leu Leu Cys Val He Ser Leu 

60 

Asp Gly Phe Phe Met Leu Leu Phe Pro Gly Thr Tyr Gly 

Leu val Ser He Val Asn Val Val T.rp Thr' Phe Ala Asn Asn Ser Ser 

^0 95 

I.e« Trp Phe Th, Ser Cys Leu Ser lie Phe Tyr Leu Leu Ly, He Ala 



Asn Ser Val 
80 



105 



110 



a™ He ser Hi, Pro Phe Ph. Phe Trp Leu Lye Leu Ly. He Ly, Lye 



125 



val Met Leu Ala He Leu Leu Gly Ser Phe Leu He Ser Leu He He 



140 



ser val Pro Lys Asn Asp Asp Met Trp Tyr His Leu Phe Lys Val Ser 



155 



His Glu Glu Asn lie Thr Trp Lys Phe Lys Val Ser Lys 



170 



160 



lie Pro Gly 
175 



Thr Phe Lys Gin Leu Thr Leu Asn Leu Gly Val Met Val Pro Phe He 

185 190 

Leu cys Leu He Ser Phe Phe Leu Leu Leu Phe Ser Leu Val Arg His 



205 



Thr Lys Gin He Arg Leu His Ala Thr Gly Phe Arg Asp 



220 



Pro Ser Thr 



225 val He He Phe Leu Leu Leu 

235 240 

Leu He Val Tyr Tyr Pro Val Phe Leu Val Met Thr Ser Ser Ala Leu 



250 



255 
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He Pro Gin Gly Lys Leu Val Leu Met lie Gly Asp He Val Thr Val 

265 270 

He Phe Pro Ser Ser His Ser Phe He Leu He Met Gly Asn Ser Lys 
"^'^ 280 285 

Leu Arg Glu Ala Phe Leu Lys Met Leu Arg Phe Val Lys Cys Phe Leu 



300 



Arg Arg Arg Lys Pro Phe Val Pro 
305 310 



<210> 123 

<211> 939 

<212> DNA 

<213> homo sapiens 



<220> 

<221> CDS 

<222> (1) . . (939) 

<220> 

<221> variation 
<222> (201) . . (201) 

<223> SNP 

<220> 

<221> variation 

<222> (381) _ (381) 

<223> SNP 

<220> 

<221> variation 

<222> (450) . . (450) 

<223> SNP 

<220> 

<221> variation 

<222> (560) . . (560) 

<223> SNP 

<220> 

<221> variation 

<222> (697) (697) 

<223> SNP 

<220> 

<221> variation 

<222> (867) (867) 

<223> SNP 

<220> 

<221> variation 

<222> (880) (880) 

<223> SNP 
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<400> 123 

atg cca agt gca ata gag gca ata tat att ai-t- t-t-^ =4-4. 
Met P„ Ser Ma lie Olu ll, xle III Li 111 Su 

^0 15 

'^i r.i 1- s IS III - - - ?n J- 

25 30 

til SI LI - - - - - 

45 

?s lii s= s - p tit ui til 111 ui s III 

^5 60 

|p IS i:^ ^? S2 I- IS ?s IS Si til ?2 



80 



Si I? - - - J- ;p - £c ... ... 



90 



95 



96 



144 



192 



240 



288 



336 



384 



432 



480 



etc tgg ttt act tct tgc etc agt ate ttc t.^^ ^4-^ 
Leu T.P P.e Th. s„ Cys .eu sL I e ^Sl ^l t^l til 111 

105 HQ 

Si s: l;? h=?= SI SI Si Si SI 

125 

?ij g iii LI Si Si i| IS iii ^ii Si Si iii s; Si Si 
ffi ?ij SI r Si Si - Si ss Si ^ii Si ?i^ III 

H-i IS IS Si Si ?ii Si Pii Si tl til Si Si Si IS 
?S iii Si SI Si ?ii SI Si SI IS fe? Sil fA til !s Si 

185 190 

Si Si SI Si iii *.ii ^i: SI SI Si ^ii iii Si ?ii 1?^ Si 

200 205 

Si SI SI Si ili SI Si Si ?ii IS ^ii Si Si lii til ?s 

215 220 

IS Li Si S? SI Li Si SI Li ?i! Si Si III SI Si Si - 



528 



576 



624 



672 



230 

240 
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etc ate gtg tac tac cca ate ttt ^ 

Leu Xle v.x v^J ?S IS '^l 

255 

att cct cag gga aaa tta gtg tta ai-rr 

lle Pro Gin Gly Lys Leu U Seu Me? Se If5 ^"^^ 

260 Asp He Val Thr Val 

270 

- i 1- |S S «S IS SI 

'^i i ss s SI |i ?s S in 

300 

Sa J^^ f^^ 9tt cca tag 

Arg Arg Arg Lys Pro Phe Val Pro 



<210> 124 

<211> 312 

<212> PRT 

<213> homo sapiens 



<400> 124 

P„ ..r «a Xle OXu xXe Ty. Xle XX, x,„ xXe cXy CX. 



" X5 



THr XX. .X. XXe .X. ^„ OXy .He XXe V,X ^„ V,X ^„ c., 

30 

"e T^^ xeu .ys ^, ^ 

45 

lie ser x„„ xXe Se. Jr, XXe c„ Lou Leu Oy. VaX IXe Ser Leu 

60 

OXy L,u Phe Met Leu Leu Phe Pro aXy Thr Tyr =Xy ^sn Ser VaX 

80 

Leu Val Ser He Val Asn Val Val Tro Thr Ph« »n , 

J. vaj. Trp Thr Phe Ala Asn Asn Ser Ser 

^" 95 

-u T.P Ph, .hr ser Cys Leu Ser XXe Phe Tyr Leu Leu Ly, XX, Ma 

■^"^ 110 

*en XX, s.r HXs Pro Phe Phe Phe Trp Leu Ly, Leu Lys XXe Aan Lys 



816 



864 



912 
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Val Met Leu Ala He Leu Leu Gly Ser Phe Leu He Ser Leu He He 
•■■■3° 135 140 

Ser Val Pro Lys Asn Asp Asp Met Trp Tyr His Leu Phe Lys Val Ser 

150 155 j^gQ 

His Glu Glu Asn He Thr Trp Lys Phe Lys Val Ser Lys He Pro Gly 
165 170 175 

Thr Phe Lys Gin Leu Thr Leu Asn Leu Gly Val Met Val Pro Phe He 

185 190 

Leu Cys Leu He Ser Phe Phe Leu Leu Leu Phe Ser Leu Val Arg His 
195 200 205 

Thr Lys Gin He Arg Leu His Ala Thr Gly Phe Arg Asp Pro Ser Thr 

215 220 



Glu Ala His Met Arg Ala He Lys Ala Val He He Phe Leu Leu 



225 230 



Leu 



235 240 



Leu He Val Tyr Tyr Pro Val Phe Leu Val Met Thr Ser Ser Ala Leu 
245 250 255 

He Pro Gin Gly Lys Leu Val Leu Met He Gly Asp He Val Thr Val 
260 265 270 

He Phe Pro Ser Ser His Ser Phe He Leu He Met Gly Asn Ser Lys 
275 280 285 

^^'^ I'y^ Arg Phe Val Lys Cys Phe Leu 

290 295 300 

Arg Arg Arg Lys Pro Phe Val Pro 
305 310 



<210> 125 

<211> 924 

<212> DNA 

<213> homo sapiens 



<220> 

<221> CDS 

<222> (1)..(924) 

<220> 

<221> variation 

<222> (467).. (467) 
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<223> SNP 
<220> 

<221> variation 

<222> (521).. (521) 

<223> SNP 



<220> 

<221> variation 

<222> (691).. (691) 

<223> SNP 

<400> 125 

atg eta cgt gta gtg gaa ggc ate ttc att ttt gtt gta gtt aqt aaa 

Met Leu Arg Val Val Glu Gly He Phe lie Phe ?al ?al ?al sir llu 
^ 10 15 

Ser lal Phe III r""^ gta aae tgc 

Ser Val Phe Gly Val Leu Gly Asn Gly Phe He Gly Leu Val Asn Cys 

^° 25 30 

att gac tgt gcc aag aat aag tta tct acg att ggc ttt att etc ace 
He Asp Cys Ala Lys Asn Lys Leu Ser Thr He lly III xH Ten JSr 
•^3 40 45 

llv llu l^l r^^ tgg ata ata att aca gat 

Gly Leu Ala He Ser Arg He Phe Leu He Trp He He He Thr Asp 

55 60 

IV ata tat gcc tec ggt aae eta 

Gly Phe He Gin He Phe Ser Pro Asn He Tyr Ila Ser lly Leu 

^0 75 80 

^'^^ °aa tea agt atg 

He Glu Tyr He Ser Tyr Phe Trp Val He Gly Asn Gin Ser sL Me? 

85 90 95 

tgg ttt gcc acc age etc age ate ttc tat tte etg aag ata oca aat 
Trp Phe Ala Thr Ser Leu Ser He Phe Tyr Phe Leu lJs He III Asn 
100 105 110 

III til l^"" "^^^ age aga aca aat atg gtt 

Phe ser Asn Tyr He Phe Leu Trp Leu Lys Ser Arg Thr Asn Me? ?a£ 
115 120 125 

ctt ccc ttc atg ata gta ttc tta ett att tea teg tta ctt aat tti- 
Leu Pro Phe Met He Val Phe Leu Leu He Ser Se? ilu Leu ^n P^e 
130 135 

III Jvr He lit T^"" t" ^^t gac aca 

Ala Tyr He Ala Lys He Leu Asn Asp Tyr Lys Met Lys Asn Asp Thr 

150 155 

vll It^ tac ttt att aaa eag att 

Val Trp Asp Leu Asn Met Tyr Lys Ser Glu Tyr Phe He Lys Gin He 
165 170 175 

ttg eta aat etg gga gtc att tte ttc ttt aca eta tec eta att aca 
Leu Leu Asn Leu Gly Val He Phe Phe Phe Thr Leu Ser Leu He ?hr 
180 185 190 



48 



96 



144 



192 



240 



288 



336 



384 



432 



480 



528 



576 
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Ifs 'II lit III lit ^l - L-S ^1 IS SI 

200 205 

^2 ?s s 1- ?s m -^i tii tii 



gca atg aaa gtt ttg ata tct ttc ate ate etc ttt ato i-fr, = 4-4.4- 
Ma «et Lys V.1 .eu II, Ser Ph, IX, ill Hi lH 

235 240 



2*^5 280 285 

ttg agg gta ctg cag caa ttg aag tgc tgt gag aaa agg aaa aat etc 
Leu Arg Val Leu Gin Gin Leu Lys Cys C% 111 Lys Ar^ A^n Su 

295 300 



10 



15 



Ser val Phe Gly Val Leu Gly Asn Gly Phe He Gly Leu Val Asn Cys 
2° 25 30 

He Asp Cys Ala Lys Asn Lys Leu Ser Thr He Gly Phe He Leu Thr 
35 40 45 

Gly Leu Ala He Ser Arg He Phe Leu He Trp He He He Thr Asp 
^" 55 60 

Gly Phe He Gin He Phe Ser Pro Asn He Tyr Ala Ser Gly Asn Leu 

75 80 

He Glu Tyr He Ser Tyr Phe Trp Val He Gly Asn Gin Ser Ser Met 



672 



720 



ata ggc atg gcc ata gaa ata tea tat ttt set- cri-rr ^<^=» 
lie Gly M,t Ma Ue ilu II, s,r It's ^^l ?S ill S?g I" til t^s 
2<5 250 255 

2? 2s I? Ill in s2 s ?| ill £a ii: I'l ^i ?s III 
Ss I- ^i III III 111 s: IS tit III 111 lit IS - - 



912 



aga gtc aca tag 

Arg Val Thr 924 
305 

<210> 126 
<211> 307 
<212> PRT 
<213> homo sapiens 

<400> 126 

Met Leu Arg Val Val Glu Gly He Phe He Phe Val Val Val Ser Glu 
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85 90 95 



Trp Phe Ala Thr Ser Leu Ser He Phe Tyr Phe Leu Lys^Ile Ala Asn 

110 

Phe ser Asn Tyr He Phe Leu Trp Leu Lys Ser Arg Thr Asn Met Val 

125 

Le„ Pro Ph, M.t He Ph, L,u II, Ser Ser Leu Leu Asn Phe 

•"•^^ 140 

Ala Tyr He Ala Lys lie Leu Asn Asp Tyr Lys Met Lys Asn Asp Thr 

160 

val Trp Asp Leu Asn Met Tyr Lys Ser Glu Tyr Phe He Lys Gin He 



170 



175 



I.eu Leu Asn Leu Gly Val He Phe Phe Phe Thr Leu Ser Leu H^ Thr 

185 19Q 

Cys He Phe Leu He He Ser Leu Trp Arg His Asn Arg Gin Met Gin 

200 205 



ser Asn Val Thr Gly Leu Arg Asp Ser Asn Thr Glu Ala His Val Lys 

215 220 

^5 ""^^ lit Phe .He Leu Tyr Phe 

235 240 

lie Gly Met Ala He Glu He Ser Cys Phe Thr Val Arg Glu Asn Lys 

> 250 255 

Leu Leu Leu Met Phe Gly Met Thr Thr Thr Ala He Tyr Pro Trp Gly 



270 



His Ser Phe He Leu He Leu Gly Asn Ser Lys Leu Lys Gin Ala Ser 

280 285 

Leu Arg Val Leu Gin Gin Leu Lys Cys Cys Glu Lys Arg Lys Asn Leu 

295 3QQ 



Arg Val Thr 
305 



<210> 127 
<211> 924 



wo 2005/007891 

2ij/4^j PCT/US2004/019489 

<212> DNA 

<213> homo sapiens 



<220> 

<221> CDS 
<222> 



(1) . . (924) 



<220> 

<221> variation 

<222> (467).. (467) 

<223> SNP 



<220> 

<221> variation 

(521) . . (521) 
SNP 



<222> 
<223> 



<220> 

<221> variation 

(691)., (691) 
SNP 



<222> 
<223> 



<400> 127 

«ii t^i r,i p IX - lit lit ill III f.i - - 

^ 10 

?a ^Ai m z 111 III HI 15 Ml 111 in 111 

25 30 

'II Z m 17. til ^: iti ?s III It; - 
IS ^ tn III m '^i ^ III - III i% ^ - ?s IS 

60 ^ 

gga ttt 

Gly Phe 
65 



agt gag 
Ser Glu 
15 

aac tgc 
Asn Cys 



etc acc 
Leu Thr 



48 



96 



att gaa 
He Glu 



tgg ttt 
Trp Phe 



ttt tec 
Phe Ser 



ctt ccc 
Leu Pro 
130 



ata cag ata ttc tot cca aat ata ^;:»+- 4. 
lie Xle P., s.r P.o ^l lit Tyl fSl III |f, til 

'^^ 80 

til K III - - m til I- til - 

^° 95 

gcc acc age etc age ate ttc tat i-tr- r.*-^ » 

«a T.. se. .eu Se. Ue .J l^l lH ^ - - 

110 

tit in tiz j| m 51 III - ti 

■'■^^ 125 
lit V-J - - S 111 til -I - 



gca tac att gcg aag att ctt aat gat tat aaa atg aag aat gac aea 



144 



192 



240 



288 



336 



384 



432 



480 
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Ala Tyr lie Ala Lys He Leu Asn Asn T^,y t„» w ^ r 
145 ^sp Tyr Lys Met Lys Asn Asp Thr 

160 

gtc tgg gat etc aac atg tat aaa ani- ^= 4. 

VaX »3n Me? T,. iVr ^ lit ^ ^ IK ^ 

■'•''^ 175 

L'^ g; III III ttt ac. tec ct. ... 

180 ffl^ '^"^ Ser Leu He Thr 

190 

tgt att ttt tta ate att tec ctt » 

Cys He Phe Leu He He Ser Leu J?? caa 624 

195 i^nn ^""P ^5 His Asn Arg Gin Met Gin 

205 

Itt r ?:! ?S I?; - 1^ - ?S 15 lit - 

'^-^^ 220 
i SI K - - - 

S? S," S 25 S: - ^ ?s IS 

255 

22 22 2^ III s? ?s ?s s; ?r 

260 o« ^-"-^ Trp Gly 

270 

His Ser P^e Se ^eu He Jeu ^^c tet 

275 ^ III Ser Lys Leu Lys Gin Ila Ser 

285 

22 |J - IS 15 22 "I - IK SI - - - 

300 

aga gtc aca tag 

Arg Val Thr 904 
305 ^"^^ 

<210> 128 

<211> 307 

<212> PRT 

<213> homo sapiens 

<400> 128 

«et .e„ ^, vax V,. 01. oXy He Phe lie Ph. Val Val Val Se. Clu 

^° 15 

S.r val PHe Sly Val Leu Sly sly PH, lie sly .eu Val Aa„ Cya 

30 

*.P C„ «a Ly, Aa„ i,ya . ser .hr He Sly Phe He Le„ Thr 

At;. 



768 



816 



864 
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Gly Leu Ala He Ser Arg lie Phe Leu He Trp lie He He Thr Asp 



55 



60 



Gly Phe He Gin He Phe Ser Pro Asn He Tyr Ala Ser Gly Asn Leu 



70 



75 



80 



He Glu Tyr He Ser Tyr Phe Trp Val He Gly Asn Gin Ser Ser Met 
85 90 95 



Trp Phe Ala Thr Ser Leu Ser He Phe Tyr Phe Leu Lys He Ala Asn 
100 105 



110 



Phe Ser Asn Tyr He Phe Leu Trp Leu Lys Ser Arg Thr Asn Met Val 
-1-15 120 125 

Leu Pro Phe Met He Val Phe Leu Leu He Ser Ser Leu Leu Asn Phe 
130 135 140 



Ala Tyr He Ala Lys He Leu Asn Asp Tyr Lys Met Lys Asn Asp Thr 



150 



155 



160 



Val Trp Asp Leu Asn Met Tyr Lys Ser Glu Tyr Phe He Lys Gin He 
165 170 175 

Leu Leu Asn Leu Gly Val He Phe Phe Phe Thr Leu Ser Leu He Thr 
180 185 190 



Cys He Phe Leu He He Ser Leu Trp Arg His Asn Arg Gin Met Gin 
195 200 



205 



Ser Asn Val Thr Gly Leu Arg Asp Ser Asn Thr Glu Ala His Val Lys 



215 



220 



Ala Met Lys Val Leu He Pro Phe He He Leu Phe He Leu Tyr Phe 



230 



235 



240 



He Gly Met Ala He Glu He Ser Cys Phe Thr Val Arg Glu Asn Lys 
245 250 255 



Leu Leu Leu Met Phe Gly Met Thr Thr Thr Ala He Tyr Pro Trp Gly 



265 



270 



His Ser Phe He Leu He Leu Gly Asn Ser Lys Leu Lys Gin Ala Ser 
275 280 285 
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.e„ ^, vax aa„ J. ^„ 

300 

Arg Val Thr 
305 

<210> 129 
<211> 924 
<212> DNA 
<213> homo sapiens 

<220> 

<221> CDS 

<222> (1) (924) 

<220> 

<221> variation 
<222> (467).. (467) 

<220> 

<221> variation 
<222> (521)., (521) 

<220> 

<221> variation 
<222> (691).. (691) 

<400> 129 

: gta gtg gaa ggc ate ttc att t-t-f- ^.-^ 

48 



SI ill 0 IS IS - - - IS 

^2 ip - - - 1 ... ^ 

30 

- s.' |: s= - - - - a. 

45 

fii III lit s s -j: s - 

§ HI IS ^ - s L'J ?s ITr It H'. in ^i J- - 

80 

IK ?S ffi - - J. ,p .a 

is Sj 2: |£ ^ - I «j 

110 

ttt tec aac tac ata ttt etc i-rtn 4-4-^ 

rrt etc tgg ttg aag age aga aea aat atg gtt 334 
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480 



528 



576 



624 



Phe Ser Asn Tyr He Phe Leu Tro Leu T.r« q 

115 i ^^"^ Ser Arg Thr Asn Met Val 

125 

Leu To 22 Til m ^^a ctt aat ttt 432 

130 13? lie Ser Ser Leu Leu Asn Phe 

140 

111 Tyt III 51 til 1^ |«t tat «a at, aa, aat ,a= aca 
145 ^ 150 ^ Asn Asp Thr 

160 

?af 1% Z lit ^It I- 5- 12 IS lli - 

^'^^ 175 

Le^ a:^ III ITy ill l^l III f ^ 

180 fflt ^^'^ Leu Ser Leu He Thr 

190 

cys til IT. Ill s L': r r <=" 

195 9nn ^ ^ ^9 Gin Met Gin 

*^"" 205 

^2 1; ti ?s s; 1^ I- HI IK 1.1 ss - - 

, ^-^^ 220 

i «a s - - - .1= - ^^s: 
IS SI ^s: S - - - Z 

255 

S2 Si SI p - - - c=c gt 

265 270 

hS s:: ^s: ii: m r= 

275 '■S" '■ys Gin Ala Set 

285 

lli il SI SI li'^ - - - - aaa aat 



768 



816 



864 



aga gtc aca tag 

Arg Val Thr 924 
305 ^ 

<210> 130 

<211> 307 

<212> PRT 

<213> homo sapiens 

<400> 130 

«« L,„ val val Olu .ly 11, p,. j,, 

15 
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Ser Val Phe Gly Val Leu Gly Asn Gly Phe He Gly Leu Val Asn Cys 
20 25 30 

He Asp Cys Ala Lys Asn Lys Leu Ser Thr He Gly Phe He Leu Thr 
35 40 45 

Gly Leu Ala He Ser Arg He Phe Leu He Trp He He He Thr Asp 
50 55 60 

Gly Phe He Gin He Phe Ser Pro Asn He Tyr Ala Ser Gly Asn Leu 
65 70 75 80 

He Glu Tyr He Ser Tyr Phe Trp Val He Gly Asn Gin Ser Ser Met 
85 90 95 

Trp Phe Ala Thr Ser Leu Ser He Phe Tyr Phe Leu Lys He Ala Asn 
100 105 110 

Phe Ser Asn Tyr He Phe Leu Trp Leu Lys Ser Arg Thr Asn Met Val 
115 120 125 

Leu Pro Phe Met He Val Phe Leu Leu He Ser Ser Leu Leu Asn Phe 
130 135 140 

Ala Tyr He Ala Lys He Leu Asn Asp Tyr Lys Met Lys Asn Asp Thr 
145 150 155 160 

Val Trp Asp Leu Asn Met Tyr Lys Ser Glu Tyr Phe He Thr Gin He 
165 170 175 

Leu Leu Asn Leu Gly Val He Phe Phe Phe Thr Leu Ser Leu He Thr 
180 185 190 

Cys He Phe Leu He He Ser Leu Trp Arg His Asn Arg Gin Met Gin 
195 200 205 

Ser Asn Val Thr Gly Leu Arg Asp Ser Asn Thr Glu Ala His Val Lvs 
210 215 220 



Ala Met Lys Val Leu He Ser Phe He He Leu Phe He Leu Tvr Phe 
225 230 235 240 



He Gly Met Ala He Glu He Ser Cys Phe Thr Val Arg Glu Asn Lys 
245 250 255 
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Leu Leu Leu Met Phe Gly Met Thr Thr Thr Ala He Tyr Pro Trp Gly 

260 265 270 \ 

His Ser Phe He Leu He Leu Gly Asn Ser Lys Leu Lys Gin Ala Ser 
275 280 285 

Leu Arg Val Leu Gin Gin Leu Lys Cys Cys Glu Lys Arg Lys Asn Leu 
290 295 300 

Arg Val Thr 
305 

<210> 131 
<211> 924 
<212> DNA 
<213> homo sapiens 

<220> 

<221> CDS 

<222> (1)..(924) 

<220> 

<221> variation 

<222> (467) . . (467) 

<223> SNP 

<220> 

<221> variation 

<222> (521) • , (521) 

<223> SNP 

<220> 

<221> variation 

<222> (691) . . (691) 

<223> SNP 

<400> 131 

atg eta egt gta gtg gaa ggc ate ttc att ttt gtt gta gtt agt gag 48 

Met Leu Arg Val Val Glu Gly He Phe He Phe Val Val Val Ser Glu 

15 10 15 

tea gtg ttt ggg gtt ttg ggg aat gga ttt att gga ctt gta aae tge 96 
Ser Val Phe Gly Val Leu Gly Asn Gly Phe He Gly Leu Val Asn Cys 
20 25 30 

att gac tgt gcc aag aat aag tta tct acg att ggc ttt att etc ace 144 
He Asp Cys Ala Lys Asn Lys Leu Ser Thr He Gly Phe He Leu Thr 
35 40 45 

ggc tta get att tea aga att ttt ctg ata tgg ata ata att aca gat 192 
Gly Leu Ala He Ser Arg He Phe Leu He Trp He He He Thr Asp 
50 55 60 



gga ttt ata eag ata ttc tct cea aat ata tat gcc tec ggt aae eta 240 
Gly Phe He Gin He Phe Ser Pro Asn He Tyr Ala Ser Gly Asn Leu 



65 



WO 2005/007891 PCT/US2004/019489 

224/447 



70 



75 



80 



'^l til IS 1^ til lit lit IS t- - lit 2S 



336 



384 



432 



480 



528 



III lit III 12 m ti III - r ii: lit til t^i 

85 90 95 

tgg ttt gcc acc age etc aqc ate ttr 4-*.-, 4. 

T.P PHe a,, .eu sL xll ^ J'^ ^2 III lit L'J 

105 110 

ttt tec aac tac ata ttt ot-r^ irrr, 4-4-_ 

Phe Ser Asn Tyr ?le Phe Leu So III ^^t 
115 To« ^ ''^^ Asn Met Val 

120 125 

21 |o si v^! 1- 1- lit I- - - - 

■■•35 14Q 

III ^yr iJe Sa Lvl l^e aca 
145 ^^'^ I-ys Thr Lys Asn Lp Thr 

155 IgO 

r^i LI z:: j| K J- s= 11^ III i-r it^ III tit iii til 

170 175 

2: L'^ 2^ IS Ill III III ^^l tit - 

185 190 
C?s S: ?J= - 1^ - - S= 

.'2 ?S S; S| IS IK 1.-' 51 

215 220 

i III S I- '.^^ til til - - - III 

235 240 

III IS s:? SI IS - - III - - r.? IS 1- 

250 255 

22 S2 Si IS ?SJ ;s S SI SI III til m m 



624 



672 



720 



768 



SI lit ^ til IXt til S: IS L'l sS SI SI lit SI 11^ 

280 285 



912 



aga gtc aca tag 

Arg Val Thr 924 
305 
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<210> 132 

<211> 307 

<212> PRT 

<213> homo sapiens 



<400> 132 

Met Leu val v,l .lu Oly Xle Phe „e Phe Val Val VaX Ser cl„ 



10 15 



Se. val Phe oly Val ^„ „^ 

30 

"e Aap Cy, «a z,ys As„ Ly, .e„ Ser Thr IXe Gly Phe He Leu Thr 

45 

Gly Leu Ala He Ser Ara He Pho n ™ 

50 "® ^^'^ lie Trp He He He Thr Asp 

60 *^ 

-y Ph, XI, cm lie PHe se. P.o As„ xie Tyx «a Ser OXy Leu 

'5 80 

lie Glu Tyr He Ser Tyr Phe Trn Vai r^-, , 

85 ^ 11^ Gl-^ Ser Ser Met 

^" 95 

Trp Phe «, TJ. 3e. Leu Ser lie Ph, ryr Phe Leu Lye Xle «la 

•^"^ 110 

Phe ser M„ Tyr XI, Ph, Leu Trp Leu Lya Ser Thr Aa„ Met Val 

125 

^eu Pro Phe Met XI, Val Phe Leu Leu Xle Ser Ser Leu Leu ;.sn Phe 

Tyr lie Ala Lys lie Leu Aa„ a,p Tyr Lys Thr Lys As„ Asp Thr 

160 

Val Trp ASP Leu A,„ Met Tyr Lys Ser olu Tyr Ph. XI, Lys Cl„ XI, 

175 

Leu Leu As„ Leu .ly Val xle Phe Ph. Phe Thr Leu Ser Leu xle Thr 

190 

Cys He Phe Leu He He Ser Leu Tro Arci in = a 
195 

onn Arg Gin Met Gin 



205 
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Ser Asn Val Thr Gly Leu Arg Asp Ser Asn Thr Glu Ala His Val Lys 

220 

Ala Met Lys Val Leu lie Ser Phe He He Leu Phe He Leu Tyr Phe 

235 240 

lie Gly Met Ala lie Glu He Ser Cys Phe Thr Val Arg Glu Asn Lys 

250 255 

Leu Leu Leu Met Phe Gly Met Thr Thr Thr Ala He Tyr, Pro Trp Gly 



270 



His ser Phe He Leu He Leu Gly Asn Ser Lys Leu Lys Gin Ala Ser 

280 285 

Leu Arg Val Leu Gin Gin Leu Lys Cys Cys Glu Lys Arg Lys Asn Leu 



300 



Arg Val Thr 
305 



<210> 133 

<211> 912 

<212> DNA 

<213> homo sapiens 

<220> 

<221> CDS 

<222> (1) (912) 

<220> 

<221> variation 

<222> (776) (776) 

<223> SNP 

<400> 133 



ill IS III 22 IS III III - ?£ - til III s: is 

^ 10 15 

Phe He ill r?" l^"" t"^ ^^a gta ctg ate aac tgc 

Phe He He Gly Asn Leu Ser Asn Gly Phe He Val Leu He Asn Cys 

2^ 30 

Is- III III I- - - 22 lit iTr m I- 

40 45 

III ^i i^i m III - p III III III iz sx III ixi f.i 

55 60 
agt tgg ttt tta get ctg cat tat eta gcc ata ttt gtg tct gga aca 



48 



96 



144 



192 



240 



384 



432 



480 



WO 2005/007891 

22^144^^ PCT/US2004/019489 

Ser Trp Phe Leu Ala Leu His Tyr Leu Ala He Phe Val Ser Gly Thr 

75 80 

L'^ S: III - - - - =a= J. .a 

90 95 

etc tgg ctt get aca ate ttc aac ate 4.=+- 4-4. 

Leu Trp L,„ Thr II. Phe x^^ HI '/yl '^l 2S III £1 

105 110 
agt ttc tct age act get ttt etr i-a*- 4-4-^ 

ser Phe Ser Ser .r.o L. P^^ . - J- - - eja 

125 

S! £? S S2 .3 IS ?s ^j: - - - 

135 140 

22 IS ?!e g - 51 - J- ..t .e 

L'^ L'S ?S ?S J| - - - ill - - £^ ac, 

^"^0 175 

s,=? ^ HI ?S s:? ?S SI - s s ?S 

185 190 

gtg gcc ttc ate tct ttt etc ctq tta att ttr- i-or. ^4- 
Val ^ Phe zxe Ser Phe .eu JeS L'^ III III |K „^"^ 

200 205 

oS Kl IS g III Se 1?^ I- tit ill ?S 

220 

i hS ?s s S2 s= 'j: - - 

235 240 

S III III ^ 2: ?S J- III I- IS S2 

250 255 

'.'^ ?| ill til I- SI 2^ - IS ?s ?n IS r.i III 

265 270 

^er til |J IS ill 2^ 21 2: 15 '^l - 2: 

280 285 

IS III 2^ 22 g 12 - - 1- - - - 



624 



672 



720 



768 



816 



864 



<210> 134 



wo 2005/007891 

228/447 PCT/US2004/019489 

<211> 303 
<212> PRT 
<213> homo sapiens 

<400> 134 

Met Glu Ser Ala Leu Pro Qo** ti 

^ Leu Pro Ser He Phe Thr Leu Val He He Ala Glu 

15 

ne XU .J, ^„ 

30 

v., .,3 ^„ 3„ ^^.^ 

45 

He He Leu Ala lie Ser Arri xio m r 

50 ^ "^^'^ Gly Leu He Trp Glu He Leu Val 

60 

T.P „3 

80 

..u ^, Xle H« xxe P.e S« 3e. ^„ ..e ^„ 

^" 95 

Leu Trp Leu Ala Thr He Phe Ser ti« dk ™ 

100 "^""^ Leu Leu Lys He Ala 



uo 



Ser Phe Ser Ser Pro Ai;* pk^ 

H5 " ^"^ Ttp ar| Val Aan Ly, 



Val Xle ^„ „et XXe ox, ^„ 

Jju XI, oxn Xle .s„ XXe .,3 , ..u ;Up 

160 

Arg Asn Thr Thr Trp Asn Phe Ser Met Ser Aan p>. 

165 ^ Gl« Thr Phe Ser 

^'^ 175 

Val Ser Val Lys Phe Thr Met Thr Mat Pho q t 

180 '^'^ Ser Leu Thr Pro Phe Thr 



Va. Ala Phe He Ser Phe Leu Leu Leu He Phe Ser Leu Cl„ Lys His 

205 

^eu «ln Met Gl„ ^« j^n Ty. .y, «xy ;^p p,, 
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Lys Val His Thr Asn Ala Leu Lya lie Val He Ser Phe Leu Leu Phe 



235 



Tyr Ala Ser Phe Phe Leu Cys Val Leu lie Ser Trp He Ser 



250 



240 



Glu Leu 
255 



Tyr Gin Asn Thr Val He Tyr Met Leu Cys Glu Thr He Gly Val Phe 

265 270 



Ser Pro Ser Ser His Ser Phe Leu Leu He Leu 



275 



280 



Gly Asn Ala Lys Leu 
285 



Arg Gin Ala Phe Leu Leu. Val Ala Ala Lys Val Trp Ala Lys Arg 

300 



<210> 135 

<211> 912 

<212> DNA 

<213> homo sapiens 



<220> 

<221> CDS 

<222> (1)..(912) 

<220> 

<221> variation 

<222> (776) (776) 

<223> SNP 



<400> 135 



M^i s: III III lit - - 2^ ti 111 til IS III 

^ 10 15 

Phe Se ^^t r?^ ^tt ata gta ctg ate aac tgc 

Phe He He Gly Asn Leu Ser Asn Gly Phe He Val Leu He A^n lys 



48 



96 



c etc 144 



Se Isp So vTl III ^"^^ aaa etc etc 

xxe Asp Trp Val Ser Lys Arg Glu Leu Ser Ser Val Asp Lys Leu Leu 

40 45 

ill III n: III j?^ Ill III 111 III til III i^ 

55 60 

g t^l ':ll fll I- til III III til - -I -0 

^° 75 80 

15 ill s?; Ill Ill til - - - - - lit lit - 

«5 90 95 



wo 2005/007891 PCT/US2004/019489 

230/447 

etc tgg ctt get aca ate ttc age ate ttt ta+- ^4-^ ^ 

Le» irp Leo Ala Thr II, ^ sL tit 2u Sy' ^L' I^I 

105 2.10 
agt tte tet age ect qret ttt ctn -ha^- 4-4-^ ^« 

Ser Ph, sej sL lit III -J^ til - - 38. 

^2^0 125 

SI s: i?j ?s -.si - - - - 

135 140 

III I- ill s? s SI z - - - -0 

155 



160 

aga aac aca act tgg aat ttc agt atg agt gac ttt aaa aca i-i-i- 
Arg Asn Thr Thr Trp Asn Phe Ser Me? sir Lp pJe 11^ ?S 

170 175 

^2 111 til ?S ?S SI 1£ S- ?s IS ^S ?S 

185 19Q 



gtg gee tte ate tet ttt etc ctq tta att t-^o -hr.^ ^4-^ 
VaX Ala PHe lla Ser Ph, La„ L,S Si iS 'pS Sr S^ Syl SS 

200 205 

s: |i SI SI 111 SI SI iTr II' SI III m pS ?ii 

215 220 

aag gtc cat aca aat gcc ttg aaa att gtg ate tea tto ni-^ 4-*- 

g| Val His Thr Aan «a .eu Ly, He ?a? Si Si Si SI Si Si 

235 240 

tat get agt ttc ttt eta tgt qtt etc ata i-rrrr =.4-4- 4. 

Tyr «a ser Phe Phe Leu c% ?.l Si Si Si L'? SI SI 111 Si 

250 255 

IT. SI SI |i S? SI JJI SI SI tf. III ?S SI gy Si= SI 

265 270 

SI pS si KI si si si si si si si is si si I- SI 

'^'^ 280 285 

III |l SI SI SI SI ?ll fit S III tl 1% SI ni SI 



<210> 136 

<211> 303 

<212> PRT 

<213> homo sapiens 

<400> 136 

Met Glu ser Ala Leu Pro Ser He Phe Thr Leu Val He He Ala Glu 



528 



576 



624 



672 



720 



768 



816 



864 



912 
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15 



Phe lie lie Gly Asn Leu Ser Asa Gly Phe He Val Leu He Asn Cys 



25 



30 



He Asp Trp Val Ser Lys Arg Glu Leu Ser Ser Val Asp Lys Leu Leu 



40 



45 



He lie Leu Ala He Ser Arg He Gly Leu He Trp Glu He Leu Val 



55 



60 



ser Trp Phe Leu Ala Leu His Tyr Leu Ala He Phe Val Ser Gly 



75 



Thr 
80 



Gly Leu Arg He Met He Phe Ser Trp He Val Ser Asn His Phe Asn 



90 



95 



Leu Trp Leu Ala Thr He Phe Ser He Phe Tyr Leu Leu Lys He Ala 



105 



110 



Ser Phe Ser Ser Pro Ala Phe Leu Tyr Leu Lys Trp Arg Val Asn Lys 



125 



val He Leu Met He Leu Leu Gly Thr Leu Val Phe Leu Phe Leu Asn 



135 



140 



Leu He Gin He Asn Met His He Lys Asp Trp Leu Asp Arg Tyr 



155 



Glu 
160 



Arg Asn Thr Thr Trp Asn Phe Ser Met Ser Asp Phe Glu Thr Phe Ser 



170 



175 



Val Ser Val Lys Phe Thr Met Thr Met Phe Ser Leu Thr Pro Phe Thr 



185 



190 



Val Ala Phe He Ser Phe Leu Leu Leu He Phe Ser Leu Gin Lys His 



200 



205 



Leu Gin Lys Met Gin Leu Asn Tyr Lys Gly His Arg Asp Pro Arg Thr 

215 220 



Lys Val His Thr Asn Ala Leu Lys He Val He Ser 



225 



230 



235 



Phe Leu Leu Phe 
240 



Tyr Ala Ser Phe Phe Leu Cys Val Leu He Ser Trp He Ser 
245 250 



Glu Leu 
255 
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Tyr cm se. ™. va. IXe , 

265 270 



Ser Pro Ser Ser His Ser Phe Leu Leu 



275 



280 



He Leu Gly Asn Ala Lys Leu 
285 



Arg Gin Ala Phe Leu Leu Val Ala ai^ t „ . 

290 295 ^""p 



300 



<210> 137 

<211> 954 

<212> DNA 

<213> homo sapiens 



<220> 

<221> CDS 

<222> (1) (954) 

<220> 

<221> variation 

<222> (256) (256) 

<223> SNP 

<220> 

<221> variation 

<222> (589) (589) 

<223> SNP 



<400> 137 



IS IS ti ly, tit tit - ?p - - a. 
IS - If; |£ ;i - 1 

30 

ill z; tit m til SI si iii 
?s |- s s: |i s^ IS 22 SJ: ill It: IS 

60 ^ 

f J?.' V-! I- a z lit iL' til iti IS ?s IX 

80 

lit ^l LI - - ?s v-f tit Ill IS 

^° 95 
gtc tgg tta get aca ggc etc gqt act i-i-i- = 4-4.*. ^ 
V.1 L,„ Ma Thr Oly ^„ HI lH SS IJf S^ lit 



48 



96 



144 



192 



240 



288 



336 
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100 lAC 

105 



aat ttt tct aac tct att ttt ctn -H^^r. ^^-i-, 
*3„ PHo se. ^r, s« ..e £ tl J^? tl SI 1?J ?2 

120 125 

ti ?:! 1^ ti ^ ?s ^e? 

130 i« Leu Phe Leu Asn 

140 

?n SI Se IS T r ?f 

145 150 Gly Tyr Arg 

'^l I- ?s |i - - - - £ 21 2; - ttt 

170 175 

sS 2^ III - s ?s s ^s: iii t;i ^^i ?s - 

185 190 

'^l III .3 S ^S^. SI SI SI ^Sl - - - 

200 205 

51 XI mI? si si ?£ si III I- 1?' SI III ?|| 



i SI SI 11; sj v3 SI IS - ir. ?2 ^ji s: si 

235 240 



432 



480 



528 



672 



720 



768 



SI III III III SI III III ^Jl - IT. tl I- ill in ill L'J 

250 255 

SI IS SI jii SI SI III III III SI V-! «ii IS SI K 

265 270 

?S lll'l SI SI SI ?S SI SI SI IS ni SI SI SI 

280 285 

si|iLisis?i!Sisniisis??si«:?^iisis^ 

300 

IS SI ^11 \Z IS SI SI IS ^S L'l SI L=l III 



816 



8 64 



912 



305 310 



<210> 138 

<211> 317 

<212> PRT 

<213> homo sapiens 



<400> 138 
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Met ... V,. xle .y, Se. XX. „^ 

15 

Ph, XXe xxe CX. ^„ ,xy ^„ , 

30 



He Asp Trp Val Lys Glv Aro Two ti 

3^ y Gly Arg Lys He Ser Ser Val Asp Arg He Leu 

45 

Thr Ala Leu Ala 11& q^r^ n,.^ ti 

5^ lie Ser Arg He Ser Leu Val Trp Leu He Phe Gly 

60 

ser xrp Cys Val Ser Val P.e P.e Pro Leu P.e Ala Thr oXu L.s 

80 

Met Phe Arg Met Leu Thr Asn He Trp Thr Val n« a u- 

85 ^ Ser 

95 

Val Trp Leu Ala Thr Gly Leu Gly Thr Phe Tvr Ph« t t 

100 ^ ^ lie Ala 

■^"^ 110 

Asn .H, s,r ^„ ser Xle .he Xju Ty. x.u ^.,s Trp vaX .y. 

V.1 V,x VaX vaX ^ 3er VaX P.e p., .eu 

■^^^ 140 

JJI Ma .au XX, ^„ xxa H.a XXe ^„ ^a Sej XXe ^„ cx. ^, 

160 

»r, »a„ Th. cya Se. Se. Se, aer P.e Th. Se. 

175 

ser Leu XX. VaX .e„ Ser Thr VaX PKa xXe Ph, XXe Pro Phe .hr 

190 

Leu s,r jeu ^a ^ 

-^"^ 205 

Lva «et 0X„ Hi, Thr VaX Xy, XX, Ser .X, s,r Thr 

^-^^ 220 

jy| M, His Ar, cxy v.x .ya Ser VaX iXe Thr Phe Ph, Leu Leu Tyr 



"5 240 
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Ala lie Phe Ser Leu Ser Phe Phe He Ser Val Trp Thr Ser Glu Arg 

250 255 

Leu Glu Glu Asn Leu He He Leu Ser Gin Val Met Gly Met Ala Tyr 

265 270 

Pro ser Cys His Ser Cys Val Leu He Leu Gly Asn Lys Lys Leu Arg 



280 285 



Gin Ala Ser Leu Ser Val Leu Leu Trp Leu Arg Tyr Met Phe Lys Asp 
1 300 

Gly Glu Pro Ser Gly His Lys Glu Phe Arg Glu Ser Ser 



<210> 139 

<211> 954 

<212> DNA 

<213> homo sapiens 



310 



315 



<220> 

<221> CDS 

<222> (1) (954) 

<220> 

<221> variation 

<222> (256) (256) 

<223> SNP 



<220> 

<221> variation 

<222> (589)., (589) 

<223> SNP 



<400> 139 



SI Z If. ll: III til ?S - - - ill - « 

^ 10 15 

S III ip lil 111 '^l ^^t lit S |f - - - 

z; ?p III SI in - - III IT. I- ?s li k iit 25 



act get ttg gca ate tct cga att age ctg gtt taa tta rr 
Thr Ala Leu Ala He Ser Arg He str Le^ ?a^ Le^ H^ Ph^ £J 

35 60 



age tgg tgt gtg tct gtg ttt ttc oca get tta ttt =,,4- 
ser T.P cys Val Ser Val Ph, Phe Pro Sa Su pS ?S S* ^Js 



'0 " 80 



144 



192 



240 
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288 
336 



432 



480 



atg ttc aga atg ctt act a^ii- *. 
Met P.e Me. .eu ... ill ^ lit 

vTl J?? IS IS IS ?S it' -a gee 

100 ^ Phe Leu Lys He Ala 

110 

aac tot att ttt cf- 
s„ se. XX. ..e .e^ Tyt || - 38. 

fax' 2? 2^ 2S ?S f ? - 

130 135 ^^-^ Ser Val Phe Leu Phe Leu Asn 

140 

att gca ctg ata aac ate cat at-^. 
lie Ala Leu He Asn He Sis Til A^^ Hi 

145 3^5Q « Asn Ala Ser He Asn Gly Tyr Arg 

160 

ti: ;s til IS l's too 

165 ^ Thr Arg Phe Ser 

175 

sfr 2^ L2 2u ?S ?S Itt ill III r 

180 Tpc ® Phe Thr 

190 

2^ tli Hi ?:! ^2 2^ 2; 2S r r= 

195 200 ^® ^^'^ Trp Lys His 

"^"^ 205 

S« I? JJI 0^' g I- - I- .=e ■ 

^■^^ 220 

§ SI I?- lit til r.i ill ?s It" It" 

225 230 ,5 ® Tyr 

240 

gcc att ttc tct ctg tct ttl- =4- 4. 

- XX. P.e se. .e^ se^ J2 S I" - - '^^ 

255 

ttg gag gaa aat eta att att oi-t- *■ 

cxu ox„ xxe 2^ Ix- J,'! gj ^el 12 

"^^^ 270 

S SL= - ?S S x2 2S IS r SI 51 21 

285 

cag gcc tct ctg tea ata eta nf-rr 4. 4. 

Gin Ala Ser Leu Ser Val Leu Leu III t ^ ''^^ ^at 

290 295 ^ Lys Asp 

ggg gag ccc tea ggt cac aaa rr=.= 4-4-4. 

.xu se. c% £ SJI 2: 2- III 



576 



624 



720 



768 



816 



864 



912 
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<210> 140 
<211> 317 
<212> PRT 
<213> homo sapiens 

<400> 140 

«et =ly Gly Val lie I,y, ser He Phe Th. Phe ,al Lou IXe v.l Glu 

^° 15 



Phe II, XI. aiy A3„ «y ;u„ Ser Ph, He Ala L,u V.I »a„ Cy, 

30 

He ASP Trp val Ly, Gly Ar, Jya IX, ser Se. vaX Asp Ar, IX, Leu 

45 

Thr Ala Leu Ala He Ser Arg He Ser Leu Val Trp Leu He Phe Gly 

ser Trp Cy, Val Ser Val Phe Phe Pro Ala !,,„ Ph, Ala Thr GXu Lys 

80 

Met Phe Arg Met Leu Thr A.n He Trp Thr Val He Asn His Phe Ser 

90 95 

val Trp L,u Ala Thr Gly Leu Gly Thr Phe Tyr Pho Leu Lya II, Ala 

105 23^Q 

*en Ph, ser Aon Ser II, Ph, L,u Tyr Leu Ly, Trp Ar, Val Lys Lys 

•^20 125 

Val Val Leu Val Leu Leu Leu Val Thr q^s.r- \7=i ok t 

130 i-^c ^ ^evi Phe Leu Asn 

140 

lie Ala Leu He Asn He His He Asn Ala Ser He Asn Gly Tyr Arg 

160 

Arg Asn Lys Thr Cys Ser Ser Asp Ser Ser Asn Phe Thr Arg Phe Ser 

^''O 175 

ser Leu He Val Leu Thr Ser Thr Val Phe He Phe He Pro Phe Thr 

185 

Leu ser Leu Ala Val Ph, Leu L,u Leu II, Ph. s,r Met Trp Ly, Hi, 



200 205 



Arg Lys Lys Met Gin His Thr Val Lys He Ser Gly Asp 



- — "'^t' Ala Ser Thr 
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Lys Ala His Arg Gly Val l,ys Ser Vai He Thr Phe Phe Leu Leu Tyr 

235 240 

Ala lie Phe Ser Leu Ser Phe Phe He Ser Val Trp Thr Ser Glu Arg 

250 255 

Leu Glu Glu Asn Leu He He Leu Ser Gin Val Met Gly Met Ala Tyr 



265 270 



Pro ser Cy, His Se. Cys Val Le„ lie Leu si, A,„ Ly, Lya Leu Ar, 

285 

Gin Ala Ser Leu Ser Val Leu Leu Trp Leu Arg Tyr Met Phe Lys Asp 



300 



Gly Glu Pro ser Gly His Lys Glu Phe Arg Glu Ser Ser 



315 



<210> 141 

<211> 954 

<212> DNA 

<213> homo sapiens 

<220> 

<221> CDS 

<222> (1) (954) 

<220> 

<221> variation 

<222> (256).. (256) 

<223> SNP 

<220> 

<221> variation 

<222> (589) . . (589) 

<223> SNP 

<400> 141 



ii- IS Ill iti '^i ?s ^^i - - - - - 

10 

til til til |j -I til ni z lii s III 2; ?:! - 

30 

n; SI m is t^i tit iv. is ^ii li tii 

^0 45 

?s 111 ii- - - - - - til SI ii: ti: ttt IS 



48 



96 



144 



192 
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50 55 

60 

age tgg tgt gtg tct gtg ttt ttc cca get tta thi- nr-r. . ^ ' 

Ser Trp 0,, Val s,r v,l P^e Phe ^ lH Jja a,o 

SI '^l Jl^ S L^^ ?S SI '.J: is - 

95 

gtc tgg tta get aca ggc etc got act ti-i- 1-^4. 4-+.+. 4- 
V.1 Trp .eu M. Th. CXy .eu I!, HI lit 111 

110 

'^l iti ti: I- III - III tit z fi fi I- SI - 

tl 'il fl tl I- ^ ill ?S S° S - - 

•^^^ 140 

Hi s: 22 'II til ^i - - til I- s IS j;: 

160 

'^l SI ?S ^ Ifr III Z 11: III Z - S 11:1 lit - 

170 2.75 

ill ill III -I ill - - - ^ 

190 

se- S2 S? -1 2S - SS „=S 

205 

2^ SI SI III III IT. ill sj III III IS 11° r 

210 01c ^ ^-^y Asp Ala Ser Thr 

-^15 220 

i m IS ?2 K 3- ;a s= III III - - 2s i- 

235 240 
gcc att ttc tct ctg tct ttt ttc ata ^4-4. 4- 

Ala Xle P.e Se. .e^ ... p^e ill l?, ?S IS 

255 

IS IS 2: s: 111 ^ IS SI IS SI s 

S III ^ SI IS ill SI ?S Si IS SI SI SI Hi LS 

^bU 285 

2S in SI IS vS! SJ SI I- SI S? SI IS SI S| - 



624 



672 



720 



768 



816 
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ggg gag ccc tea ggt cac aaa gaa ttt aaa rraa t-r.^ 
Gly Glu Pro Ser Gly His Lys llu Hi A?g IS sS S^^ 

310 315 



<210> 142 

<211> 317 

<212> PRT 

<213> homo sapiens 



<400> 142 

Met Gly Gly Val lie Lys Ser He Phe Thr Phe Val Leu He Val Glu 



10 15 



Phe He He Gly Asn Leu Gly Asn Ser Phe He Ala Leu Val Asn Cys 

25 30 

He Aap Trp Val Lys Gly Arg Lys He Ser Ser Val Asp Arg He Leu 

40 45 

Thr Ala Leu Ala He Ser Arg He Ser Leu Val Trp Leu He Phe Gly 



60 



ser Trp Cys Val Ser Val Phe Phe Pro Ala Leu Phe Ala Thr Glu Lys 

"^5 80 

Met Phe Arg Met Leu Ala Asn He Trp Thr Val He Asn His Phe Ser' 



95 



Val Trp Leu Ala Thr Gly Leu Gly Thr Phe Tyr Phe Leu Lys He Ala 

105 110 

Asn Phe ser Asn Ser He Phe Leu Tyr Leu Lys Trp Arg Val Lys Lys 
115 120 125 " ' 

Val Val Leu Val Leu Leu Leu Val Thr Ser Val Phe Leu Phe Leu Asn 
lie Ala Leu He Asn He His He Asn Ala Ser He Asn Gly Tyr Arg 



150 155 



Arg Asn Lys Thr Cys Ser Ser Asp Ser Ser Asn Phe Thr Arg Phe 



165 170 



160 



Ser 



175 



Ser Leu He Val Leu Thr Ser Thr Val Phe He Phe He Pro Phe Thr 
180 185 190 



wo 2005/007891 

PCT/US2004/019489 

241/447 



Le. ser Lou Met Ph. Leu Leu Leu He Phe Ser «et Trp Lya Hi, 

205 

Arg Lys Lys Met Gin His Thr Vai t«« n « 

210 Ser Gly Asp Ala Ser Thr 

^•^-^ 220 

Lys Ala His Arg Gly Val Lvs S^t- v=»i xi 

225 ^ 230 ^^"^ Tyr 

240 

Al. II, Phe Se. Leu ae. PKe Phe He Ser Val Trp Thr Ser Glu Arg 

250 255 

Leu Glu Glu Leu He He Leu Ser Gl„ Val «et Oly «et Ma Tyr 

265 270 

Pro ser Oya His Ser Cya Val Leu He Leu 31y .s„ Lya Lya Leu *r, 

285 

Gin Ala ser Leu Ser Val Leu Leu Trp Leu Ar, Tyr «et Phe Lys »ap 

300 

Gly Glu Pro ser Gly His Lys Glu Phe Arg Glu Ser Ser 



310 



<210> 143 

<211> 876 

<212> DNA 

<213> homo sapiens 



<220> 

<221> CDS 

<222> (1)..{876) 

<220> 

<221> variation 
<222> (301).. (301) 

<223> SNP 

<220> 

<221> variation 
<222> (481).. (481) 

<223> SNP 

<220> 

<221> variation 

<222> (516).. (516) 

<223> SNP 

<220> 

<221> variation 

<222> (665).. (665) 

<223> SNP 
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<400> 143 



S ^ tl ?S III 'pS Ill III III fj - 

IS 111 ?s IS IP ?n ?ll tit It - 



25 



30 



III S III 111 III SI IS S," Hi III 

■'^ 40 45 

etc ate age ctg ggc ate tct cgc ttc tgt eta cag tgq qca tea ^i-r. 
Leu lie ser Leu Gly He Ser Arg Phe Cys Leu Gin s^r Me? 

|2 '^l L'S III III III - 1- ill 111 lit -I 



120 125 



180 185 



190 



'^i III II ?s III til I,- - - ?s "f IS Se III 

200 205 

cat cat age act ggt oac tgc aat cca age atg aaa gca cac ttr- ^r-v 
His Hxs ser Thr Gly His Cys Asn Pro Ser Met Lys 12 Ss III ?hr 



gee ctg agg tec ctt gee gte tta ttt att gtg ttt acc tct tac ttt 
Ala Leu Arg Ser Leu Ala Val Leu Phe He Val Phe Thr Ser Tyr III 

230 235 240 



48 



96 



144 



192 



240 



111 ?S III ?S 1% III 111 - - - ?s - - ^= 

85 90 95 

age ttg ctt acc gtg ttc tac tgc ate aag gtc tct tct ttc aco cat 
Ser Leu Leu Thr Val Phe Tyr Cys He Lys ?al Ser Ser Ph^ ?Sr Ss 
100 105 j^^Q 

H^l IV ^tt ttg agg ttg ttt ccc taa -^iRa 

Hxs He Phe Leu Trp Leu Arg Trp Arg He LeS A^g Leu P^e Pro Jrp 



288 



336 



432 



ata tta ctg ggt tct ctg atg att act tgt gta aca ate ate cct tea 
lie Leu Leu Gly Ser Leu Met He Thr Cys ?al Thr He He Pro Ser 
•^■3" 135 140 

g 111 III ^i III s III III III ti: - ?s til 12 s zi "° 

155 160 

?ri til III ?s r,i ?s fi; III III IK m 111 IS III 

165 170 

11° Sf^ ^""^ ttg gtt att cct ttc ate eta ttc 

Gin Phe Gin Ala His Thr Val Ala Leu Val He Pro Phe He LeS P^^ 



624 



672 



720 
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?s til 2s ?s III lit m -I III 51 iti z 

250 255 

'.s |j IS £^ iti I- 111 lit lit - - 

265 270 

s° ?s IT. Ill s^? ^2 1- - s ?s til III ii: 

280 285 

gga aag tgc tag 

Gly Lys Cys 87 6 

290 

<210> 144 

<211> 291 

<212> PRT 

<213> homo sapiens 

<400> 144 

Met lie Pro He Gin Leu Thr Val Phe Phe Met He He Tyr Val Leu 
^ 10 15 

Glu Ser Leu Thr He He Val Gin Ser Ser Leu He Val Ala Val Leu 
^° 25 30 

Gly Arg Glu Trp Leu Gin Val Arg Arg Leu Met Pro Val Asp Met He 

40 45 

Leu He Ser Leu Gly He Ser Arg Phe Cys Leu Gin Trp Ala Ser Met 

55 60 

Leu Asn Asn Phe Cys Ser Tyr Phe Asn Leu Asn Tyr Val Leu Cys Asn 

75 3Q 

Leu Thr He Thr Trp Glu Phe Phe Asn He Leu Thr Phe Trp Leu Asn 
85 90 95 

Ser Leu Leu Thr Val Phe Tyr Cys He Lys Val Ser Ser Phe Thr Hi 



100 105 



His 
110 



His He Phe Leu Trp Leu Arg Trp Arg He Leu Arg Leu Phe Pro Trp 
115 120 125 

He Leu Leu Gly Ser Leu Met He Thr Cys Val Thr He He Pro Ser 

135 140 
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Ala He Gly Asn Tyr He Gin He Gin Leu Leu Thr Met Glu His Leu 
"5 150 155 160 

Pro Arg Asn Ser Thr Val Thr Asp Lys Leu Glu Asn Phe His Gin Tyr 
165 170 175 

Gin Phe Gin Ala His Thr Val Ala Leu Val He Pro Phe He Leu Phe 
180 185 190 

Leu Ala Ser Thr He Phe Leu Met Ala Ser Leu Thr Lys Gin He Gin 
195 200 205 

His His Ser Thr Gly His Cys Asn Pro Ser Met* Lys Ala His Phe Thr 
210 215 220 

Ala Leu Arg Ser Leu Ala Val Leu Phe He Val Phe Thr Ser Tvr Phe 

230 235 240 

Leu Thr He Leu He Thr He He Gly Thr Leu Phe Asp Lys Arg Cys 
245 250 255 

Trp Leu Trp Val Trp Glu Ala Phe Val Tyr Ala Phe He Leu Met His 
260 265 270 

Ser Thr Ser Leu Met Leu Ser Ser Pro Thr Leu Lys Arg He Leu Lvs 
275 280 285 

Gly Lys Cys 
290 

<210> 145 

<211> 876 

<212> DNA 

<213> homo sapiens 

<220> 

<221> CDS 

<222> {1)..(876) 

<220> 

<221> variation 

<222> (301) (301) 

<223> SNP 

<220> 

<221> variation 

<222> (481) . . (481) 

<223> SNP 

<220> 
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<221> variation 

<222> (516) . . (516) 

<223> SNP 

<220> 

<221> variation 

<222> (665) . . (665) 

<223> SNP 
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<400> 145 

atg ata ccc ate caa etc act gtc ttc ttc atg ate ate tat gtq ctt 

Met He Pro He Gin Leu Thr Val Phe Phe Mel He He Tyr ?al Leu 

^ ^ 10 15 

gag tcq ttg aca att att gtg cag age age eta att gtt gca gta eta 
Glu Ser Leu Thr He He Val Gin Ser Ser Leu He ?al III vll Leu 
20 25 30 

ggc aga gaa tgg ctg caa gtc aga agg ctg atg cet gtg gac atg att 
Gly Arg Glu Trp Leu Gin Val Arg Arg Leu Met Pro Val Asp Me? He 
35 40 45 

etc ate age ctg gge ate tot egc ttc tgt eta cag tgg gca tea atq 
Leu lie ser Leu Gly He Ser Arg Phe Cys Leu Gil tI? Ila Ser mH 

55 60 

ctg aac aat ttt tgc tec tat ttt aat ttg aat tat gta ctt tgc aac 
Leu Asn Asn Phe Cys Ser Tyr Phe Asn Leu Asn Tyr Val Leu Cys Asn 

70 75 gQ 

r^^ ate ctt aca ttc tgg tta aac 

Leu Thr He Thr Trp Glu Phe Phe Asn He Leu Thr Phe LeS Ssn 

85 90 gg 

age ttg ctt ace gtg ttc tac tgc ate aag gtc tct tct ttc ace cat 
Ser Leu Leu Thr Val Phe Tyr Cys He Lys Val Ser Ser Phe Thr Ms 
100 105 110 

11^ f !^^^ t'^^ agg ttg ttt ccc tgg 

His He Phe Leu Trp Leu Arg Trp Arg He Leu Arg Leu Phe Pro Tro 
115 120 125 

ata tta ctg ggt tct ctg atg att act tgt gta aca ate ate cet tea 
He Leu Leu Gly Ser Leu Met He Thr Cys Val Thr He He Pro Ser 
■'•30 135 140 

?r H?^ ""^^ °tc acc atg gag cat eta 

Ala He Gly Asn Tyr He Gin He Gin Leu Leu Thr Me? 6lu His LeS 

"0 155 

cca aga aac age act gta act gac aaa ctt gaa aat ttt cat cag tat 
Pro Arg Asn Ser Thr Val Thr Asp Lys Leu Glu Asn Phe His Gin ill 
165 170 175 

of^ 9tt att cet ttc ate ctg ttc 

Gin Phe Gin Ala His Thr Val Ala Leu Val He Pro Phe He LeS Ihl 

185 190 

ctg gcc tec acc ate ttt etc atg gca tea ctg acc aag cag ata caa 
Leu Ala Ser Thr He Phe Leu Met Ala Ser Leu Thr Lys Gil III Gin 
195 200 205 



48 



96 



144 



192 



240 



288 



336 



384 



432 



480 



528 



576 



624 
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cat 
His 


cat 
His 
210 


age act 
Ser Thr 


ggt cac 
Gly His 


tgc aat 
Cys Asn 
215 


eca 
Pro 


age 
Ser 


Met 


aaa 
Lys 
220 


gcg cgc 
Ala Arg 


ttc 
Phe 


act 
Thr 


gcc 
Ala 
225 


ctg 
Leu 


agg tec 
Arg Ser 


ctt 
Leu 


gcc 
Ala 
230 


gtc 
Val 


tta 
Leu 


ttt 
Phe 


att 
He 


gtg 
Val 
235 


ttt 
Phe 


ace 
Thr 


tct 
Ser 


tac 
Tyr 


ttt 
Phe 
240 


eta 
Leu 


acc 
Thr 


ata etc 
lie Leu 


ate 
He 
245 


acc 
Thr 


att 
He 


ata 
He 


ggt act eta 
Gly Thr Leu 
250 


ttt 
Phe 


gat 
Asp 


aag aga 
Lys Arg 
255 


tgt 
Cys 


tgg 
Trp 


tta 
Leu 


tgg gtc 
Trp Val 
260 


tgg gaa get 
Trp Glu Ala 


ttt 
Phe 


gtc 
Val 
2 65 


tat get 
Tyr Ala 


ttc 
Phe 


ate 
He 


tta 
Leu 
270 


atg 
Met 


cat 
His 


tec 
Ser 


act 
Thr 


tea ctg 
Ser Leu 
275 


atg 
Met 


ctg 
Leu 


age 
Ser 


age 
Ser 
280 


eet 
Pro 


acg 
Thr 


ttg 
Leu 


aaa 
Lys 


agg 
Arg 
285 


att 
He 


eta 
Leu 


aag 
Lys 


gga 

Gly 


aag 
Lys 
290 


tgc tag 
Cys 



























<210> 146 

<211> 291 

<212> PRT 

<213> homo sapiens 

<400> 146 



Met He Pro He Gin Leu Thr Val Phe Phe Met He He Tyr Val Leu 
15 10 15 

Glu Ser Leu Thr He He Val Gin Ser Ser Leu He Val Ala Val Leu 
20 25 30 

Gly Arg Glu Trp Leu Gin Val Arg Arg Leu Met Pro Val Asp Met He 
35 40 45 

Leu He Ser Leu Gly He Ser Arg Phe Cys Leu Gin Trp Ala Ser Met 

55 60 

Leu Asn Asn Phe Cys Ser Tyr Phe Asn Leu Asn Tyr Val Leu Cys Asn 

'^^ 75 80 

Leu Thr He Thr Trp Glu Phe Phe Asn He Leu Thr Phe Trp Leu Asn 
85 90 95 

Ser Leu Leu Thr Val Phe Tyr Cys He Lys Val Ser Ser Phe Thr His 

105 110 



672 



720 



768 



816 



864 



876 
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His lie Phe Leu Trp Leu Arg Trp Arg He Leu Arg Leu Phe Pro Trp 
■LJ-J> 120 125 

He Leu Leu Gly Ser Leu Met He Thr Cys Val Thr He He Pro Ser 

135 

Ala He Gly Asn Tyr He Gin He Gin Leu Leu Thr Met Glu His Leu 



155 



160 



Pro Arg Asn Ser Thr Val Thr Asp Lys Leu Glu Asn Phe His Gin Tyr 
165 170 y 

Gin Phe Gin Ala His Thr Val Ala Leu Val He Pro Phe He Leu Phe 

185 19Q 

Leu Ala Ser Thr He Phe Leu Met Ala Ser Leu Thr Lys' Gin He Gin 

200 205 

His His Ser Thr Gly His Cys Asn Pro Ser Met Lys Ala Arg Phe Thr 

220 

Ala Leu Arg Ser Leu Ala Val Leu Phe He Val Phe Thr Ser Tyr Phe 

235 240 

Leu Thr He Leu He Thr He He Gly Thr Leu Phe Asp Lys Arg Cys 



255 



Trp Leu Trp Val Trp Glu Ala Phe Val Tyr Ala Phe He Leu Met His 

265 270 

Ser Thr Ser Leu Met Leu Ser Ser Pro Thr Leu Lys Arg He Leu Lys 
"^^^ 280 285 



Gly Lys Cys 
290 



<210> 147 

<211> 876 

<212> DNA 

<213> homo sapiens 



<220> 

<221> CDS 

<222> (1) (876) 

<220> 

<221> variation 

<222> (301),. (301) 
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<220> 

<221> variation 

<222> (481).. (481) 

<223> SNP 



<220> 

<221> variation 

<222> (516) . . (516) 

<223> SNP 



<220> 

<221> variation 

<222> (665) . . (665) 

<223> SNP 



<400> 147 



Me? Ill T^"" rf^ t""^ ^''^ ^''^ ^tc tat gtg ctt 

Met lie Pro He Gin Leu Thr Val Phe Phe Met He He Tyr Vl Leu 

^ 10 15 

IS III ?s 111 III r.i III lit tit - - - - 

25 30 

ggc aga gaa tgg ctg caa gtc aga agg ctg atg cct gtg gac ata att 

Gly Arg Glu Trp Leu Gin Val Arg Arg Leu Me? Pro Vl Sp Se? Ill 

•'^ 40 45 

T^"" ^^"^ ttc tgt eta cag tgg gca tea ata 

Leu lie Ser Leu Gly He Ser Arg Phe Cys Leu Gin T?p 111 Ser Met 

L'S III III - - - - - t,. .0 



125 



96 



144 



192 



80 

tta aca ate acc tgg gaa ttt ttt aat ate ctt aca ttc too tta aac 
Leu Thr He Thr Trp Glu Phe Phe Asn He Leu Thr P^e J?p ^eu Asn 
85 90 93 

age ttg ctt acc gtg ttc tac tgc ate aag gtc tet tct i-i-n ^r^r. 
ser Leu Leu Thr Val Phe Tyr C^s He Lyf ?aJ S^r Ser Ph^ ?hr hTs 
100 105 110 

Hf° ^"^^ aga att ttg agg ttg ttt ccc taa r,o. 
Hxs He Phe Leu Trp Leu Arg Trp Arg He LeS A^g Leu P^e Pro 
iXD 120 



288 



336 



Til lit, T°^^ ?f gta aca ate ate ect tea 

He Leu Leu Gly Ser Leu Met He Thr Cys Val Thr He He Pro Ser 
•'••3" 135 140 

l^t T^'' tta etc acc atg gag cat eta 

Ala He Gly Asn Tyr He Gin He Gin Leu Leu Thr Me? Ilu Ts Leu 

150 155 160 

cca aga aao age act gt4 act gac aaa ctt gaa aag ttt cat caa rop 

Pro Arg Asn Ser Thr Val Thr Asp Lys Leu Ilu Lys p£e Sis G^n Tyr 
165 170 ^ 



432 



480 



175 
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cag ttc cag get cat aca gtt gca tta oi-+- o4-4. 
.in ..e «x„ Ma His Xhr ?al La 

185 19Q 

ctg gcc tec acc ate ttt etc atg qca tea ni-r, 

Leu Ala Se. Thr lie P.a „ | f^l ULI ^1 Tit III 



576 



624 



S sS ?S 2!^ SI |l C - - jj. - - 

^•^^ 220 
gcc ctg agg tec ctt gcc gtc tta ttt at-t- rrhrr 4-4-4- ^ 

Ala Leu Arg Ser Leu Ila ?al Leu Ihl ill ?a? t'"'' "^20 

225 230 ®^ 

235 240 

2: ;S ?Sr Til S: ;r f ^ -ga tgt 

245 ^ ^^"^ Arg Cys 

250 255 

g 1% It: - - ?g - - - „a 

265 270 

s I? 22 s:? 22 tit i| - - 2s Ill '11 ii: iTs 

285 

gga aag tgc tag 

Gly Lys Cys 876 
290 



768 



816 



<210> 148 

<211> 291 

<212> PRT 

<213> homo sapiens 

<400> 148 

Met He Pro He Gin Leu Thr Val Phe Phe Met He II 



e Tyr Val Leu 



10 15 



Glu ser Leu Thr He He Val Gin Ser Ser Leu He Val Ala Val Leu 

25 30 

Gly Arg Glu Trp Leu Gin Val Arg Arg Leu Met Pro Val Asp Met He 

45 

Leu lie Ser Leu Gly He Ser Arg Phe Cys Leu Gin Trp Ala Ser Met 

60 

Leu Asn Asn Phe Cys Ser Tyr Phe Asn Leu Asn Tyr Val Leu Cys Asn 



80 
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Leu Thr lie Thr Trp Glu Phe Phe Asn lie Leu Thr Phe Trp Leu Asn 
85 90 95 



Ser Leu Leu Thr Val Phe Tyr Cya lie Lys Val Ser Ser Phe Thr His 

105 HO 

His lie Phe Leu Trp Leu Arg Trp Arg lie Leu Arg Leu Phe Pro Trp 



125 



lie Leu Leu Gly Ser Leu Met He Thr Cys Val Thr He He Pro Ser 

135 140 

Ala He Gly Asn Tyr He Gin He Gin Leu Leu Thr Met Glu His Leu 

150 155 ^gjj 

Pro Arg Asn Ser Thr Val Thr Asp Lys Leu Glu Lys Phe His Gin Tyr 
165 170 ^ 



175 



Gin Phe Gin Ala His Thr Val Ala Leu Val He Pro Phe He Leu Phe 

185 190 

Leu Ala Ser Thr He Phe Leu Met Ala Ser Leu Thr Lys Gin He Gin 

His His Ser Thr Gly His Cys Asn Pro Ser Met Lys Ala His Phe Thr 

215 220 

Ala Leu Arg Ser Leu Ala Val Leu Phe He Val Phe Thr Ser Tyr Phe 

235 240 



Leu Thr He Leu He Thr He He Gly Thr Leu Phe Asp Lys Arg Cys 

250 255 

Trp Leu Trp Val Trp Glu Ala Phe Val Tyr Ala Phe He Leu Met His 
^ 265 270 

Ser Thr Ser Leu Met Leu Ser Ser Pro Thr Leu Lys Arg He Leu Lys 



285 



Gly Lys Cys 
290 



<210> 149 

<211> 876 

<212> DNA 

<213> homo sapiens 
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<220> 

<221> CDS 

<222> (1)..(876) 

<220> 

<221> variation 

<222> (301) . . (301) 

<223> SNP 



<220> 

<221> variation 

<222> (481) . • (481) 

<223> SNP 



<220> 

<221> variation 

<222> (516) . . (516) 

<223> SNP 

<220> 

<221> variation 

<222> (665) . . (665) 

<223> SNP 



<400> 149 

atg ata ccc ate caa etc act gtc ttc ttc atg ate ate tat gtg ctt 48 

Met He Pro He Gin Leu Thr Val Phe Phe Met He He Tyr Val Leu 
^5 10 15 

gag tec ttg aca att att gtg cag age age eta att gtt gea gtg ctg 96 
Glu Ser Leu Thr He He Val Gin Ser Ser Leu He Val Ala Val Leu 
20 25 30 

ggc aga gaa tgg etg caa gtc aga agg ctg atg cct gtg gac atg att 144 
Gly Arg Glu Trp Leu Gin Val Arg Arg Leu Met Pro Val Asp Met He 
35 40 45 

etc ate age etg ggc ate tet cge ttc tgt eta cag tgg gea tea atg 192 

Leu He Ser Leu Gly He Ser Arg Phe Cys Leu Gin Trp Ala Ser Met 
50 55 60 

ctg aac aat ttt tgc tec tat ttt aat ttg aat tat gta ctt tgc aac 240 

Leu Asn Asn Phe Cys Ser Tyr Phe Asn Leu Asn Tyr Val Leu Cvs Asn 

^5 70 75 80 

tta aca ate acc tgg gaa ttt ttt aat ate ctt aca ttc tgg tta aac 288 

Leu Thr He Thr Trp Glu Phe Phe Asn He Leu Thr Phe Trp Leu Asn 
85 90 95 

age ttg ctt ace gtg ttc tac tgc ate aag gtc tct tct ttc acc cat 336 

Ser Leu Leu Thr Val Phe Tyr Cys He Lys Val Ser Ser Phe Thr His 
100 105 110 

cac ate ttt etc tgg ctg agg tgg aga att ttg agg ttg ttt ccc tgg 384 

Hxs He Phe Leu Trp Leu Arg Trp Arg He Leu Arg Leu Phe Pro Trp 
115 120 125 

ata tta ctg ggt tct ctg atg att act tgt gta aca ate ate cct tea 432 

He Leu Leu Gly Ser Leu Met He Thr Cys Val Thr He He Pro Ser 
130 135 140 
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528 



576 



624 



672 



get att ggg aat tao att caa att caa ^4- 

Ala lie Gly Asn Tyr lie Gin lie G?n t f ° cat eta 

145 ^ 150 Leu Thr Met Glu His Leu 

160 

ttr ^^„^ ?s ?^i ;s Sp ^- 

165 ^ f*^)? His Gin Tyr 

^'^ 175 

IS ^s: - - - li i^i s - - 

•^^^ 190 

^^u' ?H°^ til S It'r r ?r - 

195 ^ ^^"^ I-ys Gin He Gin 

205 

I- ?s II - til in III ?s 

220 

gcc ctg agg tec ctt gcc ate tta *. x.^^ 

«a .eu ^, se, .eu lu til .^^J - tot t.e t« „o 

."u ?s SI 'Ai ?s ni ?s SI - 

245 OCA ^ Cys 

255 

?S SI g« Hi f^l J« J- l^ct tt, at, cat ,xe 

260 Leu Met His 

270 

?S ^ SI SI IS l| ?S SI ^Jl -s SI 

285 

gga' aag tgc tag 

Gly Lys Cys 876 
290 



<210> 150 

<211> 291 

<212> PRT 

<213> homo sapiens 

<400> 150 

«et lie P„ lie Gl„ Leu Thr Val Phe Ph. Met He II, Ty, v.1 Leu 

15 



Olu ser Leu Thr He He Vel Oln Ser Ser Leu He Val Ala Val Leu 

25 30 

Oly Arg Slu Trp Lau Gin Val Jr, Ar, Leu Met Pro Val »ap Met He 
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Leu lie Ser Leu Gly He Ser Arg Phe Cys Leu Gin Trp Ala Ser Met 

60 

Leu Asn Asn Phe Cys Ser Tvr Phe Aqm t«.„ « 

65 70 ^ ®" Tyr Val Leu Cya Asn 



75 



80 



Leu Thx lie Thr Trp Gl„ Phe Phe «e„ II, ^„ 

^° 95 

ser I.U .eu Thr VaX Phe Tyr Cy= lie Lys v.l Ser Ser Phe Thr Hi, 

1U5 HQ 



His He Phe Leu Trp Leu Arg Trp Arg He Leu Arg Leu Phe Pro Trp 

125 

lie Leu Leu Gly ser Leu Met He Thr Cys Val Thr He He Pro Ser 

2,40 

Ala He Gly Asn Tyr He Gin He Gin Leu Leu Thr Met Glu His Leu 

160 

ser Arg Asn Ser Thr Val Thr Asp Lys Leu Glu Asn Phe His Gin Tyr 



Gin Phe Gin Ala His Thr Val Ala Leu Val He Pro Phe He Leu Phe 

185 290 

Leu AXa Ser Thr He Phe Al, Ser Leu Thr Lys Oln IX, sl„ 

200 205 



His His ser Thr Gly His Cya Asn Pro Ser Met Lys Ala His Phe Thr 

220 

Ala Leu Arg Ser Leu Ala Val Leu Phe He Val Phe Thr Ser Tyr Phe 

235 240 

Leu Thr He Leu He Thr He He Gly Thr Leu Phe Asp Lys Arg Cys 

250 255 

Trp Leu Trp VaJ Trp Glu Al, Phe Val Tyr M, Ph. He Leu «et His 

^55 270 

ser. Thr Ser Leu Met Leu Ser Ser Pro Thr Leu Lys *rg He Leu Lys 

Gly Lys Cys 



280 285 
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<210> 151 

<211> 876 

<212> DNA 

<213> homo sapiens 



<220> 

<221> CDS 

<222> (1)..(876) 

<220> 

<221> variation 

<222> (301).. (301) 

<223> SNP 

<220> 

<221> variation 

<222> (481).. (481) 

<223> SNP 



<220> 

<221> variation 

<222> (516),. (516) 

<223> SNP 



<220> 

<221> variation 

<222> (665).. (665) 

<223> SNP 



<400> 151 

atg ata ccc ate caa etc act gtc ttc ttc atg ate ate tat gtg ctt 48 

Met lie Pro He Gin Leu Thr Val Phe Phe Met He He Tyr Val Leu 
^5 10 15 

gag tec ttg aca att att gtg cag age age eta att gtt gca gtg cto 96 
Glu Ser Leu Thr He He Val Gin Ser Ser Leu He Val Ala Val Leu 
20 25 30 

ggo aga gaa tgg ctg caa gtc aga agg ctg atg cot gtg gac atg att 144 
Gly Arg Glu Trp Leu Gin Val Arg Arg Leu Met Pro Val Asp Met He 
35 40 45 

etc ate age ctg ggc ate tot cgc ttc tgt eta eag tgg gca tea atg 192 
Leu He Ser Leu Gly He Ser Arg Phe Cys Leu Gin Trp Ala Ser Met 
50 55 60 

ctg aac aat ttt tge tec tat ttt aat ttg aat tat gta ctt tgc aac 240 
Leu Asn Asn Phe Cys Ser Tyr Phe Asn Leu Aan Tyr Val Leu Cys Asn 
®^ 70 75 80 

tta aca ate ace tgg gaa ttt ttt aat ate ctt aca ttc tgg tta aac 288 
Leu Thr He Thr Trp Glu Phe Phe Asn He Leu Thr Phe Trp Leu Asn 
85 90 95 

age ttg ctt acc atg ttc tac tgc ate aag gtc tct tct ttc ace cat 336 
Ser Leu Leu Thr Met Phe Tyr Cys He Lys Val Ser Ser Phe Thr His 
100 105 110 
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ir, ii: ^ 2: SI - - g - - SI - - - 

125 

ata tta ctg ggt tct ctg atg att ac-i- i-^*- 

Xle .e„ .e„ Ser .eu Hel Xl^ IS S= - 43. 

"^•^^ 140 

s III ill IS i^: III r° °ta ^so 

145 ^ 150 Gin Leu Leu Thr Met Glu His Leu 

■'■^^ 160 

iTo L^g s° ?s III iil 11; III f ^ 

165 ^^"^ A^"^ Pl^e His Gin Tyr 

■■•'^ 175 
cag ttc cag get cat aca gtt acs n-r, «4-4. o.^ 

cm .He cm jj. XH. ?aj S J^^' ^ ^ J- -| 1^1 

"5 190 

2^ £a l;? ?s - ^ ^ - 

205 

S ?S is si |I I" I- 5- 1.- ss ?s - 

^■'■^ 220 

gcc ctg agg tec ctt gcc gtc tta ttt t-v*. 

AXa .e„ ser Leu ^. fj^ ^ - tct tac ttt 

235 240 

2» ?s !!e 2= ti: ?s x!: Si ill 2^ - r 

245 oco P Cys 

250 255 

2S S ?a'J ?S J« =t= tta at, cat 

260 occ ^ ^^'^ Met His 

•^^^ 270 

3« ?S S? 22 IS S ?S 22 ill 22 J- 

285 

gga aag tgc tag 

Gly Lys Cys 876 
290 



7 68 



816 



<210> 152 

<211> 291 

<212> PRT 

<213> homo sapiens 

<400> 152 

«et xxe Pxo xle cx„ Th. VaX Phe PKe Mat XXe XXa T.. Val .au 

■^^ 15 
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Glu Ser Leu Thr lie He Val «1„ Sar Ser Leu II, v,l Ma Val Leu 



25 



30 



Gly Arg Glu Trp Leu Gin Val Arg Arg Leu Met Pro Val Asp Met He 

45 

Leu lie ser Leu Gly He Ser Arg Phe Cys Leu Gin Trp Ala Ser Met 

60 

Leu Asn Asn Phe Cys Ser Tvr Phe A<!n t«.., « 

65 • 70 ^ "® Asn Tyr Val Leu Cys Asn 

80 

Leu Thr He Thr Trp Glu Phe Phe Asn He Leu Thr Phe Trp Leu Asn 

^° 95 

ser Leu Leu Thr Met Phe Tyr Oye lie Lye Vex se. Se. Phe Thr Hie 

105 HQ 

His He Phe Leu Trp Leu Arg Trp Arg He Leu Arg Leu Phe Pro Trp 

125 

He Leu Leu Gly Ser Leu Met He Thr Cys Val Thr He He Pro Ser 

135 3^4Q 

Ala He Gly Asn Tyr He Gin He Gin Leu Leu Thr Met Glu His Leu 

160 

Pro Arg Asn Ser Thr Val Thr Asp Lys Leu Glu Asn Phe His Gin Tyr 



Gin Phe Gin Ala His Thr Val Ala Leu Val He Pro Phe He Leu Phe 

loo 



190 



Leu Ale Ser Thr He Phe Leu Met Ale Ser Leu Thr Lye Gl„ He Gin 

^UU 205 

His His Ser Thr Gly His Cys Asn Pro Ser Met Lys Ala His Phe Thr 

220 



Ala Leu Arg Ser Leu Ala Val Leu Phe He Val Phe Thr Ser Tyr Phe 

235 240 

Leu Thr lie L,u lie Thr He He Oly Thr Leu Phe Aep Lye Ar, Cy, 

250 255 

Trp Leu Trp Val Trp Glu Ala Phe Val Tyr Ala Phe He Leu Met His 



wo 2005/007891 
260 



257/447 

265 



PCT/US2004/019489 

270 



Ser Thr Ser Leu Met Leu Ser Ser Pro Thr Leu Lys Arg He Leu Lys 

280 285 



Gly Lys Cys 
290 



<210> 153 

<211> 1002 

<212> DNA 

<213> homo sapiens 



<220> 

<221> 
<222> 



CDS 

(1) . . (1002) 



<220> 

<221> variation 

<222> (145) . . (145) 

<223> SNP 

<220> 

<221> variation 

<222> (239) . . (239) 

<223> SNP 

<220> 

<221> variation 

<222> (785) (785) 

<223> SNP 

<220> 

<221> variation 

<222> (820) . . (820) 

<223> SNP 



<220> 

<221> variation 

<222> (886) ■ . (886) 

<223> SNP 

<400> 153 

Mo? tat gaa gtc agg agt 

Met Leu Thr Leu Thr Arg He Arg Thr Val Ser Tyr Glu Val Arg Ser 

^5 10 15 

?hr Ihl Leu ?f f ? 

Thr Phe Leu Phe He Ser Val Leu Glu Phe Ala Val Gly Phe Leu Thr 
20 25 30 

f?"" ^^"^ tgg gat gta gtg aag agg cag 

Asn Ala Phe Val Phe Leu Val Asn Phe Trp Asp Val ?al Lys Sg Sn 
35 40 45 

P^o c^"" ^^"^ tgt etc age ate age egg 

Pro Leu Ser Asn Ser Asp Cys Val Leu Leu Cys Leu Ser He Ser Arg 



48 



96 



144 



192 
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55 60 



Si li: III hS m S2 III III III III III - - III ?s 

7C „_ 
'3 80 



105 110 

etc age ctg ett tac tgc. tec aag etc ate cgt ttc tct cac ace tte 

Leu Ser Leu Leu Tyr Cys Ser Lys Leu He Arg Phe Ser His Phe 
" 120 125 



f?= u'° T^*" f^^ gtc tec ttt tte tgc ttc ttt 

Ala Hxs He Lys Ala Leu Lys Ser Leu Val Ser Phe Phe cjs Phe III 



235 240 
245 250 255 

265 270 



?a? V"^ "° tct gtg cec eta ctg att ctq 

Val He Ser Ser Cys Ala Ala Phe lie Ser Val Pro Leu Leu lie Leu 

r° f^^ gtt tgt gtt ggg ata atg oca oct 

Trp Arg Asp Lys He Gly Val Met Val Cys ?al lly He Met Sa Sa 

'^'^ 280 285 

5*=^ gtc ctg ate tea ggc aat qcc aaa ttcr 

cys Pro ser Gly His Ala Ala Val Leu He Ser |y A^n 111 tyl III 



240 



288 



Gin tII tac caa gee ate ate 

Phe Gin Lys Leu Ser Glu Pro Leu Asn His Ser Tyr Gin Ila lie He 
85 90 95 

atg eta tgg atg att gea aac caa gee aac etc i-nn nt-i- ^r,^- i. 

«,t Leu Trp «at He Ala fts„ Gl„ Ila 1^° ?^ Su S S 



384 



432 



480 



ctg ate tgc ttg gca age tgg gtc tec agg aag ate tec caa ^tn oi-^ 
Leu He Cys Leu Ala Ser Trp Val Ser A?^ LyI Til Ser Til Me? Ill 

135 140 

Leu G?v ill r,^ t" tgc act gtc etc tgt gtt tgg 

Leu Gly He He Leu Cys Ser Cys He Cys Thr Val Leu Cys ?al Tr? 

155 150 

lit 1^ s - s - - - ..s 

165 170 

aat aac aat aea agg etc aac tgg eag att aaa gat etc aat tta tt-i- 
Asn Asn Asn Thr Arg Leu Asn Trp Gl^ He Lys Lp Leu 111 Leu III 
180 185 190 



576 



Tvl ser III flf l^"" tct gtg cct ect tte eta ttg 624 

Tyr ser Phe Leu Phe Cys Tyr Leu Trp Ser Val Pro Pro Phe Leu Leu 

200 205 

Ph! T°^^ ?r^^ '^"^ ^""^ ^tg ctg act gtc tee ctg gga agg cae ata 67? 

Phe Leu val Ser Ser Gly Met Leu Thr Val Ser Leu Sy A?g Ss Me? 

215 220 

Ira ?S mI^ f^^ age ctg gag 720 

Arg Thr Met Lys Val Tyr Thr Arg Asn Ser Arg Asp Pro sL Leu 111 



768 



816 



864 



912 
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agg aga get gtg atg acc att ctg etc tgg get cag age age eta aaa 960 
Arg Arg Ala Val Met Thr He Leu Leu Tr? La Gin sTr sTr leu lyl 

315 320 

gta aga gcc g^c cac aag gca gat tec egg aca eta tac taa 
Val Arg Ala Asp His Lys Ala Asp Ser A^g Thr Leu Ss 
325 330 



<210> 154 

<211> 333 

<212> PRT 

<213> homo sapiens 



<400> 154 

Met Leu Thr Leu Thr Arg He Arg Thr Val Ser Tyr, Glu Val Arg Ser 



10 



15 



Thr Phe Leu Phe He Ser Val Leu Glu Phe Ala Val Gly Phe Leu Thr 
2° 25 30 

Asn Ala Phe Val Phe Leu Val Asn Phe Trp Asp Val Val Lys Arg Gin 
J3 40 45 

Pro Leu Ser Asn Ser Asp Cys Val Leu Leu Cys Leu Ser He Ser Arg 
^" 55 60 

Leu Phe Leu His Gly Leu Leu Phe Leu Ser Ala He Gin Leu Thr His 

75 80 

Phe Gin Lys Leu Ser Glu Pro Leu Asn His Ser Tyr Gin Ala He He 
85 90 95 

Met Leu Trp Met He Ala Asn Gin Ala Asn Leu Trp Leu Ala Ala Cys 
100 105 110 

Leu Ser Leu Leu Tyr Cys Ser Lys Leu He Arg Phe Ser His Thr Phe 
115 120 125 



Leu He Cys Leu. Ala Ser Trp Val Ser Arg Lys He Ser Gin Met Leu 
•^•5" 135 140 

Leu Gly He He Leu Cys Ser Cys He Cys Thr Val Leu Cys V«t tv-^ 

150 155 



160 



Cys Phe Phe Ser Arg Pro His Phe Thr Val Thr Thr Val Leu Phe Met 
165 170 175 



1002 
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Asn Asn Asn Thr Arg Leu Asn Trp Gin He Lys Asp Leu Asn Leu Phe 
180 185 190 

Tyr Ser Phe Leu Phe Cys Tyr Leu Trp Ser Val Pro Pro Phe Leu Leu 
195 . 200 205 

Phe Leu Val Ser Ser Gly Met Leu Thr Val Ser Leu Gly Arg His Met 

215 220 

Arg Thr Met Lys Val Tyr Thr Arg Asn Ser Arg Asp Pro Ser Leu Glu 

230 235 240 

Ala His He Lys Ala Leu Lys Ser Leu Val Ser Phe Phe Cys Phe Phe 
245 250 255 

Val He Ser Ser Cys Ala Ala Phe He Ser Val Pro Leu Leu He Leu 
260 265 270 

Trp Arg Asp Lys He Gly Val Met Val Cys Val Gly He Met Ala Ala 
275 280 285 

^^"^ 1"®^ lie Ser Gly Asn Ala Lys Leu 

290 295 300 

Arg Arg Ala Val Met Thr He Leu Leu Trp Ala Gin Ser Ser Leu Lys 
305 310 315 320 

Val Arg Ala Asp His Lys Ala Asp Ser Arg Thr Leu Cys 
325 330 

<210> 155 

<211> 1002 

<212> DNA 

<213> homo sapiens 

<220> 

<221> CDS 

<222> {1)..(1002) 

<220> 

<221> variation 

<222> (145).. (145) 

<223> SNP 

<220> 

<221> variation 

<222> (239).. (239) 

<223> SNP 

<220> 
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<221> variation 

<222> (785).. (785) 

<223> SNP 

<220> 

<221> variation 

<222> (820).. (820) 

<223> SNP 

<220> 

<221> variation 

<222> (886) . . (886) 

<223> SNP 
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<400> 155 
atg ttg act eta 
Met Leu Thr Leu 
1 

aca ttt ctg ttc 
Thr Phe Leu Phe 
20 

aat gcc ttc gtt 
Asn Ala Phe Val 
35 



act cgc ate cgc act gtg tec tat gaa ate aoa atri- 
Thr Arg He Arg Thr Val Ser Tyr Ilu ?a? Ser 

ill til ^tg acc 

lie Ser Val Leu Glu Phe Ala Val Gly Phe Leu Thr 
25 3Q 

III '^i m £^ |f - - - 

IK til 1^ ti 111 If. k III ii: SI 

55 50 

ctt ttc ctg eat gga ctg ctg ttc ctg agt act 
Leu Phe Leu His Gly Leu Leu Phe Leu Ser Ala 
65 70 75 



Pho rt^ T ''^^ ^<30 

Phe Gin Lys Leu Ser Glu Pro Leu Asn His Ser 

85 9Q 

m!^ r^^ g<=^c aac etc 

Met Leu Trp Met He Ala Asn Gin Ala Asn Leu 

100 105 

etc age ctg ctt tac tgc tec aag etc ate cgt 
Leu Ser Leu Leu Tyr Cys Ser Lys Leu He Arg 

120 



ate cag ctt ace cac 
He Gin Leu Thr His 
80 

tac caa gee ate ate 
Tyr Gin Ala He He 
95 

tgg ctt get gcc tgc 
Trp Leu Ala Ala Cys 
110 

ttc tct cac acc ttc 
Phe Ser His Thr Phe 
125 



22 |e Ut til IS I- ^1 III lit ill til ^i 

135 14Q 

ctg ggt att att ctt tgc tec tgc ate tgc act gtc etc tat 

Leu Gly He He Leu Cys Ser Cys He Cys Thr ^Tl Leu Cys 

tgc ttt ttt age aga ect cac ttc aca gtc aca act atrr r.4-= 

cys Phe Phe Ser Arg Pro His Phe Thr ?hr Jhr ?al Leu 
165 17Q 

aat aac aat aca agg etc aac tgg cag att aaa n^i- o-h.. 

Asn Asn Asn Thr Arg Leu Asn Gil ill lyl ^ 



gtt tgg 
Val Trp 
160 

ttc atg 
Phe Met 
175 

tta ttt 
Leu Phe 



48 



96 



144 



192 



240 



288 



336 



384 



432 



480 



528 



576 



wo 2005/007891 „^^„ „ 

PCT/US2004/019489 

262/447 

180 185 190 

tat tec ttt etc ttc tgc tat ctg tgg tct gtg cot cct ttc eta ttg 624 
Tyr Ser Phe Leu Phe Cys Tyr Leu Trp Ser Val Pro Pro Phe Leu Leu 
195 200 205 

IV ^"^^ ""^^ ^''^ 9tc tee ctg gga agg cac atg 672 

Phe Leu Val Ser Ser Gly Met Leu Thr Val Ser Leu Gly Arg His Met 
210 215 220 

agg aca atg aag gtc tat 'ace aga aao tct cgt gae cec age ctg gag 720 
Arg Thr Met Lys Val Tyr Thr Arg Asn Ser Arg Asp Pro Ser Leu Glu 
225 230 235 240 

I?! rV r^^ r^"" ^^'^ ttc tgc ttc ttt 768 

Ala His lie Lys Ala Leu Lys Ser Leu Val Ser Phe Phe Cys Phe Phe 
245 250 255 

v!? T?^ 1""° ^""^ ^^'^ <=tg att ctg 816 

Val lie ser Ser Cys Val Ala Phe lie Ser Val Pro Leu Leu lie Leu 
260 265 270 

tgg cgc gae aaa ata ggg gtg atg gtt tgt gtt ggg ata atg gea get 864 
Trp Arg Asp Lys He Gly Val Met Val Cys Val Gly He Met Ala Ala 
275 280 285 

tgt ccc tct ggg cat gca gcc atc ctg ate tea ggc aat gee aag ttg 912 
Cys Pro Ser Gly His Ala Ala He Leu He Ser Gly Asn Ala Lys Leu 
290 295 300 

agg aga get gtg atg ace att ctg etc tgg get cag age age ctg aag 960 
Arg Arg Ala Val Met Thr He Leu Leu Trp Ala Gin Ser Ser Leu LyI 
305 310 315 320 

gta aga gee gae cac aag gca gat tec egg aca ctg tgc tga 1002 
Val Arg Ala Asp His Lys Ala Asp Ser Arg Thr Leu Cys 
325 330 

<210> 156 
<211> 333 
<212> PRT 
<213> homo sapiens 

<400> 156 

Met Leu Thr Leu Thr Arg He Arg Thr Val Ser Tyr Glu Val Arg Ser 
^5 10 15 

Thr Phe Leu Phe He Ser Val Leu Glu Phe Ala Val Gly Phe Leu Thr 
20 25 30 

Asn Ala Phe Val Phe Leu Val Asn Phe Trp Asp Val Val Lys Arg Gin 
35 40 45 



Pro Leu Ser Asn 
50 



Ser Asp Cys Val Leu 
55 



Leu Cys Leu Ser 
60 



He Ser Arg 



wo 2005/007891 



• 263/447 



PCT/US2004/019489 



Leu Phe Leu His Gly Leu Leu Phe Leu Ser Ala He Gin Leu Thr His 
^5 70 75 QQ 

Phe Gin Lys Leu Ser Glu Pro Leu Asn His Ser Tyr Gin Ala He He 
85 90 95 

Met Leu Trp Met He Ala Asn Gin Ala Asn Leu Trp Leu Ala Ala Cys 
100 105 110 

Leu Ser Leu Leu Tyr Cys Ser Lys Leu He Arg Phe Ser His Thr Phe 
115 120 125 

Leu He Cys Leu Ala Ser Trp Val Ser Arg Lys He Ser Gin Met Leu 
130 135 140 



Leu Gly He He Leu Cys Ser Cys He Cys Thr Val Leu Cys Val Trp 

145 



150 



155 



160 



Cys Phe Phe Ser TVrg Pro His Phe Thr Val Thr Thr Val Leu Phe Met 
165 170 175 

Asn Asn Asn Thr Arg Leu Asn Trp Gin He Lys Asp Leu Asn Leu Phe 
180 185 190 

Tyr Ser Phe Leu Phe Cys Tyr Leu Trp Ser Val Pro Pro Phe Leu Leu 
195 200 205 

Phe Leu Val Ser Ser Gly Met Leu Thr Val Ser Leu Gly Arg His Met 
210 215 220 

Arg Thr Met Lys Val Tyr Thr Arg Asn Ser Arg Asp Pro Ser Leu Glu 
225 230 235 240 

Ala His He Lys Ala Leu Lys Ser Leu Val Ser Phe Phe Cys Phe Phe 
245 250 255 

Val He Ser Ser Cys Val Ala Phe He Ser Val Pro Leu Leu He Leu 
260 265 270 



Trp Arg Asp Lys He Gly Val Met Val Cys Val Gly He Met Ala Ala 
275 280 285 



Cys Pro Ser Gly His Ala Ala He Leu He Ser Gly Asn Ala Lys Leu 
290 295 300 
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Arg Arg Ala Val Met Thr He Leu Leu Trp Ala Gin Ser Ser Leu Lys 

320 

Val Arg Ala Asp His Lys Ala Asp Ser Arg Thr Leu Cys 



330 



<210> 157 

<211> 1002 

<212> DNA 

<213> homo sapiens 



<220> 

<221> CDS 

<222> (1),. (1002) 

<220> 

<221> variation 

<222> (145) . . (145) 

<223> SNP 



<220> 

<221> variation 
<222> (239),. (239) 

<223> SNP 

<220> 

<221> variation 
<222> (785) (785) 

<223> SNP 

<220> 

<221> variation 

<222> (820) . . (820) 

<223> SNP 

<220> 

<221> variation 

<222> (886) . . (886) 

<223> SNP 



<400> 157 

s f t^i til ?s ill I- 1- IK i£ " 

^ 10 15 

?S l^. - L=J til 111 IK III fll ill m III ?S 

^5 30 

111 |: - - III III - J- - - 
s ^i IS K LI z ill 111 - - tit - - -J 

55 60 
Ctt ttc ctg cat gga ctg ctg ttc ctg agt get ate eag ett aec ege 



96 



144 



192 



wo 2005/007891 

PCT/US2004/019489 

265/447 

Leu Phe Leu His Gly Leu Leu Phe Leu Ser Ala He Gin Leu Thr Arg 

^0 75 80 



ttc cag aag ttg agt gaa cca ctg aac cac age tac caa gcc ate ate 

Phe Gin Lys Leu Ser Glu Pro Leu Aan His slr Tyr Gin III ill Hi 
85 90 95 

atg eta tgg atg att gca aae caa gcc aac etc tgg ctt get ace tae 

Met Leu Trp Met He Ala Asn Gin Ala Asn Leu T?? Leu Ka 111 cjs 
100 105 



110 



etc age ctg ctt tac tgc tec aag etc ate cgt ttc tct cac acc ttc 

Leu ser Leu Leu Tyr Cys Ser Lys Leu He A?g Phe Ser Zl Jhr Phe 
■^•^3 120 125' 

2n r^l "^^'^ t'^^ ate tec cag atg etc 

Leu lie Cys Leu Ala Ser Trp Val Ser Arg Lys He Ser Gin Me? LeS 

135 140 

%f ^tc tgc act gtc etc tgt gtt tag 

Leu Gly He He Leu Cys Ser Cys He Cys Thr ?al Leu Cys ?a^ tII 

150 j^gg 



160 



245 250 



255 



288 



336 



384 



432 



480 



528 



576 



624 



tgc ttt ttt age aga cet cac ttc aca gtc aca act gtg eta ttc si-n 
cys Phe Phe Ser Arg Pro His Phe Thr ?al Thr Thr ?al Leu P^e Me? 

165 170 175 

III ""^^ '^gg °3g ^^t aaa gat etc aat tta ttt 

Asn Asn Asn Thr Arg Leu Asn Trp Gin He Lys Lp Leu Asn £eu Phe 
180 185 igQ 

Jvr Ser P^^ f ° 11° ^^"^ ^^g ect ttc eta ttg 

Tyr Ser Phe Leu Phe Cys Tyr Leu Trp Ser Val Pro Pro Phe Leu LeG 
195 200 205 

111 ?r^^ ^^g gtc tec ctg gga agg cac ata 67? 

Phe Leu yal Ser Ser Gly Met Leu Thr Val Ser Le? Ily A?g His Me? 

215 220 

t^^ t^l ^g^ tct cgt gac cce age eta aaa 

Arg Thr Met Lys Val Tyr Thr Arg Asn Ser A?g Isp Pro sIr Le? II? 
^ 230 235 240 

Sa f^^ r^"" °" ttt ttc tgc ttc ttt 

Ala His He Lys Ala Leu Lys Ser Leu Val Ser Phe Phe Cys Phe Phe 



720 



768 



v^? T?^ 3tc tct gtg cce eta ctg att ctg 816 

val He Ser Ser Cys Ala Ala Phe He Ser Val Pro Leu Le? lie Le? 
260 265 270 



It^ III ? tgt gtt ggg ata atg gca get 864 

Trp Arg Asp Lys He Gly Val Met Val Cys Val Gly He Me? ila Sa 
275 280 285 

rll 1'^° ^"^^ 3tc ctg ate tea gge aat gee aag tto 912 

Cys Pro Ser Gly His Ala Ala He Leu He Ser Sly Asn Ila Jyl ill 
290 295 300 

agg aga get gtg atg acc att ctg etc tgg get cag age age eta aaa Qfin 

Arg Arg Ala Val Met Thr He Leu Leu T?p Xla Gl? sir sJr ill lJI ° 
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310 



gta aga gcc gac cac aag gca gat tec egg aca ctg tgc tga 
Val Arg Ala Asp His Lys Ala Asp Ser Arg Thr Leu Cys 
325 330 



<210> 158 

<211> 333 

<212> PRT 

<213> homo sapiens 

<400> 158 



Met Leu Thr Leu Thr Arg lie Arg Thr Val Ser Tyr Glu Val Arg Ser 
15 10 15 

Thr Phe Leu Phe He Ser Val Leu Glu Phe Ala Val Gly Phe Leu Thr 
20 25 30 

Asn Ala Phe Val Phe Leu Val Asn Phe Trp Asp Val Val Lys Arg Gin 

40 45 

Ala Leu Ser Asn Ser Asp Cys Val Leu Leu Cys Leu Ser He Ser Ara 
50 55 60 

Leu Phe Leu His Gly Leu Leu Phe Leu Ser Ala He Gin Leu Thr Arg 

70 75 80 

Phe Gin Lys Leu Ser Glu Pro Leu Asn His Ser Tyr Gin Ala He He 
85 90 95 

Met Leu Trp Met He Ala Asn Gin Ala Asn Leu Trp Leu Ala Ala Cys 
100 105 110 

Leu Ser Leu Leu Tyr Cys Ser Lys Leu He Arg Phe Ser His Thr Phe 
115 120 125 

Leu He Cys Leu Ala Ser Trp Val Ser Arg Lys He Ser Gin Met Leu 
130 135 

Leu Gly He He Leu Cys Ser Cys He Cys Thr Val Leu Cys Val Trp 

150 155 IgQ 

Cys Phe Phe Ser Arg Pro His Phe Thr Val Thr Thr Val Leu Phe Met 
165 170 175 

Asn Asn Asn Thr Arg Leu Asn Trp Gin He Lys Asp Leu Asn Leu Phe 
180 185 190 



1002 
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Tyr Ser Phe Leu Phe Cys Tyr Leu Trp Ser Val Pro Pro Phe Leu Leu 

200 205 

Phe Leu Val Ser Ser Gly Met Leu Thr Val Ser Leu Gly Arg His Met 

215 220 

Arg Thr Met Lys Val Tyr Thr Arg Asn Ser Arg Asp Pro Ser Leu Glu 

230 235 240 

Ala His lie Lys Ala Leu Lys Ser Leu Val Ser Phe Phe Cys Phe Phe 

250 ' 255 

val lie ser Ser Cys Ala Ala Phe He Ser Val Pro Leu Leu He Leu 
260 265 270 

Trp Arg Asp Lys He Gly Val Met Val Cys Val Gly He Met Ala Ala 
275 280 285 

Cys Pro Ser Gly His Ala Ala He Leu He Ser Gly Asn Ala Lys Leu 

295 300 

Arg Arg Ala Val Met Thr He Leu Leu Trp Ala Gin Ser Ser Leu Lys 
^ 315 320 

Val Arg Ala Asp His Lys Ala Asp Ser Arg Thr Leu Cys 
325 330 

<210> 159 

<211> 1002 

<212> DNA 

<213> homo sapiens 

<220> 

<221> CDS 

<222> (1)..(1002) 

<220> 

<221> variation 

<222> (145).. (145) 

<223> SNP 

<220> 

<221> variation 

<222> (239).. (239) 

<223> SNP 

<220> 

<221> variation 

<222> (785).. (785) 

<223> SNP 
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<220> 

<221> variation 

<222> (820).. (820) 

<223> SNP 



<220> 

<221> variation 

<222> (886).. (886) 

<223> SNP 

<400> 159 

SI JL' ?S p tit ?g tec t« 

s til III - p t» j:, 

30 

til 111 '^l ^11 SI S.I 5- 1^ ja. e., 

m 1^ SI C cS SI SI SS K? - 2S 

60 ^ 

SI g; si si iii si is tit us s' ?r 

65 ''er Axa lie Gin Leu Thr His 

80 

SI SI IX SI si III JJI s; - - - 

95 

SI SI ^? tli fll Sf^ SI SI Si IS IS - 

110 

21 Kl SI Si JJI JJi - SI SI Si SI III SI ?ll SI 

^"^^ 125 

SI SI ^;i SI z SI ?| ?ii SI III SI SI - SI SI SI 

SI m SI SI SI ^ SI ^ji SI SI ?s si ill m 

160 

SI SI SI SI 1?^ IS SI SI SI SI ?S ?S ?l! SI SI s? 

175 

SI III III ?s iij SI III ii? IS SI SI III I- r 

180 iQK Asn Leu Phe 

"5 190 



48 



96 



144 



192 



240 



288 



336 



384 



432 



480 



528 



576 



624 
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Xyr Ser Phe Leu Phe Cys Tyr Leu Trp Ssr Val Pro Pro Phe Leu Leu 

200 205 

fj. Ill ^2 III nil ill ?.r 

210 o?c ^s'^ Arg His Met 

^15 220 

ill «ef SI ?aj r r -^^ 

225 o?n ^ Ser Leu Glu 

235 240 

S« f^^ f ° °" 9tc tec ttt ttc tgc ttc ttt 

Ala Hxs He Lys Ala Leu Lys Ser Leu Val Ser Phe Phe C% lie Ihl 

250 255 

tl til I- g III - - - - 

265 270 

tgg cgc gac aaa ata ggg gtg ata att tni- n^i- rr^^ 4- 

Trp ,S U «e? fa^ III lit I!* 

280 285 

300 

1^ s?j s ?a s:? I? - - - J- IS - lit - 

315 3^0 

C= 1= J- £1 2,' S 22 

325 



<210> 160 

<211> 333 

<212> PRT 

<213> homo sapiens 



<400> 160 

Met Leu Thr Leu Thr Arg He Arg Thr Val Ser Tyr Glu Val Arg 



Ser 

10 15 



Thr Phe Leu Phe He Ser Val Leu Glu Phe Ala Val Gly Phe Leu Thr 



30 



Asa Ala Phe Val Phe Leu Val Asn Phe Trp Asp Val Val Lys Arg Gin 

40 45 

Ala Leu Ser Asn Ser Asp Cys Val Leu Leu Cys Leu Ser He Ser Arg 

60 



Leu Phe Leu His Gly Leu Leu Phe Leu Ser Ala He Gin Leu Thr His 



672 



720 



768 



816 



864 



912 



75 80 
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Phe Gin Lys Leu Ser Glu Pro Leu Asn His Ser Tyr Gin Ala He 



85 9Q 



He 
95 



Met Leu Trp Met He Ala Asn Gin Ala Asn Leu Trp Leu Ala Ala Cys 

105 110 

Leu ser Leu Leu Tyr Cys Ser Lys Leu He Arg Phe Ser His Thr Phe 

120 125 

Leu He Cys Leu Ala Ser Trp Val Ser Arg Lys He Ser Gin Met Leu 

135 14Q 

Leu Gly He He Leu Cys Ser Cys He Cys Thr Val Leu Cys Val Trp 

155 160 

Cys Phe Phe Ser Arg Pro His Phe Thr Val Thr Thr Val Leu Phe Met 



165 



175 



Asn Asn Asn Thr Arg Leu Asn Trp Gin He Lys Asp Leu Asn 



180 185 



Leu Phe 
190 



Tyr Ser Phe Leu Phe Cys Tyr Leu Trp Ser Val Pro Pro Phe Leu Leu 

200 205 

Phe Leu val Ser Ser Gly Met Leu Thr Val Ser Leu Gly Arg His Met 

^1^ 220 

Arg Thr Met Lys Val Tyr Thr Arg Asn Ser Arg Asp Pro Ser Leu Glu 

230 235 240 

I 

Ala His He Lys Ala Leu Lys Ser Leu Val Ser Phe Phe Cys Phe Phe 



250 



255 



Val He ser Ser Cys Ala Ala Phe He Ser Val Pro Leu Leu He Leu 
260 265 270 

Trp Arg Asp Lys He Gly Val Met Val Cys Val Gly He Met Ala Ala 

280 285 

Cys Pro Ser Gly His Ala Ala He Leu He Ser Gly Asn Ala Lys Leu 

295 300 

Arg Arg Ala Val Met Thr He Leu Leu Trp Ala Gin Ser Ser Leu Lys 

315 3I0 
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Val Arg Ala Asp His Lys Ala Asp Ser Arg Thr Leu Cys 

33Q 



<210> 161 

<211> 1002 

<212> DNA 

<213> homo sapiens 



<220> 
<221> 
<222> 



CDS 

(1) . . (1002) 



<220> 

/<221> variation 

<222> (145) . . (145) 

<223> SNP 

<220> 

<221> variation 

<222> (239).. (239) 

<223> SNP 



<220> 

<221> variation 

<222> (785) . . (785) 

<223> SNP 



<220> 

<221> variation 

<222> (820) (820) 

<223> SNP 



<220> 

<221> variation 

<222> (886) (886) 

<223> SNP 



<400> 161 

f I 'di f til ?s It: I- III " 

s III iz III I- r.i IS ^s: s gj - li 

25 30 

til m til III i^ III - rd 51 

s I- - - 1^ ri ^2 III III III til 

2^ III til X IS S2 111 III - III IS 2i K= 



96 



144 



192 



240 



80 
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til SI ftt t"^ c^"" Hf^ ^^'^ °aa gcc ate ate 288 

Phe Gin Lys Leu Ser Glu Pro Leu Asn His Ser Tyr Gin Ila 111 111 

S5 90 95 

atg eta tgg atg att gea aac caa gcc aac etc tgg ctt get occ i-rrn 
Met Leu Trp Met He Ala Asn Gin Ala Asn Leu T?? Leu Sa III c?s 



105 



etc age ctg ett tac tge tec aaa etc atn nnt- i-t-r. v^4- 

Leu se. Leu .eu Tyr 0% Ser ^yl Tit lit III lit ?S 'pK 

■^■^-^ 120 



125 



150 155 

160 

lit lit s| I- IS ?L= s ?s is= -I 



165 



336 



384 



2! lit J| ?S S= l?1 51 Se tit 

^-^^ 135 140 

g IS s 1% iit lit III lit ill lit - - - "0 



528 



175 

i^n til s 2: IS s: is 

180 195 



s^ IS s: IS ij^ ss 12 vn? s s is s: ss - 

•^^^ 200 205 

IS S2 ?n SJ SI Ig S? S2 ?S ?S lit Zl III S? 

215 220 

If ?s SI 5! ?s iji ?s s= SI LI s; is "° 



768 



230 235 

gcc cac att aaa gcc etc aag tct ctt gte tec ttt ttc tac ttn i-^-i- 
Ala His He Lys Ala Leu Lys Ser Leu ?al Ser Phe Hi c?s Ph^ P^e 
245 250 255 

vl! '11 1- IS III HI lit IS III III ?l! ti: ss ?S S^ 

-^60 265 270 

tgg cgc gac aaa ata ggg gta ata att tcrt r,i-t- n,^^ =j- x. 
xrp A., JSP xie I?? ?J S? ?S ?S Ig III SI IS 
275 280 285 

tgt ccc tct ggg cat gea gcc gte ctg ate tea ggc aat gee aaa tta 
Cys Pro ser Gly His Ala Ala Val Leu He Ser lly £a JJI Le^ 

295 300 

i t^i IS ill SI ?s III ss s: ig SI IS ss iit s 5^ 

320 

gta aga gcc gac cac aag gea gat tec egg aca ctg tgc tga 1002 



912 



960 
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Val Arg Ala Asp His Lys Ala Asp Ser Arg Thr Leu Cys 



325 



<210> 162 

<211> 333 

<212> PRT 

<213> homo sapiens 

<400> 162 



Met Leu Thr Leu Thr Arg He Arg Thr Val Ser Tyr Glu Val Arg Ser 
Thr Phe Leu Phe He Ser Val Leu Glu Phe Ala Val Gly Phe Leu 



20 25 



Thr 
30 



Asn Ala Phe Val Phe Leu Val Asn Phe Trp Asp Val Val Lys Arg Gin 
•^^ 40 45 

Ala Leu Ser Asn Ser Asp Cys Val Leu Leu Cys Leu Ser He Ser Arg 

55 go 

Leu Phe Leu His Gly Leu Leu Phe Leu Ser Ala He Gin Leu Thr His 

80 



70 75 



Phe Gin Lys Leu Ser Glu Pro Leu Asn His Ser Tyr Gin Ala He 



85 90 



He 
95 



Met Leu Trp Met He Ala Asn Gin Ala Asn Leu Trp Leu Ala Ala Cys 
100 105 110 

Leu Ser Leu Leu Tyr Cys Ser Lys Leu He Arg Phe Ser His Thr Phe 
■^^^ 120 125 

Leu He Cys Leu Ala Ser Trp Val Ser Arg Lys He Ser Gin Met Leu 

135 140 

Leu Gly He He Leu Cys Ser Cys He Cys Thr Val Leu Cys Val Trp 

155 160 



Cys Phe Phe Ser Arg Pro His Phe Thr Val Thr Thr Val Leu Phe Met 
165 170 

Asn Asn Asn Thr Arg Leu Asn Trp Gin He Lys Asp Leu Asn 



175 

---- „„„ „j.„ j^j^e ^yg j^g^ ^gj^ 

180 185 190 



Tyr Ser Phe Leu Phe Cys Tyr Leu Trp Ser Val Pro Pro Phe Leu Leu 
195 200 205 
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Phe Leu Val Ser Ser Gly Met Leu Thr Val Ser Leu Gly Arg His Met 
210 215 220 

Arg Thr Met Lys Val Tyr Thr Arg Asn Ser Arg Asp Pro Ser Leu Glu 

230 235 240 

Ala His He Lys Ala Leu Lys Ser Leu Val Ser Phe Phe Cys Phe Phe 
245 250 255 

Val He Ser Ser Cys Ala Ala Phe He Ser Val Pro Leu Leu He Leu 
260 265 270 

Trp Arg Asp Lys He Gly Val Met Val Cys Val Gly He Met Ala Ala 
275 2'80 285 

Cys Pro Ser Gly His Ala Ala Val Leu He Ser Gly Asn Ala Lys Leu 
290 295 300 

Arg Arg Ala Val Met Thr He Leu Leu Trp Ala Gin Ser Ser Leu Lys 

310 315 320 

Val Arg Ala Asp His Lys Ala Asp Ser Arg Thr Leu Cys 
325 330 

<210> 163 

<211> 1002 

<212> DNA 

<213> homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (1002) 

<220> 

<221> variation 

<222> (145) (145) 

<223> SNP 

<220> 

<221> variation 

<222> (239) . . (239) 

<223> SNP 

<220> 

<221> variation 

<222> (785) . . (785) 

<223> SNP 

<220> 

<221> variation 
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<222> (820).. (820) / 
<223> SNP 
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-J 



<220> 

<221> variation 

<222> (886) (886) 

<223> SNP 

<400> 163 



96 



144 



192 



atg ttg act eta act cgc ate cac act ni-n i-r^r^ 

«.t .eu Thr Leu Thr Xle ^ ^yl IS ill Sl| Hi 

10 15 

?S III III - - - IS - .„ 

25 30 

S |l ill - - - - J- 2^ ja. J, 

^0 45 

IS sS £ 1^ - - - III 

L= - - -2 1£ S SJ= - 

^° 75 80 

Z^! IK SI sL= IX 'At tit 

^0 95 

SI S IS S - 

105 HQ 

2u IS J- S= - - - -1 ?S 

125 

2^ n: I.- j| - - - - - =s s? 

135 14Q 

s IS III III zi ^ I- IT. til ?s ill ^: iti in 

■^^^ 160 

iTs s s^ hS ?s m t^ ?s ?s 21 ^s: 

165 170 

;s 11: til iti III til I- zi 111 HI 11: 

185 19Q 

ill III 2: III m -I - - - ill III III iii - - - 



288 



336 



432 



480 



528 



576 



200 205 



wo 2005/007891 

276/447 PCT/US2004/019489 



295 300 



310 315 

gta aga gcc gac cac aag gca gat tec egg aca ctg toe tea 
Val Arg Ala Asp His Lys Ala Asp Ser A?g Thr Leu cjs 
325 330 

<210> 164 
<211> 333 
<212> PRT 
<213> homo sapiens 

<400> 164 

Met Leu Thr Leu Thr Arg He Arg Thr Val Ser Tyr Glu Val Arg Ser 



10 



15 



Thr Phe Leu Phe He Ser Val Leu Glu Phe Ala Val Gly Phe Leu Thr 

25 30 

Asn Ala Phe Val Phe Leu Val Asn Phe Trp Asp Val Val Lys Arg Gin 

4 5 

Ala Leu Ser Asn Ser Asp Cys Val Leu Leu Cys Leu Ser He Ser Arg 



60 



Leu Phe Leu His Gly Leu Leu Phe Leu Ser Ala He Gin Leu Thr His 

^° 75 80 



Phe Gin Lys Leu Ser Glu Pro Leu Asn His Ser Tyr Gin Ala He 



672 



2S ?S ^2 Ig I? 2! ?S fl I- 15 - ilt SI 

^•^^ 220 

II s til til ^ J- - - iii m - 

235 240 
gcc cac att aaa gcc etc aag tct ctt gtc tec ttf i-^r^ 
Ala Hi= lie r.ys Ala Leu lyl Ser Leu 'vTl iTr 'Al '^l g° Phe 
245 250 255 

ti III lit I III 111 It: - - - III c»= - III til 

265 270 
Z la.= IT. til III M^? til III tl IS -? m 111 

1% |o III III ^i s: s ill III III lit III Ji- III i^i 



864 



912 



II til til S? 1^ til til - Itl S III til III III - -° 

320 



1002 



lie 
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95 



Met Leu Trp Met lie Ala Asn Gin Ala Asn Leu Trp Leu Ala Ala Cys 
100 105 110 

Leu Ser Leu Leu Tyr Cys Ser Lys Leu lie Arg Phe Ser His Thr Phe 
115 120 125 

Leu He Cys Leu Ala Ser Trp Val Ser Arg Lys He Ser Gin Met Leu 
130 135 140 

Leu Gly He He Leu Cys Ser Cys He Cys Thr Val Leu Cys Val Trn 

150 155 160 

Cys Phe Phe 'Ser Arg Pro His Phe Thr Val Thr Thr Val Leu Phe Met 
165 170 175 

Asn Asn Asn Thr Arg Leu Asn Trp Gin He Lys Asp Leu Asn Leu Phe 
180 185 190 

Tyr Ser Phe Leu Phe Cys Tyr Leu Trp Ser Val Pro Pro Phe Leu Leu 
195 200 205 

Phe Leu Val Ser Ser Gly Met Leu Thr Val Ser Leu Gly Arg His Met 
210 215 220 

Arg Thr Met Lys Val Tyr Thr Arg Asn Ser Arg Asp Pro Ser Leu Glu 
225 230 235 240 

Ala His He Lys Ala Leu Lys Ser Leu Val Ser Phe Phe Cys Phe Phe 
245 250 255 

Val He Ser Ser Cys Ala Ala Phe He Ser Val Pro Leu Leu He Leu 
260 265 270 

Trp Cys Asp Lys He Gly Val Met Val Cys Val Gly He Met Ala Ala 
275 280 285 

Cys Pro Ser Gly His Ala Ala He Leu He Ser Gly Asn Ala Lys Leu 
290 295 300 

Arg Arg Ala Val Met Thr He Leu Leu Trp Ala Gin Ser Ser Leu Lvs 
305 310 315 320 

Val Arg Ala Asp His Lys Ala Asp Ser Arg Thr Leu Cys 
325 330 
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<210> 165 

<211> 1002 

<212> DNA 

<213> homo sapiens 



<220> 

<221> CDS 

<222> (1) (1002) 

<220> 

<221> variation 

<222> (145) . . (145) 

<223> SNP 

<220> 

<221> variation 

<222> (239) . . (239) 

<223> SNP 

<220> 

<221> variation 

<222> (785) . . (785) 

<223> SNP 



<220> 

<221> variation 

<222> (820) . . (820) 

<223> SNP 

<220> 

<221> variation 

<222> (886) . . (886) 

<223> SNP 



<400> 165 



SI ?S ?S 1?^ Ill Zl ?S ?a ^£ III s- - - - 

10 25 

?s ^: ti - - - s III 

- S ^11 '^t lli - - - - ^ 

^0 45 

s s a- J- £ - J- - J- til tit III It: - 

60 

s IS ^s: - - - - - «c =j= 

80 

IS £JI III III I- III S III 

95 



90 



48 



96 



144 



192 



240 



288 
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atg eta tgg atg att gca aac caa gcc aac etc tgg ott get gcc tac 33 S 

Met Leu Trp Met He Ala Asn Gin Ala Asn Leu Trp Leu La Ka cJs 

105 110 

etc age ctg ctt tac tgc tec aag etc ate cgt ttc tet eac acc ttc 
Leu Ser Leu Leu Tyr Cys Ser Lys Leu He Arg Phe Ser His Thr Phe 



115 120 



125 



ctg ate tgc ttg gca age tgg gtc tec agg aag ate tec cag atg etc 
Leu lie Cys Leu Ala Ser Trp Val Ser Arg Lys He Ser Gin Me? Leu 
■L-3U 135 



140 



384 



432 



ctg ggt att att ctt tgc tec tgc ate tgc act gte etc tgt att taa 
Leu Gly He He Leu Cys Ser Cys He Cys Thr ?al LeS cjs vll Trl 

150 155 160 

It^ ""^^ 9tc aca act gtg eta ttc ate 

Cys Phe Phe Ser Arg Pro His Phe Thr Val Thr Thr Val Leu Phe Met 
165 170 175 

A^n r° etc aat tta ttt 

Asn Asn Asn Thr Arg Leu Asn Trp Gin He Lys Asp Leu Asn Leu Phe 
180 185 190 

•III III III f ° ""^^ 9tg cet eet ttc eta ttg 

Tyr Ser Phe Leu Phe Cys Tyr Leu Trp Ser Val Pro Pro Phe Leu Leu 
195 200 205 

III r^^ "^'^ 9tc tec ctg gga agg cac atg 

Phe Leu Val Ser Ser Gly Met Leu Thr Val Ser Leu Gly Arg His Me? 
■^10 215 220 

agg aca atg aag gtc tat acc aga aac tct cgt gac cec age ctg gag 
Arg Thr Met Lys Val Tyr Thr Arg Asn Ser Arg Asp Pro Ser Le? II? 

230 235 240 

gee cac att aaa gcc etc aag tct ctt gtc tec ttt ttc tgc ttc ttt 
Ala His He Lys Ala Leu Lys Ser Leu Val Ser Phe Phe Cys Phe Phe 
245 250 255 

gtg ata tea tee tgt gtt gee ttc ate tct gtg cec eta ctg att ctg 
Val He Ser Ser Cys Val Ala Phe He Ser Val Pro Leu Leu He Leu 
260 265 270 

tgg cgc gac aaa ata ggg gtg atg gtt tgt gtt ggg ata atg gca act 
Trp Arg Asp Lys He Gly Val Met Val C?s Val lly He Me? HI Hi 
275 280 285 

tgt cec tct ggg eat gca gcc ate ctg ate tea gge aat gcc aag ttg 
cys Pro Ser Gly His Ala Ala He Leu He Ser Gly Asn Ala Lys Leu 
290 295 300 

agg aga get gtg atg acc att ctg etc tgg get cag age age eta aaa Qfin 
^g Arg Ala Val Met Thr He Leu Leu T?p Xla Gil sir Ser Le? LyI 
305 310 315 320 

gta aga gee gac cac aag gca gat tee egg aca ctg tgc tga 1002 
Val Arg Ala Asp His Lys Ala Asp Ser Arg Thr Leu Cys 
325 330 
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528 



576 



624 



672 



720 



768 



816 



864 
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<210> 166 

<211> 333 

<212> PRT 

<213> homo sapiens 

<400> 166 



Met Leu Thr Leu Thr Arg He Arg Thr Val Ser Tyr Glu Val Arg Ser 
1 5 . 10 15 

Thr Phe Leu Phe He Ser Val Leu Glu Phe Ala Val Gly Phe Leu Thr 
20 25 30 

Asn Ala Phe Val Phe Leu Val Asn Phe Trp Asp Val Val Lys Arg Gin 
35 40 45 

Ala Leu Ser Asn Ser Asp Cys Val Leu Leu Cys Leu Ser He Ser Ara 
50 55 60 

Leu Phe Leu His Gly Leu Leu Phe Leu Ser Ala He Gin Leu Thr His 

70 75 80 

Phe Gin Lys Leu Ser Glu Pro Leu Asn His Ser Tyr Gin Ala He He 
85 90 95 

Met Leu Trp Met He Ala Asn Gin Ala Asn Leu Trp Leu Ala Ala Cvs 
100 105 110 

Leu Ser Leu Leu Tyr Cys Ser Lys Leu He Arg Phe Ser His Thr Phe 
115 120 125 

Leu He Cys Leu Ala Ser Trp Val Ser Arg Lys He Ser Gin Met Leu 
130 135 2.40 

Leu Gly He He Leu Cys Ser Cys He Cys Thr Val Leu Cys Val Tro 

150 155 160 

Cys Phe Phe Ser Arg Pro His Phe Thr Val Thr Thr Val Leu Phe Met 
165 170 175 

Asn Asn Asn Thr Arg Leu Asn Trp Gin He Lys Asp Leu Asn Leu Phe 
180 185 190 

Tyr Ser Phe Leu Phe Cys Tyr Leu Trp Ser Val Pro Pro Phe Leu Leu 
195 200 205 

Phe Leu Val Ser Ser Gly Met Leu Thr Val Ser Leu Gly Arg His Met 
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Arg Thr Met Lys Val Tyr Thr Arg Asn Ser Arg Asp Pro Ser Leu Glu 

230 23.5 240 

Ala His He Lys Ala Leu Lys Ser Leu Val Ser Phe Phe Cys Phe Phe 
245 250 255 

Val He Ser Ser Cys Val Ala Phe He Ser Val Pro Leu Leu He Leu 
260 265 270 

Trp Arg Asp Lys He Gly Val Met Val Cys Val Gly He Met Ala Ala 
^'^ 280 285 

Cys Pro Ser Gly His Ala Ala He Leu He Ser Gly Asn Ala Lys Leu 

Arg Arg Ala Val Met Thr He Leu Leu Trp Ala Gin Ser Ser Leu Lys 

310 315 320 

Val Arg Ala Asp His Lys Ala Asp Ser Arg Thr Leu Cys 
325 330 

<210> 167 

<211> 1017 

<212> DNA 

<213> homo sapiens 

<220> 

<221> CDS 

<222> (1)..{1017) 

<220> 

<221> variation 

<222> (578),. (578) 

<223> SNP 

<220> 

<221> variation 

<222> (589),. (589) 

<223> SNP 

<400> 167 



m!? t IV aaa gag aag caa cag etc 

Met Leu Gly Arg Cys Phe Pro Pro Asp Thr Lys Slu LyI Gin Gin Jeu 
5 10 15 



aga atg act aaa etc tgc gat cct gca gaa agt gaa tta tea cca ttt 
Arg Met Thr Lys Leu Cys Asp Pro Ala llu Ser Glu Leu Se? ITo Phe 
20 25 30 

etc ate ace tta att tta gca gtt tta ctt get gaa tae etc att ggt 



48 



96 



144 
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Leu ixe T,r .eu II, .eu Ala v,l .ou Leu slu Ty. .,u II. cly 

ill s IS IS lit Se s^i K - - 1» 1« IS - 
f r SI ?s I? ?s s- m '^i ^ ^ is 
SI s IS IS 2= si - ix - 1 

^° 95 

sir ?S sS? III III ill III I- f c get gta tat tat gca 

100 Val Tyr Tyr Xla 

110 

IT. S IS ^S ^ - - IS ?g - 

■^2° 125 

S s: III lii J- r.i si ir "= 

130 i^c ^ •^y^ Asn Phe Ser Tyr 

XJ5 140 

i 2S ^Jl S= Se SI IS J- - ?S IS i:i ?g 

160 

2^ SI ^11 SI IS ?:! III IS is: is si is 1- 

^"^^ 175 

"I SI ?s ^1 ?s - - - ^s iji I- s IS 

185 19Q 

^11 IS IS ?S SI SI ?S SI IS SI ?S L'S ?S! ?L= IS 

^00 205 

L^l 12 IS IS IS IS SI g; LS V-? Kl IS -SI SI S? IS 

-^15 220 

Se SI ?S l!l ?S SI SI ?S SI IS SI SI SI IJI ?S Su 
III «l? IS IS IS SI ;s IS IS IS III IS IS S? SI Ls 

250 255 
cac atg ggg gcc ate aaa get ate aan t-t-t. i. 

His Met Gly Ala He Lys IS lit sir tII lit r^"" 

260 -^a -^-Le Ser Tyr Phe Leu He Leu Tyr He 

III S ?IJ IS SI IS SI SI SI IS SI? IS IS SI 
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336 



384 



432 



480 



528 



576 



624 



672 



720 



768 



816 
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275 



280 



I»S K J- J- - - g - 1^^. JJJ ..c ^„ 

"^^^ 300 

S S SI - - IS S= - - - 

320 

S ^Jf 21 2S IS Si 111 2i J- -1 12 - 

-^"^^ 335 

act ctg tga 

Thr Leu 1017 

<210> 168 

<211> 338 

<212> PRT 

<213> homo sapiens 

<400> 168 

Met ^, Cy, .h, Pro Thr si. .,3 31„ 

15 

AT, «et Thr Ly. Cys ^ Pro 

30 

Leu lie Thr Le. He Leu Ma v,l Leu Leu Ma Olu Tyr Leu lie Gly 

45 

lae lie Ma A,„ Gly Phe lie «et Ma He Hi, M, M, Gl„ Trp Val 

60 

Oln A3„ Lya Ma Val Sor Thr Ser Gly Ar, He Leu Val Phe Leu Ser 

80 

val ser xie Ma Leu .1„ ser Leu Met «et Leu Glu He Thr He 

^° 95 

Ser Ser Thr Ser Leu Ser Phe Tvt- <?or. n-, 

100 '^^'^ f^^ Ala Val Tyr Tyr Ala 

•^"^ 110 

Phe Lya He Ser Ph, He Phe Leu Aa„ Phe Cye Ser Leu Trp Phe Ma 

125 

Ala Trp Leu Ser Phe Phe Tyr Phe Val Tt,« xi 

130 ;i5 ^^-^ Ala Asn Phe Ser Tyr 

^-^^ 140 
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Pro Leu Phe Leu Lys Leu Arg Trp Arg He Thr Gly Leu He " Pro Trp 

150 155 

Leu Leu Trp Leu Ser Val Phe He Ser Phe Ser His Ser Met Phe Cys 
165 170 175 

He Asn He Cys Thr Val Tyr Cys Asn Asn Ser Phe Pro He His Ser 
180 185 190 

Ser Asn Ser Thr Lys Lys Thr Tyr Leu Ser Glu He Asn Val Val Gly 

200 205 

Leu Ala Phe Phe Phe Asn Leu Gly He Val Thr Pro Leu He Met Phe 
210 215 220 

He Leu Thr Ala Thr Leu Leu He Leu Ser Leu Lys Arg His Thr Leu 

230 235 240 

His Met Gly Ser Asn Ala Thr Gly Ser Asn Asp Pro Ser Met Glu Ala 
245 250 255 

His Met Gly Ala He Lys Ala He Ser Tyr Phe Leu He Leu Tyr He 
260 265 270 

Phe Asn Ala Val Ala Leu Phe He Tyr Leu Ser Asn Met Phe Asp He 
275 280 285 

Asn Ser Leu Trp Asn Asn Leu Cys Gin He He Met Ala Ala Tyr Pro 
290 295 300 

Ala Ser His Ser He Leu Leu He Gin Asp Asn Pro Gly Leu Arg Arq 
305 310 315 ^ 320 

Ala Trp Lys Arg Leu Gin Leu Arg Leu His Leu Tyr Pro Lys Glu Trp 
325 330 335 

Thr Leu 



<210> 169 

<211> 1017 

<212> DNA 

<213> homo sapiens 



<220> 

<221> CDS 
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<222> (1)..(1017) 
<220> 

<221> variation 

<222> (578) . . (578) 

<223> SNP 
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<220> 
<221> 
<222> 
<223> 



variation 
(589) . . (589) 
SNP 



<400> 169 

atg eta ggg aga tgt ttt cct cca gac acc aaa gag aag caa cag etc 

Met Leu Gly Arg Cys Phe Pro Pro Asp Thr Lys Glu Lys Gin Gin Leu 
1 5 10 15 

aga atg act aaa etc tgc gat cct gca gaa agt gaa ttg teg cca ttt 
Arg Met Thr Lys Leu Cys Asp Pro Ala Glu Ser Glu Leu Ser Pro Phe 
20 25 30 

etc ate acc tta att tta gca gtt tta ctt get gaa tac etc att ggt 
Leu lie Thr Leu lie Leu Ala Val Leu Leu Ala Glu Tyr Leu lie Gly 
35 40 45 

ate att gca aat ggt ttc ate atg get ata cat gca get gaa tgg gtt 
He He Ala Asn Gly Phe He Met Ala He His Ala Ala Glu Trp Val 
50 55 60 

caa aat aag gca gtt tec aca agt ggc agg ate ctg gtt ttc etg agt 
Gin Asn Lys Ala Val Ser Thr Ser Gly Arg He Leu Val Phe Leu Ser 
65 70 75 80 

gta tec aga ata get etc caa age etc atg atg tta gaa att ace ate 
Val Ser Arg He Ala Leu Gin Ser Leu Met Met Leu Glu He Thr He 
85 90 95 

age tea ace tec eta agt ttt tat tet gaa gac get gta tat tat gca 
Ser Ser Thr Ser Leu Ser Phe Tyr Ser Glu Asp Ala Val Tyr Tyr Ala 
100 105 110 

ttc aaa ata agt ttt ata ttc tta aat ttt tgt age ctg tgg ttt get 
Phe Lys He Ser Phe He Phe Leu Asn Phe Cys Ser Leu Trp Phe Ala 
115 120 125 

gee tgg etc agt ttc ttc tac ttt gtg aag att gee aat ttc tec tac 
Ala Trp Leu Ser Phe Phe Tyr Phe Val Lys He Ala Asn Phe Ser Tyr 
130 135 140 

ccc ctt ttc etc aaa ctg agg tgg aga att act gga ttg ata cec tgg 
Pro Leu Phe Leu Lys Leu Arg Trp Arg He Thr Gly Leu He Pro Trp 

150 155 160 

ctt ctg tgg ctg tec gtg ttt att tec ttc agt cae age atg ttc tgc 
Leu Leu Trp Leu Ser Val Phe He Ser Phe Ser His Ser Met Phe Cys 
165 170 175 

ate aac ate tgc act gtg tat tgt aac aat tct ttc cct ate cae tec 
He Asn He Cys Thr Val Tyr Cys Asn Asn Ser Phe Pro He His Ser 
180 185 190 



48 



96 



144 



192 



240 



288 



336 



384 



432 



480 



528 



576 
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s° iTr ?hr IK lJs ?s 

^ ^^'^ Ser Glu lie Asn Val Val Glv 

200 205 

K ^s: ^.j: s= s ?s - - - - 

215 220 

ate ctg aca gcc acc ctg ctg ate etc tct etc aag aga 
lie Leu Thr Ala Thr Leu Leu He Leu Ser Leu Lys Kg 

•^^0 235 

Hi^ m!? c^'^ ^^"^ ^^'^ tec aac gac cec age 

His Met Gly Ser Asn Ala Thr Gly Ser Asn Lp Pro sIr 
245 250 

cac atg ggg gee ate aaa get ate age tae ttt etc att 
His Met Gly Ala He Lys Ala He Ser Tyr Phe Leu ill 
260 265 

ttc aat gca gtt get ctg ttt ate tac etg tee aac at^r 
Phe Asn Ala Val Ala Leu Phe He Tyr Leu S^r A^n Me? 

275 280 285 



cac acc eta 
His Thr Leu 
240 

atg gag get 
Met Glu Ala 
255 

etc tac att 
Leu Tyr He 
270 

ttt gac ate 
Phe Asp He 



1^ 2S I- - ^ - - ill ill IT. - - 

300 

II si= s ir. Ill ill - - III us ss 

315 320 

tit ?4 £S m g - - - - - - J. 

330 335 

act ctg tga 
Thr Leu 



624 



672 



720 



768 



816 



864 



912 



960 



1008 



1017 



<210> 170 

<211> 338 

<212> PRT 

<213> homo sapiens 

<400> 170 

Met Leu Gly Arg Cys Phe Pro Pro Asp Thr Lys Glu Lys Gin Gin Leu 
^ 10 15 

Arg Met Thr Lys Leu Cys Asp Pro Ala Glu Ser Glu Leu Ser Pro Phe 



25 



30 



Leu He Thr Leu He Leu Ala Val Leu Leu Ala Glu Tyr Leu He Gly 

40 45 ^ 

He He Ala Asn Gly Phe He Met Ala He His Ala Ala Glu Trp Val 
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Gin Asn Lys Ala Val Ser Thr Ser Gly Arg He Leu Val Phe Leu Ser 

^° 75 80 

Val Ser Arg He Ala Leu Gin Ser Leu Met Met Leu Glu He Thr He 



85 



90 



95 



ser Ser Thr Ser Leu Ser Phe Tyr Ser Glu Asp Ala Val Tyr Tyr Ala 
J-uy 105 110 

Phe Lys He Ser Phe He Phe Leu Asn Phe Cys Ser Leu Trp Phe Ala 



120 



125 



Ala Trp Leu Ser Phe Phe Tyr Phe Val Lys He Ala Asn Phe Ser Tyr 

135 140 



Pro Leu Phe Leu Lys Leu Arg Trp Arg He Thr Gly Leu He Pro Trp 



155 



160 



Leu Leu Trp Leu Ser Val Phe He Ser Phe Ser His Ser 



165 



170 



He Asn He Cys Thr Val Tyr Cys Asn Asn Ser Phe Pro 
180 185 



Met Phe Cys 
175 



He His Ser 
190 



Phe Asn Ser Thr Glu Lys Thr Tyr Leu Ser Glu He Asn Val Val Gly 

200 



205 



Leu Ala Phe Phe Phe Asn Leu Gly He Val Thr Pro Leu He Met 



215 



220 



Phe 



lie Leu Thr Ala Thr Leu Leu He Leu Ser Leu Lys Arg His Thr Leu 

230 235 240 

His Met Gly Ser Asn Ala Thr Gly Ser Asn Asp Pro Ser Met Glu Ala 
245 250 255 

His Met Gly Ala He Lys Ala He Ser Tyr Phe Leu He Leu Tyr He 
260 265 270 

Phe Asn Ala Val Ala Leu Phe He Tyr Leu Ser Asn Met Phe Asp He 



280 



285 



Asn Ser Leu Trp Asn Asn Leu Cys Gin He He Met Ala Ala Tyr Pro 



295 



300 
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«la Ser His s.r II, .eu x,e„ n, Gl„ Asp ^„ p„ ^„ 

320 

«. Trp Lys Gl„ Leu Arg .e„ Hi, L,u Tyx Pro l,y, «u T.p 



335 



Thr Leu 



<210> 171 

<211> 972 

<212> DNA 

<213> homo sapiens 



<220> 

<221> CDS 

<222> (1) (972) 

<220> 

<221> variation 

<222> (560).. (560) 

<223> SNP 

<220> 

<221> variation 

<222> (817) .. (817) 

<223> SNP 

<220> 

<221> variation 

<222> (871).. (871) 

<223> SNP 



<400> 171 

til ?s ?:f L" ?s IS IS ?s LI Up it; p ^s: " 
SI ti s° ?si r.i r,i i- in - - si ?s is 

25 30 

2^ ip III IS - - ?s - - - 
f i-s 2s ?s m lip - s= 

60 

2S - SI - - tit SI JJ= - - 

80 

agt ctg eta ttc cga att gtt tat aac caa aac tea gtg tat ate ete 



15 

96 
144 
192 



240 

80 

288 
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Ser Leu Leu Phe Arg He Val Tyr Asn Gin Asn Ser Val Tyr He Leu 
83 90 95 

ttc aaa gtc ate act gtc ttt ctg aac cat tec aat etc tgg ttt get 336 
Phe Lys val lie Thr Val Phe Leu Asn His Ser Asn Leu T?p Phe 111 
100 105 110 

gee tgg etc aaa gtc ttc tat tgt ett aga att gca aac ttc aat cat 384 
Ala Trp Leu Lys Val Phe Tyr Cys Leu Arg He Ala Asn Phe Asn His 
115 120 125 

cct ttg ttc ttc ctg atg aag agg aaa ate ata gtg ctg atg cct tgg 432 
Pro Leu Phe Phe Leu Met Lys Arg Lys He He Val Leu Met Pro 
130 135 3^4Q 

ett etc agg ctg tea gtg ttg gtt tec tta age ttc age ttt cct etc 480 
Leu Leu Arg Leu Ser Val Leu Val Ser Leu Ser Phe Ser Phe Pro Leu 

150 155 ;^60 

til age tee att cct ate cec 528 

Ser Arg Asp Val Phe Asn Val Tyr Val Asn Ser Ser He Pro He Pro 
165 170 175 

tec tec aac tec acg gag aag aag tac ttc tct gag acc aat atg gtc 57 6 

Ser Ser Asn Ser Thr Glu Lys Lys Tyr Phe Ser Glu Thr Asn Met Val 
180 185 190 

tl^ ou^ 5tt cct ctg ate atg 624 

Asn Leu Val Phe Phe Tyr Asn Met Gly He Phe Val Pro Leu He Met 
195 200 205 

ttc ate ctg gca gcc ace ctg ctg ate etc tct etc aag aga cac acc 672 
Phe He Leu Ala Ala Thr Leu Leu He Leu Ser Leu Lys Arg His Thr 
210 215 220 

ilf, t^f age atg aag 720 

Leu Has Met Gly Ser Asn Ala Thr Gly Ser Arg Asp Pro Ser Met Lys 
225 230 235 240 

f?^ ^9° tac ttt etc ate etc tac 768 

Ala His He Gly Ala He Lys Ala Thr Ser Tyr Phe Leu He Leu Tyr 
245 250 255 

ll'^ '^'^^ tee acg tec aac ate ttt gac 816 

He Phe Asn Ala He Ala Leu Phe Leu Ser Thr Ser Asn He Phe Asp 
260 265 270 

^te ate atg get gcc tac 864 
Thr Tyr Ser Ser Trp Asn He Leu Cys Lys He He Met Ala Ala Tyr 
275 280 285 

cct gcc ggc cac tea gta caa ctg ate ttg ggc aac cct ggg ctg aga 912 
^""^ lie Leu Gly Asn Pro Gly Leu A?g 

290 295 300 

aga gcc tgg aag egg ttt cag cac caa gtt cct ett tac eta aaa qqq 
Arg Ala Trp Lys Arg Phe Gin His Gin Val Pro Leu Tyr Leu Lys Glv 
305 310 315 320 



960 



cag act ctg tga 

Gin Thr Leu ^ 
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<210> 172 

<211> 323 

<212> PRT 

<213> hoiao sapiens 

<400> 172 

Met Ala Thr Val Asn Thr Asp Ala Thr Asp Lys Asp lie Ser Lys Phe 
^5 10 15 

Lys Val Thr Phe Thr Leu Val Val Ser Gly He Glu Cys He Thr Glv 
20 25 30 

He Leu Gly Ser Gly Phe He Thr Ala He Tyr Gly Ala Glu Trp Ala 
35 40 45 

Arg Gly Lys Thr Leu Pro Thr Gly Asp Arg He Met Leu Met Leu Ser 
50 55 60 

Phe Ser Arg Leu Leu Leu Gin He Trp Met Met Leu Glu Asn He Phe 
" 70 75 80 

Ser Leu Leu Phe Arg He Val Tyr Asn Gin Asn Ser Val Tyr He Leu 
85 90 95 

Phe Lys Val He Thr Val Phe Leu Asn His Ser Asn Leu Trp Phe Ala 
100 105 110 

Ala Trp Leu Lys Val Phe Tyr Cys Leu Arg He Ala Asn Phe Asn His 
115 120 125 

Pro Leu Phe Phe Leu Met Lys Arg Lys He He Val Leu Met Pro Trn 
130 135 140 

Leu Leu Arg Leu Ser Val Leu Val Ser Leu Ser Phe Ser Phe Pro Leu 

150 155 160 

Ser Arg Asp Val Phe Asn Val Tyr Val Asn Ser Ser He Pro He Pro 
165 170 175 

Ser Ser Asn Ser Thr Glu Lys Lys Tyr Phe Ser Glu Thr Asn Met Val 
180 185 190 

Asn Leu Val Phe Phe Tyr Asn Met Gly He Phe Val Pro Leu He Met 
195 200 205 
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Phe lie Leu Ala Ala Thr Leu Leu He Leu Ser Leu Lys Arg His Thr 
210 215 220 

Leu His Met Gly Ser Asn Ala Thr Gly Ser Arg Asp Pro Ser Met Lys 
225 230 235 240 

Ala His He Gly Ala He Lys Ala Thr Ser Tyr Phe Leu He Leu Tyr 
245 250 255 

He Phe Asn Ala He Ala Leu Phe Leu Ser Thr Ser Asn He Phe Asp 
260 265 270 

Thr Tyr Ser Ser Trp Asn He Leu Cys Lys He He Met Ala Ala Tyr 
275 280 285 

Pro Ala Gly His Ser Val Gin Leu He Leu Gly Asn Pro Gly Leu Arg 
290 295 300 

Arg Ala Trp Lys Arg Phe Gin His Gin Val Pro Leu Tyr Leu Lys Gly 
305 310 315 320 

Gin Thr Leu 



<210> 173 

<211> 972 

<212> DNA 

<213> homo sapiens 

<220> 

<221> CDS 

<222> (1).,{972) 

<220> 

<221> variation 

<222> (560) . . (560) 

<223> SNP 

<220> 

<221> variation 

<222> (817) . . (817) 

<223> SNP 

<220> 

<221> variation 

<222> (871) . . (871) 

<223> SNP 

<400> 173 

atg gca acg gtg aac aca gat gcc aca gat aaa gac ata tec aag ttc 48 
Met Ala Thr Val Asn Thr Asp Ala Thr Asp Lys Asp He Ser Lys Phe 
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^ 5 10 



15 



ti ?s '^t ?s til ii: III III III ill ?s III 

25 30 



160 



175 



96 



144 



III t^i m til m III III s III - - IS IS 

?S ?S L" III -I li - IS 

55 60 

1^ '^t tsi til 111 s:: IS in j?p' - IS - - a.0 
£ s ii: III 1^ ij: - - -I III ^i - ti - - -a 

90 95 

S» l^ iZ f,l III til J^S 111 til -I tl: J- - - ■ 33e 

105 110 

S lit tl til III ^ III - ill - . 33. 

■^■^^ 120 125 

til ^^l III 111 - aaa 

135 140 

.3 III L'l Ill III - - - - - - - 



s2 - - - - - - cee S.S 



i» III ?s IS III III III III III -I - s? ?L= 

185 190 

til ^l 111 '^l III ^? l!5 - 111 III -I «^ 

205 

ttc ate ctg gca gcc acc ctq ctg ate etc tni- ^+-r. 
Phe lie Leu «a «e ... .e^ ^l Al III ?S 

215 220 

s:? m It: '^i ni III in iit in z; m m 

235 240 

m 111 III III s: til i^i s ?s s£ J- s» - - - 



wo 2005/007891 

293/447 PCT/US2004/019489 



att ttc aat gca att get eta i-i-i- u 

.He .3„ ... lit - - - tj. 2= 

270 

act tac agt tec taa aat ai-4- 4-*- *. 

Thr Tyr Ser Ser T^p Asn 111 Hi fJJ ^^e atg get gee tae 

275 280 Tyr 

285 

cet gcc age cac tea gta caa ni-r, 4.0. 

Pro Ala Ser His Ser Val Gin Leu Il« rl?-, °tg aga 

290 295 " Gly leu Arg 

300 

i SI 51 ^ IS s- - s - 



320 



Lys Val Thr Phe Thr Leu Val Val Ser n« ti 

20 ff"" <31vi Cys He Thr Gly 

25 30 

lie Leu oxy Se. o^y ..e Xle Th. xXe Ty. 



Arg Gly Ly, .hr Thr Gly »^ 



60 



^he ser ^ 

80 

ser PK. ^„ 

^° 95 
Phe .ye Vel jje T.. Val P., j ^ 

•^"^ 110 
Trp .eu Ly, Val Phe Tyr Oya ^„ 



816 



864 



912 



960 



cag act ctg tga 

Gin Thr Leu 972 



<210> 174 

<211> 323 

<212> PRT 

<213> homo sapiens 

<400> 174 

Met Ale Thr Val Ja„ Th. Aap «a Th, .ya 

l" 15 



120 125 
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Pro Leu Phe Phe Leu Met Lys Arg Lys lie He Val Leu Met Pro Trp 
•'•■'0 135 140 

Leu Leu Arg Leu Ser Val Lev Val Ser Leu Ser Phe Ser Phe Pro Leu 

150 155 160 

Ser Arg Asp Val Phe Asn Val Tyr Val Asn Ser Ser He Pro He Pro 
165 170 175 

Ser Ser Asn Ser Thr Glu Lys Lys Tyr Phe Ser Glu Thr Asn Met Val 
180 185 190 

Asn Leu Val Phe Phe Tyr Asn Met Gly He Phe Val Pro Leu He Met 
195 200 205 

Phe He Leu Ala Ala Thr Leu Leu He Leu Ser Leu Lys Arg His Thr 
210 215 220 

Leu His Met Gly Ser Asn Ala Thr Gly Ser Arg Asp Pro Ser Met Lys 

230 235 240 

Ala His He Gly Ala He Lys Ala Thr Ser Tyr Phe Leu He Leu Tyr 
245 250 255 

He Phe Asn Ala He Ala Leu Phe Leu Ser Thr Ser Asn He Phe Asp 
260 265 270 

Thr Tyr Ser Ser Trp Asn He Leu Cys Lys He He Met Ala Ala Tyr 
275 280 285 

oin ^^"^ ^^"^ ^^"^ <51y Asn Pro Gly Leu Arg 

290 295 300 

Arg Ala Trp Lys Arg Phe Gin His Gin Val Pro Leu Tyr Leu Lys Gly 

310 315 320 

Gin Thr Leu 



<210> 175 

<211> 972 

<212> DNA 

<213> homo sapiens 



<220> 

<221> CDS 

<222> (1)..{972) 
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<220> 

<221> variation 

<222> (560) . . (560) 

<223> SNP 

<220> 

<221> variation 

<222> (817) . . (817) 

<223> SNP 

<220> 

<221> variation 

<222> (871) . . (871) 

<223> SNP 



<400> 175 



atg gca acg gtg aac aca gat gcc aca gat aaa gac ata tec aaa ttn 4P 
Met Ala Thr Val Asn Thr Asp Ala Thr Lp Lys Asp III Ser lyl III ' 
. ^ 10 15 



aag gtc acc ttc act ttg gtg gtc tec gga ata gag tqc ate act aan 
Lys val Thr Phe Thr Leu Val Val Ser Gly He 111 Cys lie Jhr lly 
-sO 25 - 



30 



ttt tec agg etc ttg eta cag att tgg atg atg ctg gag aac att ttc 
Phe ser Arg Leu Leu Leu Gin He Xrp Met Me? Leu 111 Asn III III 

70 75 



80 



gcc tgg etc aaa gtc ttc tat tgt ctt aga att gca aac ttc aat cat 
Ala Trp Leu Lys Val Phe Tyr Cys Leu Arg He 2la Asn lit As^ Ss 

120 X25 

P^^ aaa ate ata gtg ctg atg cct toa 

Pro Leu Phe Phe Leu Met Lys Arg Lys He He ?al Leu Se? Pro J?p 

135 140 

ctt etc agg ctg tea gtg ttg gtt tec tta age ttc age ttt cct etc 
Leu Leu Arg Leu Ser Val Leu Val Ser Leu sir Phe sL P^e Pro 111 

150 155 

teg aga gat gtc ttc aat gtg tat gtg aat aoc tec ati- o^t- =*-^ 
ser Arg Asp Val Phe Asn Val Tyr ?a? Asn Sr Ser He Pro ill Trl 
165 170 



96 



til til ip III in lit ?s Ill III IS III III J- - 

40 45 



r?f, f atg ttg atg ctg age 192 

Arg Gly Lys Thr Leu Pro Thr Gly Asp Arg He Met Leu Me? Le? Kr 

55 60 



240 



288 



agt ctg eta ttc cga att gtt tat aac caa aac tea gtg tat ate etc 
Ser Leu Leu Phe Arg He Val Tyr Asn Gin Asn Ser ?al Tyr 111 Leu 
85 90 95 

ttc aaa gtc ate act gtc ttt ctg aac eat tec aat etc taa ttt ac^i- 
Phe Lys Val He Thr Val Phe Leu Asn His Ser Asn Leu Tr? Phe 111 



384 



432 



480 



528 
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tec tec aac tec acg gag aag aag tac ttc tct gag aec aat ato 
Ser Ser Asn Ser Thr Glu Lys I.ys Tyr Phe Ser fli Me? ?aJ 



190 



lie Leu Ala Ala Thr .ei LeS ll^Z l^l ^' -° 

215 220 

SI IS g III - III III fa? fe? £S 



235 240 



Sa T?! r?^ !r tac ttt etc ate etc tac 

Ala His He Gly Ala He Lys Ala Thr Ser Tyr Phe Leu He Leu Tyr 



245 250 

pS: IS Si Si It: - - - 

260 265 270 

I?^ J^"" c^^ o"""" ate ate atg get gee tae 864 

Ala Tyr Ser Ser Trp Asn He Leu Cys ^ys He He Me? S III ^yr 



255 



275 280 



320 



576 



S2 ?| - IS SI - - - s: «ii - 

•^^^ 200 205 

^i: ^is s £1 ?s 2: -° 

210 215 220 



720 



768 



912 



cet gee gge eae tea gta caa ctg ate ttg ggc aac cct aaa n+-rt 

Pro Ala Gly His Ser Val Gin Leu He LeJ lly Sn Pro 11^ Leu ^g 

295 300 

aga gcc tgg aag egg ttt cag eae caa gtt cet ctt tae eta aaa aaa Qfin 

Arg Ala Trp Lys Arg Phe Gin His Gin Val Pro Leu T^r Leu Lys lly 
•^^^ 310 315 ^ ^ 



cag act ctg tga 

Gin Thr Leu ^"^2 



<210> 176 

<211> 323 

<212> PRT 

<213> homo sapiens 

<400> 176 

Met Ala Thr Val Asn Thr Asp Ala Thr Asp Lys Asp He Ser Lys Phe 
^ 10 15 

Lys val Thr Phe Thr Leu Val Val Ser Gly He Glu Cys He Thr Gly 
^° 25 30 

He Leu Gly Ser Gly Phe He Thr Ala He Tyr Gly Ala Glu Trp Ala 
•»= 40 45 



Arg Gly Lys Thr Leu Pro Thr Gly Asp Arg He Met Leu Met Leu Ser 



wo 2005/007891 
50 
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Phe Ser Arg Leu Leu Le^, Gin He Trp Met Met Leu Glu Asn He Phe 

'^^ 80 

Ser Leu Leu Phe Arg He Val Tyr Asn Gin Asn Ser Val Tyr He Leu 



90 



95 



Phe Lys val He Thr Val Phe Leu Asn His Ser Asn Leu Trp Phe 



105 



Ala 



110 



Ala Trp Leu Lys Val Phe Tyr Cys Leu Arg He Ala Asn 



120 



125 



Phe Asn His 



Pro Leu Phe Phe Leu Met Lys Arg Lys He He Val Leu Met Pro Trp 



140 



Leu Leu Arg Leu Ser Val Leu Val Ser Leu Ser Phe Ser Phe Pro Leu 

155 160 



Ser Arg Asp Val Phe Asn Val Tyr Val Asn Ser Ser He 
165 170 

Ser Ser Asn Ser Thr Glu Lys Lys Tyr Phe Ser Glu Thr 



180 



185 



Pro He Pro 
175 



Asn Met Val 
190 



Asn Leu Val Phe Phe Tyr Asn Met Gly He Phe Val Pro Leu He Met 
•^^^ 200 205 

Phe He Leu Ala Ala Thr Leu Leu He Leu Ser Leu Lys Arg His Thr 

215 220 

Leu His Met Gly Ser Asn Ala Thr Gly Ser Arg Asp Pro Ser Met Lys 

235 240 

Ala His He Gly Ala He Lys Ala Thr Ser Tyr Phe Leu He Leu Tyr 

lie Phe Asn Ala He Ala Leu Phe Leu Ser Thr Ser Asn He Phe Asp 

265 270 

Ala Tyr Ser Ser Trp Asn He Leu Cys Lys He He Met Ala Ala Tyr 



Pro Ala Gly His Ser Val Gin Leu He Leu Gly Asn 



295 



300 



285 



Pro Gly Leu Arg 
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Arg Ala Trp hys Arg Phe Gin His Gin Val Pro Leu Tyr 3:,eu Lys Glv 
305 310 315 320 



Gin Thr Leu 



<210> 177 

<211> 972 

<212> DNA 

<213> homo sapiens 



<220> 

<221> CDS 

<222> (1)..(972) 



<220> 
<221> 
<222> 
<223> 



variation 
(560) . . (560) 
SNP 



<220> 
<221> 
<222> 
<223> 



variation 
(817) . . (817) 
SNP 



<220> 
<221> 
<222> 
<223> 



variation 
(871) . . (871) 
SNP 



<400> 177 

atg gca acg gtg aac aca gat gcc aca gat aaa gac ata tec aag ttc 48 

Met Ala Thr Val Asn Thr Asp Ala Thr Asp Lys Asp He Ser Lys Phe 

15 10 15 

aag gtc acc ttc act ttg gtg gtc tec gga ata gag tgc ate act ggc 96 

Lys Val Thr Phe Thr Leu Val Val Ser Gly He Glu Cys He Thr Gly 

20 25 30 

ate ctt ggg agt ggc ttc ate acg gcc ate tat ggg get gag tgg gcc 144 

He Leu Gly Ser Gly Phe He Thr Ala He Tyr Gly Ala Glu Trp Ala 

35 40 45 



agg ggc aaa aca etc cec act ggt gac cgc att atg ttg atg ctg age 192 

Arg Gly Lys Thr Leu Pro Thr Gly Asp Arg He Met Leu Met Leu Ser 
50 55 60 

ttt tec agg etc ttg eta cag att tgg atg atg ctg gag aac att ttc 240 

Phe Ser Arg Leu Leu Leu Gin He Trp Met Met Leu Glu Asn He Phe 

" 70 75 80 

agt ctg eta ttc cga att gtt tat aac caa aac tea gtg tat ate etc 288 

Ser Leu Leu Phe Arg He Val Tyr Asn Gin Asn Ser Val Tyr He Leu 
85 90 95 

ttc aaa gtc ate act gtc ttt ctg aac cat tec aat etc tgg ttt get 336 
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Phe Lys Val He Thr Val Phe Leu Asn His Ser Asn Leu Trp Phe Ala 
100 105 110 

gco tgg etc aaa gtc ttc tat tgt ctt aga att gca aac ttc aat cat 384 
Ala Trp Leu Lys Val Phe Tyr Cys Leu Arg He Ala Asn Phe Asn His 

120 125 

cct ttg ttc ttc ctg atg aag agg aaa ate ata gtg ctg atg cct tgg 432 
Pro Leu Phe Phe Leu Met Lys Arg Lys He He Val Leu Met Pro Trp 
130 135 140 

ctt etc agg ctg tea gtg ttg gtt tec tta age ttc age ttt cct etc 480 
Leu Leu Arg Leu Ser Val Leu Val Ser Leu Ser Phe Ser Phe Pro Leu 

150 155 160 

teg aga gat gtc ttc aat gtg tat gtg aat age tec att cct ate cec 528 
Ser Arg Asp Val Phe Asn Val Tyr Val Asn Ser Ser He Pro He Pro 
165 170 175 

tee tec aac tec aeg gag aag aag tac ttc tat gag ace aat atg gtc 576 
Ser Ser Asn Ser Thr Glu Lys Lys Tyr Phe Tyr Glu Thr Asn Met Val 
180 185 190 

aac ctg gta ttt ttc tat aac atg ggg ate ttc gtt cct ctg ate atg 624 
Asn Leu Val Phe Phe Tyr Asn Met Gly He Phe Val Pro Leu He Met 
195 200 205 

ttc ate ctg gca gee ace ctg ctg ate etc tet etc aag aga cae ace 
Phe He Leu Ala Ala Thr Leu Leu He Leu Ser Leu Lys Arg His Thr 
210 215 220 

eta cae atg gga age aat gee aca ggg tec agg gae ecc age atg aag 
Leu His Met Gly Ser Asn Ala Thr Gly Ser Arg Asp Pro Ser Met Lys 

230 235 240 

get cae ata ggg gee ate aaa gee acc age tac ttt etc ate etc tac 
Ala Hxs He Gly Ala He Lys Ala Thr Ser Tyr Phe Leu He Leu Tyr 
245 250 255 

att ttc aat gca att get eta ttt ctt tec aeg tec aac ate ttt gae 
He Phe Asn Ala He Ala Leu Phe Leu Ser Thr Ser Asn He Phe Aso 
260 265 270 

act tac agt tec tgg aat att ttg tgc aag ate ate atg get gee tac 
Thr Tyr Ser Ser Trp Asn He Leu Cys Lys He He Met Ala Ala Tyr 
275 280 285 

cct gee ggc cac tea gta caa ctg ate ttg gge aac cct ggg ctg aga 
Pro Ala Gly His Ser Val Gin Leu He Leu Gly Asn Pro Gly Leu Arg 
290 295 300 

aga gee tgg aag egg ttt eag cac caa gtt cct ctt tac eta aaa ggg 
Arg Ala Trp Lys Arg Phe Gin His Gin Val Pro Leu Tyr Leu Lys Gly 
305 310 315 320 

cag act ctg tga 

Gin Thr Leu ^'^ 



672 



720 



7 68 



816 



864 



912 



960 



<210> 178 
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<211> 323 
<212> PRT 
<213> homo sapiens 

<400> 178 

Met Ala Thr Val Asn Thr Asp Ala Thr Asp Lys Asp He Ser Lys Phe 



10 



15 



Lys Val Thr Phe Thr Leu Val Val <^f>-r rit, r^i 

25 30 

lie Leu Gly Ser Gly Phe He Thr Ala He Tyr Gly Ala Glu Trp Ala 
''^ 40 45 

Arg Gly Lys Thr Leu Pro Thr Gly Asp Arg He Met Leu Met Leu Ser 

Phe Ser Arg Leu Leu Leu Gin He Trp Met Met Leu Glu Asn He Phe 

^° 75 80 



Ser Leu Leu Phe Arg He Val Tyr Asn Gin Asn Ser Val 



85 90 



Tyr He Leu 
95 



Phe Lys val He Thr Val Phe Leu Asn His Ser Asn Leu Trp Phe Ala 

105 2.10 

Ala Trp Leu Lys Val Phe Tyr Cys Leu Arg He Ala Asn Phe Asn His 

120 125 

Pro Leu Phe Phe Leu Met Lys Arg Lys He He Val Leu Met Pro Trp 

X «i3 O 1 M ^ 



140 



Leu Leu Arg Leu Ser Val Leu Val Ser Leu Ser Phe Ser Phe Pro Leu 

150 155 160 



Ser Arg Asp Val Phe Asn Val Tyr Val Asn Ser Ser He 



165 170 



Pro He Pro 
175 



Ser Ser Asn Ser Thr Glu Lys Lys Tyr Phe Tyr Glu Thr Asn Met Val 

185 190 

Asn Leu Val Phe Phe Tyr Asn Met Gly He Phe Val Pro Leu He Met 

200 205 

Phe He Leu Ala Ala Thr Leu Leu He Leu Ser Leu Lys Arg His Thr 

215 220 



wo 2005/007891 



301/447 



PCT/US2004/019489 



^.u Hi, «et Sly ser A=n rhr GXy s,r Ar, Asp P.o Ser Met .y, 

240 

Ala Hi, lie «ly „a lie .y, Th. Se. Tyr .he Leu He Leu Tyx 

^ o u 



255 



He .he ^e lie *1, Leu .he Leu Se. Thr Ser «e„ xle .he ^ 

265 270 



Thr Ty. ser Ser Trp A=„ He Leu Oys Lys 11, 

285 

.ro Ma Cly Hi. ser V.l Gin Leu He Leu Gly A,„ .ro Gly Leu Arg 

300 

Arg Ala Trp Lys Arg Phe Gin His Gin 



305 
Gin Thr Leu 



310 



Val Pro Leu Tyr Leu Lys Gly 

320 



<210> 179 

<211> 972 

<212> DNA 

<213> homo sapiens 



<220> 

<221> CDS 

<222> (1) (972) 

<220> 

<221> variation 

<222> (560) . . (560) 

<223> SNP 



<220> 

<221> variation 

<222> (817).. (817) 

<223> SNP 



<220> 

<221> variation 

<222> (871) (871) 

<223> SNP 



<400> 179 

s? ?g iit ?s m ;s LI SI Sp tii lit li: - 

SI fe! S - - - l?y SI IS Z til ll 2S 



96 
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20 



25 



30 



lit 2S ip III IS tit ?g - ill III in fll IK - 1,%= 

45 

agg ggc aaa aca etc ccc act an^ rr=»^ ^ 

Arg Gly Lys Thr Leu Pro rhr III ^^g age 

50 Kc ^ ^9 lie Met Leu Met Leu Ser 

60 

'.p til tst 2s IK s J?? s:i ik l-s si 

80 

Se'r Le? Se ^^n 1^ 

^^g xj.e val Tyr Asn Gin Asn Ser Val Tyr lie Leu 

95 

Ph." lit ill - r f ° 

100 ^^'^ ^^"^ P»ie Ala 

110 

Sa 5- S: - ^1 - - - IS ... 

•^2" 125 

tT. SI S: HI s:? J- tit iT. v3 - - 

2s L^i HI 1? - iti h: I- Z ss III HI 

160 

lit SI LI ?1! SI r - - - SI S S 51 

170 175 

ae? le= I- Kl ?S IK SI I- ^l lit - IK ill - - 

185 190 

2? v3 s: SI J- SI I? ig 51 SI - - 

200 205 

p^e ii: 2^ IS ?s III III Til r= 

210 ^^"^ Ser Leu Lys Arg His Thr 

^15 220 

i SK 1!^ - L'^ SI s IS - 1? SI =11 til '^l 

ru ill III § 51 t^i SI ?ii sii jJS s: si 51 21 ^ 

250 255 

III III SI 5: S 21 S^ l^ - s - SI 51 S: SI 

265 270 



144 



192 



240 



288 



336 



384 



432 



480 



528 



576 



624 



672 



720 



768 



816 
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a?^ I 0""° aag ate ate atg get gcc tac 

Ala Tyr Ser Ser Trp Asrx He Leu Cys Lys He He Me? Ala Sa 
275 280 285 

cct gcc ggc cac tea gta eaa etg ate ttg ggc aac cct aaa eta aaa 

Pro Ala Gly His Ser Val Gin Leu He LeS lly Asn Pro Leu 2g 

295 300 

aga gcc tgg aag egg ttt cag cac caa gtt cct ctt tac eta aaa ggg 

Arg Ala Trp Lys Arg Phe Gin His Gin Val Pro Leu Tyr Leu Lys lly 

eag act etg tga 

Gin Thr Leu . ^"^2 



<210> 180 

<211> 323 

<212> PRT 

<213> homo sapiens 

<400> 180 

Met Ala Thr Val Asn Thr Asp Ala Thr Asp Lys Asp He Ser Lys Phe 
•^5 10 



15 



Lys Val Thr Phe Thr Leu Val Val Ser Gly He Glu Cys He Thr Gly 
20 25 30 

He Leu Gly Ser Gly Phe He Thr Ala He Tyr Gly Ala Glu Trp Ala 
35 40 45 

Arg Gly Lys Thr Leu Pro Thr Gly Asp Arg He Met Leu Met Leu Ser 
^" 55 60 

Phe Ser Arg Leu Leu Leu Gin He Trp Met Met Leu Glu Asn He Phe 
" 70 75 80 

Ser Leu Leu Phe Arg He Val Tyr Asn Gin Asn Ser Val Tyr He Leu 
85 90 95 

Phe Lys Val He Thr Val Phe Leu Asn His Ser Asn Leu Trp Phe Ala 
100 105 110 

Ala Trp Leu Lys Val Phe Tyr Cys Leu Arg He Ala Asn Phe Asn His 

120 125 

Pro Leu Phe Phe Leu Met Lys Arg Lys He He Val Leu Met Pro Trp 
130 135 140 ^ 



864 



912 



960 
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Leu Leu Arg Leu Ser Val Leu Val Ser Leu Ser Phe Ser Phe Pro Leu 
145 150 155 160 



Ser Arg Asp Val Phe Asn Val Tyr Val Asn Ser Ser lie Pro lie Pro 
165 170 175 

Ser Ser Asn Ser Thr Glu Lys Lys Tyr Phe Tyr Glu Thr Asn Met Val 
180 185 190 



Asn Leu Val Phe Phe Tyr Asn Met Gly He Phe Val Pro Leu He Met 
195 200 205 



Phe He Leu Ala Ala Thr Leu Leu He Leu Ser Leu Lys Arg His Thr 
210 215 220 



Leu His Met Gly Ser Asn Ala Thr Gly Ser Arg Asp Pro Ser Met Lys 
225 230 235 240 

Ala His He Gly Ala He Lys Ala Thr Ser Tyr Phe Leu He Leu Tyr 
245 250 255 

He Phe Asn Ala He Ala Leu Phe Leu Ser Thr Ser Asn He Phe Asp 
260 265 270 

Ala Tyr Ser Ser Trp Asn He Leu Cys Lys He He Met Ala Ala Tyr 
275 280 285 

Pro Ala Gly His Ser Val Gin Leu He Leu Gly Asn Pro Gly Leu Arg 
290 295 300 



Arg Ala Trp Lys Arg Phe Gin His Gin Val Pro Leu Tyr Leu Lys Gly 
305 310 315 320 



Gin Thr Leu 



<210> 181 

<211> 924 

<212> DNA 

<213> homo sapiens 



<220> 

<221> CDS 

<222> (1)..(924) 

<220> 

<221> variation 

<222> (380) . . (380) 
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<220> 

<221> variation 

<222> (584).. (584) 

<223> SNP 

<400> 181 

atg caa gca gca ctg acg gcc ttc ttc gtg ttg etc ttt age ctg ctg 48 
Met Gin Ala Ala Leu Thr Ala Phe Phe Val Leu Leu Phe Ser Leu Leu 
^5 10 15 

agt ctt ctg ggg att gca gcg aat ggc ttc att gtg ctg gtg ctg ggc 96 
Ser Leu Leu Gly lie Ala Ala Asn Gly Phe lie Val Leu Val Leu Gly 
20 25 30 

agg gag tgg ctg cga tat ggc agg ttg ctg ccc ttg gat atg ate etc 144 
Arg Glu Trp Leu Arg Tyr Gly Arg Leu Leu Pro Leu Asp Met lie Leu 
35 40 45 

att age ttg ggt gcc tec egc ttc tgc ctg cag ttg gtt ggg aca gtg 192 
lie Ser Leu Gly Ala Ser Arg Phe Cys Leu Gin Leu Val Gly Thr Val 
50 55 60 

cac aac ttc tac tac tct gee cag aag gtc gag tac tct ggg ggt etc 240 
His Asn Phe Tyr Tyr Ser Ala Gin Lys Val Glu Tyr Ser Gly Gly Leu 
^5 70 75 80 

ggc cga cag ttc ttc cat eta cac tgg cac ttc ctg aac tea gee acc 288 
Gly Arg Gin Phe Phe His Leu His Trp His Phe Leu Asn Ser Ala Thr 
85 90 95 

^9t gtc ctg ttc tgt gtg aag att get 336 
Phe Trp Phe Cys Ser Trp Leu Ser Val Leu Phe Cys Val Lys lie Ala 
100 105 110 

aac ate aca cae tee acc ttc ctg tgg ctg aag tgg agg ttc eca ggg 384 
Asn lie Thr His Ser Thr Phe Leu Trp Leu ;.ys Trp Arg Phe Pro Glv 
115 120 125 

tgg gtg ccc tgg etc ctg ttg ggc tct gtc ctg ate tee ttc ate ata 432 
Trp Val Pro Trp Leu Leu Leu Gly Ser Val Leu He Ser Phe He He 
130 135 140 



acc ctg ctg ttt ttt tgg gtg aac tac cct gta tat caa gaa ttt tta 
Thr Leu Leu Phe Phe Trp Val Asn Tyr Pro Val Tyr Gin Glu Phe Leu 
145 150 155 160 

att aga aaa ttt tct ggg aac atg acc tac aag tgg aat aca agg ata 
lie Arg Lys Phe Ser Gly Asn Met Thr Tyr Lys Trp Asn Thr Arg He 
165 170 175 

gaa aca tac tat ttc eca tec ctg aaa ctg gtc ate tgg tea att cct 
Glu Thr Tyr Tyr Phe Pro Ser Leu Lys Leu Val He Trp Ser He Pro 
180 185 190 

ttt tct gtt ttt ctg gtc tea att atg ctg tta att aat tet etg agg 
Phe Ser Val Phe Leu Val Ser He Met Leu Leu He Asn Ser Leu Arg 
195 200 205 

agg cat act cag aga atg cag cac aac ggg cac age etg cag gae ccc 



480 



528 



576 



624 



672 
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Arg His Thr Gin Arg Met Gin His Asn Gly His Ser Leu Gin Asp Pro 

210 215 220 



age acc cag get cac acc aga get ctg aag tee etc ate tee tte etc 
Ser Thr Gin Ala His Thr Arg Ala Leu Lys Ser Leu He Ser Phe Leu 

230 235 240 



305 




<210> 


182 


<211> 


307 


<212> 


PRT 


<213> 


homo 


<400> 


182 


Met Gin Ala 


1 





Met Gin Ala Ala Leu Thr Ala Phe Phe Val Leu Leu Phe Ser Leu Leu 
15 10 15 

Ser Leu Leu Gly He Ala Ala Asn Gly Phe He Val Leu Val Leu Glv 
20 25 30 

Arg Glu Trp Leu Arg Tyr Gly Arg Leu Leu Pro Leu Asp Met He Leu 
35 40 45 

He Ser Leu Gly Ala Ser Arg Phe Cys Leu Gin Leu Val Gly Thr Val 
50 55 60 

His Asn Phe Tyr Tyr Ser Ala Gin Lys Val Glu Tyr Ser Gly Glv Leu 
" 70 75 80 

Gly Arg Gin Phe Phe His Leu His Trp His Phe Leu Asn Ser Ala Thr 
85 90 95 



720 



r^l T I r^^ °tg ate att gat gee gca aaa 

He Leu Tyr Ala Leu Ser Phe Leu Ser Leu He He Asp Ala Ala Lys 
• 245 250 255 

ttt ate tec atg cag aac gac ttt tac tgg cca tgg caa att gea gtc 
Phe He Ser Met Gin Asn Asp Phe Tyr Trp Pro Trp Gin He Ala Val 
260 265 270 

tac ctg tgc ata tct gtc cat cec tte ate etc ate tte age aac etc 
Tyr Leu Cys He Ser Val His Pro Phe He Leu He Phe Ser Asn Leu 
275 280 285 

aag ctt cga age gtg tte tea cag etc ctg ttg ttg gca agg ggc tte 912 
Lys Leu Arg Ser Val Phe Ser Gin Leu Leu Leu Leu Ala Arg Gly Phe 
290 295 300 

tgg gtg gee tga . 
Trp Val Ala 



768 



816 



864 



Trp Phe Cys Ser Trp Leu Ser Val Leu Phe Cys Val Lys He Ala 
100 105 110 
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lie Ihr His Ser Thr Ph, Le„ Irp .eu Ly, Trp Ar, P., sly 

•^20 125 

Trp Val Pro Trp Leu Leu Leu Gly Ser Val Leu He Ser Phe He He 

135 140 

Thr Leu Leu Phe Phe Trp Val Asn Tyr Pro Val Tyr Gin Glu Phe Leu 

160 

lie Arg Lys Phe Ser Gly Asn Met Thr Tyr Lys Trp Asn Thr Arg He 

175 

Glu Thr Tyr Tyr Phe Pro Ser Leu Lye Leu V.1 lie Trp Ser He Pro 

185 190 

Phe ser Vel Phe Leu Val Ser lie Het Leu Leu He *s„ Ser Leu »r, 

200 205 

Arg His Thr Gin Arg Met Gin His Asn Gly His Ser Leu Gin Asp Pro 

220 

ser Thr Gin Ala His Thr Arg Ala Leu Lys Ser Leu He Ser Phe Leu 

235 240 

lie Leu Tyr Ala Leu Ser Phe Leu Ser Leu He He Asp Ala Ala Lys 

250 255 

Phe He ser Met Gin Asn Asp Phe Tyr Trp Pro Trp Gin He Ala Val 

265 270 

Tyr Leu Cy. He ser Val Hia Pro Phe „e Leu lie Phe Ser Aan Leu 



280 



285 



Lys Leu Arg Ser Val Phe Ser Gin Leu Leu Leu Leu Ala Arg Gly Phe 



300 



Trp Val Ala 
305 



<210> 183 

<211> 924 

<212> DNA 

<213> homo sapiens 



<220> 
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<221> CDS 

<222> (1) (924) 

<220> 

<221> variation 

<222> (380).. (380) 

<223> SNP 

<220> 

<221> variation 

<222> (584) . . (584) 

<223> SNP 

<400> 183 

i gca ctg acg gcc ttc ttri c^rr ^-4. 4--, . 

48 



«:i s fit ?s lit ^^i - - - 

^ 10 15 

IS 2S S2 in III HI SI L^S III III tl 22 2? |?= 

25 30 

IS 22 S IT. m SI 2S 2? t- III lil - 2S 

4 5 

*2 sS 22 1?5 Sa S° ^^l lit 2' 

y «ia ber Arg Phe Cys Leu Gin Leu Val Gly Thr Val 
=5 60 

hS Asn ?yr Jyr ITr Til III f ? 

65 ^ ^ 70"" Val Glu Tyr Ser Gly Gly Leu 

75 80 

m IS ^2 s 2: m «s ^2 22 2? |: ?2 

'.2 2: lit is 22 III ?| 22 2S ?K S2 

105 110 

S2 '2 ?2 S2 2^ ?2 22 22 ^22 22 t^l Z S2 22 22 2?? 

125 

S2 2? 22 ^22 22 22 22 IS 2^ ill 22 ?2 22 22 ill III 

135 140 

?2 22 22 2: 22 ^| 2? 22 m 22 2! S2 S2 22 22 - 

155 

ill 2^ 52 22 22 III 22 21 52 ^'2 52 2? 22 22 22 22 

175 

12 22 1- ^2 22 22 22 22 III 22 2? 22 22 22 22 22 



96 



144 



192 



240 



288 



336 



384 



432 
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III c t II r ^ '^^'^ tta att aat tct ctg agg 624 

Phe ser Asp Phe Leu Val Ser He Met Leu Leu He Asn Ser Leu Arg 

200 205 

agg cat act cag aga atg cag cac aac ggg cac age ctg cag gac ccc 672 
Arg His Thr Gin Arg Met Gin His Asn GlJ His sL Leu Gin lip Pro 
210 215 220 

age acc cag get cac acc aga get ctg aag tec etc ate tee ttc etc 720 
Ser Thr Gin Ala His Thr Arg Ala Lou LyI Ser Leu He Ser P^e Leu 
^''^ 230 235 240 

r^^ l^^ ate att gat gee gea aaa 768 

He Leu Tyr Ala Leu Ser Phe Leu Ser Leu He He Asp Ala Ala Lys 
245 250 255 

III I'''' f.^? ff^ cea tgg eaa att gea gtc 816 

Phe He Ser Met Gin Asn Asp Phe Tyr Trp Pro Trp Gin He Ala Val 
260 265 270 

tae ctg tgc ata tct gtc cat ccc ttc ate etc ate ttc age aac etc 8fi4 
Tyr Leu Cys He Ser Val His Pro Phe He Leu He Phe Ser A^n Leu 
275 280 285 

aag ctt ega age gtg ttc tea cag etc ctg ttg ttg gea agg ggc ttc 912 
Lys Leu Arg Ser Val Phe Ser Gin Leu Leu Leu Leu Ila A?g lly Phe 
290 295 300 

tgg gtg gee tga 

Trp Val Ala ^24 
305 



<210> 184 

<211> 307 

<212> PRT 

<213> homo sapiens 

<400> 184 

Met Gin Ala Ala Leu Thr Ala Phe Phe Val Leu Leu Phe Ser Leu Leu 
1 5 10 



15 



Ser Leu Leu Gly He Ala Ala Asn Gly Phe He Val Leu Val Leu Glv 
20 25 30 

Arg Glu Trp Leu Arg Tyr Gly Arg Leu Leu Pro Leu Asp Met He Leu 
35 40 45 

He Ser Leu Gly Ala Ser Arg Phe Cys Leu Gin Leu Val Gly Thr Val 
50 55 60 

His Asn Phe Tyr Tyr Ser Ala Gin Lys Val Glu Tyr Ser Gly Gly Leu 

70 75 80 



wo 2005/007891 

310/447 PCT/US2004/019489 

Gly Arg Gin Phe Phe His Leu hIq Tr-r, u- 

nxs ieu His Trp Hxs Phe Leu Asn Ser Ala Thr 



90 95 



Phe Trp Phe Cys Se. Trp Leu Ser Val Leu Phe Cys Val Lys Xle Ala 

110 

As„ XI, Tjr Hi, so. T.r .he ,,3 j., PHe P„ GXy 

Trp val Pro T.p l.,u Ue. L,„ oXy Ser Val Leu 11, Ser Ph, He 11, 

■^^^ 140 

Thr !,,„ Le„ ph, Phe Trp Val Aen Tyr Pro Val lyr Sl„ Glu Ph, l,e„ 

160 

lie Arg Lys Phe Ser Gly Asn Met Thr Tyr Lys Trp Asn Thr Arg He 

170 175 

Olu Thr Tyr Tyr Phe Pro Ser L,„ Lye .eu Val He Trp Ser He Pro 

1S5 2.90 

Ph, ser ASP Phe Val Ser He «et Leu L,„ H. ^„ ser Leu 

^VQ 205 

A.. Hie Thr Gl„ M,t Oln His Asn Sly Hi, Ser Leu Gin ^p Pro 

zii) 220 

|,r Thr Glh Ala Hi, Thr Ar, Ala L,u Ly, Ser Leu He Ser Phe Leu 

235 240 

He Leu Tyr Ala Leu Ser Phe Leu Ser Leu He H, Aap Ala Ala Lys 

255 

Phe H, ser M,t Gin Asn Asp Ph. Tyr Trp Pro Trp Gin He Ala Val 

Zb5 270 

Tyr Leu Cys He Ser Val His Pro Phe H, L,„ H, Phe s.r Asn Leu 

285 

Lys Leu Ar, Ser Val Phe Ser Gin Leu Leu Leu Leu Ala Ar, Gly Phe 



295 



Trp Val Ala 
305 



<210> 185 



wo 2005/007891 



<211> 924 
<212> DNA 
<213> homo sapiens 



311/447 
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<220> 
<221> CDS 
<222> 



(1) . . (924) 



<220> 

<221> variation 

<222> (380).. (380) 

<223> SNP 



<220> 

<221> variation 

<222> (584).. (584) 

<223> SNP 

<400> 185 

m!? ^^'^ 9tg ttg etc ttt age etg etg 48 

Met Gin Ala Ala Leu Thr Ala Phe Phe Val Leu Leu Phe sIr Leu III 

^5 10 15 

agt ctt etg ggg att gca gcg aat ggc ttc att gtg etg gtg etg ggc 96 
Ser Leu Leu Gly He Ala Ala Asn Gly Phe He Vai Leu Val Leu 111 
20 25 30 

r?^ ^^'^ ccc ttg gat atg ate etc 144 

Arg Glu Trp Leu Arg Tyr Gly Arg Leu Leu Pro Leu Asp Met He Leu 
35 40 45 

att age ttg ggt gee tee cgc ttc tgo etg eag ttg gtt ggg aea gtg 192 
He Ser Leu Gly Ala Ser Arg Phe Cys Leu Gin Leu Val lly Thr ?al 
50 55 60 

S?! 11° 11° ^""^ ggg ggt etc 24 o 

Hxs Asn Phe Tyr Tyr Ser Ala Gin Lys Val Glu Tyr Ser Gly Gly Leu 

"70 75 80 

ggc cga eag ttc ttc cat eta oac tgg cac ttc etg aac tea gee ace 288 
Gly Arg Gin Phe Phe His Leu His Trp His Phe Le? Asn Ser III ^hr 
85 90 95 

11° IV" ""^^ ^g^ g^° °tg tte tgt gtg aag att get 336 

Phe Trp Phe Cys Ser Trp Leu Ser Val Leu Phe Cys Val LyI He Ala 

105 110 

l^° Sf'' etg aag tgg agg ttc eta ggg 384 

Asn He Thr His Ser Thr Phe Leu Trp Leu Lys Trp A^g Phe Leu III 
115 120 125 ^ 

tgg gtg ccc tgg etc etg ttg ggc tet gtc etg ate tec tte ate ata 432 
Trp Val Pro Trp Leu Leu Leu Gly Ser Val Leu He Ser Phe lie lie 
130 135 3^4Q 

ace etg etg ttt ttt tgg gtg aac tac cct gta tat caa gaa ttt tta 480 
Thr Leu Leu Phe Phe Trp Val Asn Tyr Pro ?al Tyr Gin llu Phe Leu 

150 155 160 

att aga aaa ttt tet ggg aac atg acc tac aag tgg aat aca agg ata 528 
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He «r, Ly, .ho S,r Gly „et .hr Ty. Ly, Ihr Ar^ IX, 

^"^^ 175 

r.: ?s '^i lit irr iii j;: m 

185 290 

Ph^ iTr tl III III III 111 ill Hi II- ?f agg 

195 oin ^ I-eu Arg 

^UO 205 

hS ?s s„' IK s 1- in lit - lit 

'^■^^ 220 
ilt ?S is hS S S2 l^' 

225 230 Phe Leu 

235 240 

'II ill m g - - - 1^ „3 

'^i tit III '^i III - - - g ??? sj: s! 
1^ s: ^ itt - - s s= 

280 285 

Ly^ Su 2^ 'pS: til 111 f ^ tt= 

290 oQc ^^"^ Ala Arg Gly Phe 

-^^5 300 

gtg gcc tga 

Trp Val Ala 924 
305 

<210> 186 
<211> 307 
<212> PRT 
<213> homo sapiens 

<400> 186 

Met Gin Ala Ala Leu Thr Ala Phe Phe Val Leu Leu Phe Ser Leu Leu 

15 

ser Leu Leu Gly He Ala Ala Asn Gly Phe He Val Leu Val Leu Gly 

Arg Glu Trp Leu Arg Tyr Gly Arg Leu Leu Pro Leu Asp Met He Leu 

45 

lie ser Leu Gly Ala Ser Arg Phe Cys Leu Gin Leu Val Gly Thr Val 



816 



864 



55 60 
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His Asn Phe Tyr Tyr Ser Ala Gin Lys Val Glu Tyr Ser Gly Gly Leu 



70 



75 



80 



Gly Arg Gin Phe Phe His Leu His Trp His Phe Leu Asn Ser Ala Thr 
85 90 95 



Phe Trp Phe Cys Ser Trp Leu Ser Val Leu Phe Cys Val Lys He Ala 
100 105 



110 



Asn He Thr His Ser Thr Phe Leu Trp Leu Lys Trp Arg Phe Leu Gly 
115 1 



120 



125 



Trp Val Pro Trp Leu Leu Leu Gly Ser Val Leu He Ser Phe He He 
130 135 3^40 

Thr Leu Leu Phe Phe Trp Val Asn Tyr Pro Val Tyr Gin Glu Phe Leu 

150 155 160 

He Arg Lys Phe Ser Gly Asn Met Thr Tyr Lys Trp Asn Thr Arg He 
165 170 175 

Glu Thr Tyr Tyr Phe Pro Ser Leu Lys Leu Val He Trp Ser He Pro 
180 185 190 



Phe Ser Val Phe Leu Val Ser He Met Leu Leu He Asn Ser Leu Arg 
195 200 205 



Arg His Thr Gin Arg Met Gin His Asn Gly His Ser Leu Gin Asp Pro 



215 



220 



Ser Thr Gin Ala His Thr Arg Ala Leu Lys Ser Leu He Ser Phe Leu 

230 235 240 

He Leu Tyr Ala Leu Ser Phe Leu Ser Leu He He Asp Ala Ala Lvs 
245 250 255 

Phe He Ser Met Gin Asn Asp Phe Tyr Trp Pro Trp Gin He Ala Val 
260 265 270 

Tyr Leu Cys He Ser Val His Pro Phe He Leu He Phe Ser Asn Leu 
275 280 285 



Lys Leu Arg Ser Val Phe Ser Gin Leu Leu Leu Leu Ala Arg Gly Phe 



295 



300 
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Trp Val Ala 
305 



<21Q> 187 

<211> 930 

<212> DNA 

<213> homo sapiens 



<220> 

<221> CDS 

<222> (1) . . (930) 

<220> 

<221> variation 

<222> (103) . . (103) 

<223> SNP 

<220> 

<221> variation 

<222> (484) . . (484) 

<223> SNP 

<220> 

<221> variation 

<222> (599) . . (599) 

<223> SNP 

<220> 

<221> variation 

<222> (649) . . (649) 

<223> SNP 

<220> 

<221> variation 

<222> (656) . . (656) 

<223> SNP 

<220> 

<221> variation 

<222> (680) . . (680) 

<223> SNP 

<220> 

<221> variation 

<222> (718) . • (718) 

<223> SNP 

<220> 

<221> variation 

<222> (827) . . (827) 

<223> SNP 

<220> 

<221> variation 

<222> (843) . . (843) 

<223> SNP 



<400> 



187 
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atg aca act ttt ata ccc ate att 4. ^ 

Het TH. T.. p„ ,11 III III Jt, 2. 

P^o J^a' III in til 'Al 111 tt, jta ,1 to= 

20 ® ^•'•^ ^^'^ Asn Ser 

25 30 

III p ill - - 1.- SI ?s m - 
?s IS S2 SI r.i III p - ig - - - 

60 

il^ ?s i:: ?s s s - - - 

80 

?s ?s s r.i - ?s lit ^i: 

90 95 
tgg ctt get act age etc aac ata i-i-t- +-=.4- 4-+. 

Trp Lev Ala Thr sL Leu sS Se pJe ^vr ^i,^ t 336 
100 fnf ^^"^ lie Ala Asn 

•■•05 110 

JJ„; III III - - 1= - J,. 

125 

?a SI 21 21 m S 2S 2^ ^2 21 HI If, 2S 

140 

^2 lit SI J" SI III III 21 480 

145 ;L5q ^^-^ Thr Lys Glu Tyr Glu Gly 

160 

SI £1 III Jli 51 - Hi i^c. 

170 175 

r.i ?s ?s 2: is c 21 rd ttt 21 ?£ 21 ?s 21 - 

185 ;L90 

ir, 2: 21 21 21 -2 If, I- 21 Z l^i 21 51 SI - 

200 205 

Me? gS 2: Sis' 1!^ ITs g; ser Sn If ^ -° 
210 ^ ^^'^ Ser Thr Lys Val His 

■^••■^ 220 

p lyl 21 111 ?2 ?2 2^ 2: 21 2' 2' 

225 230 ®^ 

240 

ta= ttt ct, tec .t, ,t, ata tea ^tt t„ a« ttt „g „t =t, ga. 
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Tyr 


Phe 


Leu 


Ser 


He 
245 


Met Tie QoT- 


Val Trp Ser 
250 


Phe 


Gly Ser Leu Glu 
255 




aac 
Asn 


aaa 
Lys 


cet 
Pro 


gtc 

Val 
260 


ttc 
Phe 


atg ttc tgc 

Mel" PHo r*\ro 


aaa get att 
Lys Ala He 
265 


aga 
Arg 


tte age 
Phe Ser 
270 


tat cct 
Tyr Pro 


816 


tea 
Ser 


ate 
He 


cac 
His 
275 


cca 
Pro 


ttc 
Phe 


ate ctg att 
He Leu He 
280 


tgg gga aac aag aag eta 
Trp Gly Asn Lys Lys Leu 
285 


CiCiy d \-i 

Lys Gin 


864 


act 
Thr 


ttt 
Phe 
290 


ctt 
Leu 


tea 
Ser 


gtt 
Val 


ttg egg caa gtg agg tae 
Leu Arg Gin Val Arg Tyr 
295 


tgg 
Trp 
300 


gtg aaa 
Val Lys 


gga gag 
Gly Glu 


912 


aag 

Lys 


cct 
Pro 


tea 
Ser 


tct 
Ser 


cca 
Pro 


tga 










930 



305 



<210> 188 

<211> 309 

<212> PRT 

<213> homo sapiens 

<400> 188 



Met Thr Thr Phe He Pro He He Phe Ser Ser Val Val Val Val Leu 
5 10 15 

Phe Val He Gly Asn Phe Ala Asn Gly Phe He Ala Leu Val Asn Ser 
20 25 30 

lie Glu Trp Val Lys Arg Gin Lys He Ser Phe Ala Asp Gin He Leu 
35 40 45 

Thr Ala Leu Ala Val Ser Arg Val Gly Leu Leu Trp Val Leu Leu Leu 
^" 55 60 

Asn Trp Tyr Ser Thr Val Phe Asn Pro Ala Phe Tyr Ser Val Glu Val 

"^0 75 80 

Arg Thr Thr Ala Tyr Asn Val Trp Ala Val Thr Gly His Phe Ser Asn 
85 90 95 

Trp Leu Ala Thr Ser Leu Ser He Phe Tyr Leu Leu Lys He Ala Asn 
100 105 110 

Phe ser Asn Leu He Phe Leu His Leu Lys Arg Arg Val Lys Ser Val 
115 120 125 

He Leu Val Met Leu Leu Gly Pro Leu Leu Phe Leu Ala Cys Gin Leu 

135 140 
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Phe Val lie Asn Met Lys Glu He Val Arg Thr Lys Glu Tyr Glu Gly 
Asn Met Thr Trp Lys He Lys Leu Arg Ser Ala Val Tyr Leu Ser Asp 



Ala Thr Val Thr Thr Leu Gly Asn Leu Val Pro Phe Thr Leu Thr Leu 



190 



Leu Cys Phe Leu Leu Leu He Cys Ser Leu Cys Lys His Leu Lys Lys 



205 



Met Gin Leu His Gly Lys Gly Ser Gin Asp Pro Ser Thr Lys Val His 

215 220 



230 235 



lie Lys val Leu Gin Thr Val He Phe Phe Leu Leu Leu Cys Ala He 
He 

245 250 



240 

Tyr Phe Leu Ser He Met He Ser Val Trp Ser Phe Gly Ser Leu Glu 
245 250 255 

Asn Lys Pro Val Phe Met Phe Cys Lys Ala He Arg Phe Ser Tyr Pro 

265 270 

ser He His Pro Phe He Leu He Trp Gly Asn Lys Lys Leu Lys Gin 

280 285 

Thr Phe Leu Ser Val Leu Arg Gin Val Arg Tyr Trp Val Lys Gly Glu 



300 



Lys Pro Ser Ser Pro 
305 



<210> 189 

<211> 930 

<212> DNA 

<213> homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (930) 

<220> 

<221> variation 

<222> (103) . . (103) 

<223> SNP 
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<220> 

<221> variation 
<222> (484) . . (484) 
<223> SNP 



<220> 

<221> variation 

<222> (599) . . (599) 

<223> SNP 



<220> 

<221> variation 

<222> (649).. (649) 

<223> SNP 

<220> 

<221> variation 

<222> (656) . . (656) 

<223> SNP 



<220> 

<221> variation 

<222> (680) . . (680) 

<223> SNP 



<220> 

<221> variation 

<222> (718) .. (718) 

<223> SNP 

<220> 

<221> variation 

<222> (827) . . (827) 

<223> SNP 



<220> 

<221> variation 

<222> (843).. (843) 

<223> SNP 



<400> 189 



M^? S ?S ft Vrl tit III III III - tt ^.11 - " 

^ 10 15 

III ill T?^ 9gc ttc ata gca ttg gta aat tec 

Phe val lie Gly Asn Phe Ala Asn Gly Phe He La LeS ?al Ser 

25 30 

att gag tgg gtc aag aga caa aag ate tot ttt act aac cao ai-i- ,,4.^ 
lie Glu Trp val Lys Arg Gin Lys He Ser Phe 111 I^p ^ Til 2S 

40 45 

s r.t itt IP III z lii ii: 1% ti III ii: - »^ 

aat tgg tat tea act gtg ttt aat cca oct ti-t 

Trp Tyr Ser Thr U Phe Asn !S.l III l'^ tH iH 



96 



144 



70 75 



80 
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Thl If ttc age aac 288 

Arg Thr Thr Ala Tyr Asn Val Trp Ala Val Thr Gly His Phe Ser Asn 
85 90 95 

tgg ctt get act age etc age ata ttt tat ttg etc aag att gee aat 336 
Trp Leu Ala Thr Ser Leu Ser He Phe Tyr Leu Leu Lya He Ila Asn 

105 110 

tte tec aac ott att ttt ctt cac tta aag agg aga gtt aag agt gtc 384 
Phe ser Asn Leu He Phe Leu His Leu Lys A^g Arg ?al Lys Ser ?al 
115 120 125 

att etg gtg atg ctg ttg ggg cct tta eta ttt ttg get tat oaa ctt a-^'j 
He Leu Val Met Leu Leu Gly Pro Leu Leu Phe LeJ Ila Cys Gin III 
130 135 

11!^ aea aaa gaa tat gaa gga 480 

Phe Val He Asn Met Lys Glu He Val Arg Thr Lys Glu Tyr Ilu liy 

"0 155 160 

IV gca gtg tac ctt tea gat 528 

Asn Met Thr Trp Lys He Lys Leu Arg Ser Ala Val Tyr Leu Ser Isp 
165 170 175 

l^^ S^f 9tg eee tte act ctg acc ctg 576 

Ala Thr Val Thr Thr Leu Gly Asn Leu Val Pro Phe Thr Leu Thr Leu 

185 190 

eta tgt ttt ttg ctg tta ate tgt tct etg tgt aaa cat etc aag aag 624 
Leu Cys Phe Leu Leu Leu He Cys Ser Leu Cys Lys His Leu LyI LyI 
195 200 205 

eee age acc aag gtc cac 672 
Met Gin Leu His Gly Lys Gly Ser Glu Asp Pro Ser Thr Lys Val His 
210 215 220 

ata aaa gtt ttg caa act gtg ate ttt tte etc ttg tta tgt gcc att 720 
He Lys Val Leu Gin Thr Val He Phe Phe Leu Leu Leu Cys Ala He 
2" 230 235 240 

tac ttt etg tec ata atg ata tea gtt tgg agt ttt ggg agt eta aaa 7 68 

Tyr Phe Leu Ser He Met He Ser Val T?? Ser Phe llj sir Leu llu 
245 250 255 

aac aaa cet gtc tte atg tte tge aaa get att aga tte age tat cct 816 
Asn Lys Pro Val Phe Met Phe Cys Lys Xla He A?g Phe llr iyr Pro 
260 265 270 

tea ate cac cga tte ate etg att tgg gga aac aag aag eta aag cag 864 
Ser He His Arg Phe He Leu He Trp Gly Asn Lys Lys Leu Lys Gin 
275 280 285 

l^l IV" l""^ '^^ tac tgg gtg aaa gga gag 912 

Thr Phe Leu Ser Val Leu Arg Gin Val Arg Tyr Trp Val Lys lly Ilu 
290 295 300 



aag cet tea tct cca tga 
Lys Pro Ser Ser Pro 
305 



930 
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<210> 190 
<211> 309 
<212> PRT 
<213> homo sapiens 

<400> 190 

Met Thr Thr Phe He Pro He He Phe Ser Ser Vai Val Val Val Leu 
15 10 15 

Phe Val He Gly Asn Phe Ala Asn Gly Phe He Ala Leu Val Asn Ser 
20 25 30 

He Glu Trp Val Lys Arg Gin Lys He Ser Phe Ala Asp Gin He Leu 
35 40 45 

Thr Ala Leu Ala Val Ser Arg Val Gly Leu Leu Trp Val Leu Leu Leu 
50 55 60 

Asn Trp Tyr Ser Thr Val Phe Asn Pro Ala Phe Tyr Ser VaL Glu Val 
65 70 75 80 

Arg Thr Thr Ala Tyr Asn Val Trp Ala Val Thr Gly His Phe Ser Asn 
85 90 95 

Trp Leu laa Thr Ser Leu Ser He Phe Tyr Leu Leu Lys He Ala Asn 
100 105 110 

Phe Ser Asn Leu He Phe Leu His Leu Lys Arg Arg Val Lys Ser Val 
115 120 125 

He Leu Val Met Leu Leu Gly Pro Leu Leu Phe Leu Ala Cys Gin Leu 
130 135 140 

Phe Val He Asn Met Lys Glu He Val Arg Thr Lys Glu Tyr Glu Gly 
145 150 155 160 

Asn Met Thr Trp Lys He Lys Leu Arg Ser Ala Val Tyr Leu Ser Asp 
165 170 175 

Ala Thr Val Thr Thr Leu Gly Asn Leu Val Pro Phe Thr Leu Thr Leu 
180 185 190 

Leu Cys Phe Leu Leu Leu He Cys Ser Leu Cys Lys His Leu Lys Lys 
195 200 205 



Met Gin Leu His Gly Lys Gly Ser Glu Asp Pro Ser Thr Lys Val His 
210 215 220 
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lie Lys Val Leu Gin Thr Val He Phe Phe Leu Leu Leu Cys Ala He 

230 235 240 

Tyr Phe Leu Ser He Met He Ser Val Trp Ser Phe Gly Ser Leu Glu 
245 250 255 

Asn Lys Pro Val Phe Met Phe Cys Lys Ala He Arg Phe Ser Tyr Pro 

265 270 

Ser He His Arg Phe He Leu He Trp Gly Asn Lys Lys Leu Lys Gin 
275 280 285 

^^"^ 290 ^^"^ ^^"^ ^^"^ Jgf ^^"^ ^""^ 



Lys Pro Ser Ser Pro 
305 



<210> 191 

<211> 930 

<212> DNA 

<213> homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (930) 

<220> 

<221> variation 

<222> (103) . . (103) 

<223> SNP 

<220> 

<221> variation 

<222> (484) . . (484) 

<223> SNP 

<220> 

<221> variation 

<222> (599) . . (599) 

<223> SNP 

<220> 

<221> variation 

<222> (649) . . (649) 

<223> SNP 

<220> 

<221> variation 

<222> (656) . . (656) 

<223> SNP 



300 
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<220> 

<221> variation 
<222> (680) . . (680) 
<223> SNP 



<220> 

<221> variation 

<222> (718) . . (718) 

<223> SNP 

<220> 

<221> variation 

<222> (827) . . (827) 

<223> SNP 

<220> 

<221> variation 

<222> (843) . . (843) 

<223> SNP 



Me? ;S ?hr P^e Hi tro Hi HI p^' =ta 48 

^ nr inr fne lie Pro He He Phe Ser Ser Val Val Val Val Leu 

^0 '15 

ti III ip r s ^i m III s s - 



30 



lie llu S?a v!? ^ gac cag att etc 

He Glu Arg Val Lys Arg Gin Lys He Ser Phe Ala Asp Gin He Leu 
JO 40 



45 



?hr 111 Leu lit T"" l""^ ^^"^ "a tta tta 

Thr Ala Leu Ala Val Ser Arg Val Gly Leu Leu Trp Val Leu Leu Leu 



60 



S ?Sr Ill l^"" ,f ? ''^^ ^'^'^ ttc age aac 

Arg Thr Thr Ala Tyr Asn Val Trp Ala Val Thr Gly His Phe Ser Aan 
85 90 



95 



tgg ctt get act age etc age ata ttt tat iii-ct o^-r. «4.4- 
L.U «a Th. s.. Leu sL II, P^^ I'yl l^ S° ^ 
J-uu 105 



110 



P^e ?al ill A^n f^^ tat gaa gga 

Phe val lie Asn Met Lys Glu He Val Arg Thr Lys Glu Tyr 5lu lly 

160 



144 



192 



I'J ir. ;s I" £^ III III iTr ill IS r,i -° 

'^^ 75 80 



288 



336 



384 



ie= - ^ - - - - 51 1£ v-j 

s2 S2 in III III HI III - - - =s 



480 



672 
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aac atg act tgg aag ate aaa ttg agg agt gca gtg tac ctt tea gat 528 
Asn Met Thr Trp Lys He Lys Leu Arg Ser Ala Val Tyr Leu Ser Asp 
165 170 175 

gcg act gta acc aeg eta gga aac tta gtg ccc ttc act ctg ace ctg 576 
Ala Thr Val Thr Thr Leu Gly Asn Leu Val Pro Phe Thr Leu Thr Leu 
180 185 190 

eta tgt ttt ttg ctg tta ate tgt tct ctg tgt aaa cat etc aag aag 624 
Leu Cys Phe Leu Leu Leu He Cys Ser Leu Cy3 Lys His Leu Lys Lys 
195 200 205 

atg cag etc cat ggt aaa gga tct caa gat ccc age acc aag gtc cac 
Met Gin Leu His CJly Lys Gly Ser Gin Asp Pro Ser Thr Lys Val His 
210 215 220 

ata aaa gtt ttg caa act gtg ate ttt ttc etc ttg tta tgt gee gtt 720 
He Lys Val Leu Gin Thr Val He Phe Phe Leu Leu Leu Cys Ala Val 
225 230 235 240 

tac ttt ctg tec ata atg ata tea gtt tgg agt ttt ggg agt ctg gaa 768 
Tyr Phe Leu Ser He Met He Ser Val Trp Ser Phe Gly Ser Leu Glu 
245 250 255 

aac aaa ect gtc ttc atg ttc tgc aaa get att aga ttc age tat cet 816 
Asn Lys Pro Val Phe Met Phe Cys Lys Ala He Arg Phe Ser Tyr Pro 
260 265 270 

tea ate cac cca ttc ate ctg att tgt gga aac aag aag eta aag cag 864 
Ser He His Pro Phe He Leu He Cys Gly Asn Lys Lys Leu Lys Gin 
275 280 285 

act ttt ctt tea gtt ttg egg caa gtg agg tac tgg gtg aaa gga gag 912 
Thr Phe Leu Ser Val Leu Arg Gin Val Arg Tyr Trp Val Lys Gly Glu 
290 295 300 

aag cet tea tct cca tga 930 
Lys Pro Ser Ser Pro 
305 

<210> 192 
<211> 309 
<212> PRT 
<213> homo sapiens 

<400> 192 

Met Thr Thr Phe He Pro He He Phe Ser Ser Val Val Val Val Leu 
15 10 15 

Phe Val He Gly Asn Phe Ala Asn Gly Phe He Ala Leu Val Asn Ser 
20 25 30 

He Glu Arg Val Lys Arg Qln Lys He Ser Phe Ala Asp Gin He Leu 
35 40 45 



Thr Ala Leu Ala Val Ser Arg Val Gly Leu Leu Trp Val Leu Leu Leu 
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Asn Trp Tyr Ser Thr Val Phe Asn Pro Ala Phe Tyr Ser Val Glu Val 

"^0 75 80 

Arg Thr Thr Ala Tyr Asn Val Trp Ala Val Thr Gly His Phe Ser Asn 
85 90 95 

Trp Leu Ala Thr Ser Leu Ser He Phe Tyr Leu Leu Lys He Ala Asn 

105 110 

Phe Ser Asn Leu He Phe Leu His Leu Lys Arg Arg Val Lys Ser Val 
115 120 125 

He Leu Val Met Leu Leu Gly Pro Leu Leu Phe Leu Ala Cys Gin Leu 
130 135 2.40 



Phe Val He Asn Met Lys Glu He Val Arg Thr Lys Glu Tyr Glu Gly 



150 



155 



160 



Asn Met Thr Trp Lys He Lys Leu Arg Ser Ala Val Tyr Leu Ser Asp 
165 170 



175 



Ala Thr Val Thr Thr Leu Gly Asn Leu Val Pro Phe Thr Leu Thr Leu 
180 185 190 



Leu Cys Phe Leu Leu Leu He Cys Ser Leu Cys Lys His Leu Lys Lys 
195 200 Jf 



205 



Met Gin Leu His Gly Lys Gly Ser Gin Asp Pro Ser Thr Lys Val His 
210 215 220 



He Lys Val Leu Gin Thr Val He Phe Phe Leu Leu Leu Cys Ala Val 



230 



235 



240 



Tyr Phe Leu Ser He Met He Ser Val Trp Ser Phe Gly Ser Leu Glu 
245 250 255 

Asn Lys Pro Val Phe Met Phe Cys Lys Ala He Arg Phe Ser Tyr Pro 
260 265 270 

Ser He His Pro Phe He Leu He Cys Gly Asn Lys Lys Leu Lys Gin 
275 280 285 



'^^'^ Vln ^^"^ ^^-^ °1^ ^^1 Tyr Trp Val Lys Gly Glu 



295 



300 
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Lys Pro Ser Ser Pro - 
305 



<210> 193 

<211> 930 

<212> DNA 

<213> homo sapiens 



<220> 

<221> CDS 

<222> (1)..{930) 

<220> 

<221>' variation 

<222> (103) . . (103) 

<223> SNP 

<220> 

<221> variation 

<222> (484) . . (484) 

<223> SNP 

<220> 

<221> variation 

<222> (599)., (599) 

<223> SNP 

<220> 

<221> variation 

<222> (649) . . (649) 

<223> SNP 

<220> 

<221> variation 

<222> (656) . • (656) 

<223> SNP 

<220> 

<221> variation 

<222> (680) . . (680) 

<223> SNP 

<220> 

<221> variation 

<222> (718) . . (718) 

<223> SNP 

<220> 

<221> variation 

<222> (827) (827) 

<223> SNP 

<220> 

<221> variation 

<222> (843) . . (843) 

<223> SNP 
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<400> 193 

SI lii fi til til III lii - til ?n 2: " 



ttt gtt att gga aat ttt get aat gqc ttc ata rrr^^ 4-+-rt «4-=. « 4- a. 
Ph, V,l ixe =ly ^„ Phe ll, AS„ Uy It^ ^ £* 

ill IS f III jjl '^S - - - - ill 2: 

40 

?s s III ^i III lii ss in ill i^i ii: 

60 

aat tgg tat tea act gtg ttt aat cca an^ 4-=.4. ^ i. 

Asn Trp Tyr Ser X.r ?a? Phe ^sl Pr^^ ^pj^ f.l 111 ill 

^° 75 80 

?Sr ^^"^ ttc age aac 288 

Arg Thr Thr Ala Tyr Asn Val Trp Ala Val Thr Gly Hia Phe sir Asn 
85 90 95 

tgg ctt get act age etc aac ata ttt ta-h t-i-rr r.i-^ =^ o.^ 
Trp L.„ Thr sir .eu Se'r At III l^r 111 111 t^l HI 111 
100 105 110 

lii til l;^ I- ill - III - - - - .t. 



120 125 



att ctg gtg atg ctg ttg ggg cct tta eta ttt ttg get tot eaa ctt 
He Leu val Met Leu Leu Gly Pro Leu Leu Phe Leu Sa Ifs tin Leu 



140 



P^e il^ T^l t^f f aea aaa gaa tat gaa gga 

Phe Val He Asn Met Lys Glu He Val Arg Thr Lys Glu Tyr Ilu Ily 



155 150 



200 205 



432 



480 



SI ?S in 51 III - - III III ill - - tea 
165 170 



s s f,' ?s ?s 15 - - - '^i ti 

^ 185 190 

j?^ SI 111 T.i It III til It iVs s 51 51 



tet eaa gat cec age ace aag gte cac 679 
Met Gin Leu His Gly Lys Gly Ser Gin Asp Pro Ser Thr LyI ?a^ Kit 

215 220 

ata aaa got ttg caa act gtg ate ttt tte etc ttg tta tgt ace att 79n 
lie Lys Ala Leu Gin Thr Val He Phe Phe Leu Leu Leu Cys Sa ?a^ 



240 
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tac ttt ctg tec at a atg ata tea gtt tgg agt ttt ggg agt ctg gaa 768 
Tyr Phe Leu Ser He Met He Ser Val Trp Ser Phe Gly Ser Leu Slu 
245 250 255 

aac aaa cot gtc ttc atg ttc tgc aaa get att aga ttc age tat cet 816 
Asn Lys Pro Val Phe Met Phe Cys Lys Ala He Arg Phe Ser Tyr Pro 
260 265 270 

tea ate cac oca ttc ate ctg att tgg gga aac aag aag eta aag eag 864 
Ser He His Pro Phe He Ley He Trp Gly Asn Lys Lys Leu Lys Gin 
275 280 285 

IV" r^^ ^'^^ ""^^ ^aa gga gag 912 

Thr Phe Leu Ser Val Leu Arg Gin Val Arg Tyr Trp Val Lys Gly Glu 
29P 295 300 



aag cct tea tct oca tga 
Lys Pro Ser Ser Pro 
305 



<210> 194 

<211> 309 

<212> PRT 

<213> homo sapiens 

<400> 194 

Met Thr Thr Phe He Pro He He Phe Ser Ser Val Val Val Val Leu 
^5 10 15 

Phe Val He Gly Asn Phe Ala Asn Gly Phe He Ala Leu Val Asn Ser 
20 25 30 

He Glu Arg Val Lys Arg Gin Lys He Ser Phe Ala Asp Gin He Leu 
35- 40 45 

Thr Ala Leu Ala Val Ser Arg Val Gly Leu Leu Trp Val Leu Leu Leu 
50 55 60 

Asn Trp Tyr Ser Thr Val Phe Asn Pro Ala Phe Tyr Ser Val Glu Val 
^5 70 75 80 

Arg Thr Thr Ala Tyr Asn Val Trp Ala Val Thr Gly His Phe Ser Asn 
85 90 95 

Trp Leu Ala Thr Ser Leu Ser He Phe Tyr Leu Leu Lys He Ala Asn 
100 105 110 

Phe Ser Asn Leu He Phe Leu His Leu Lys Arg Arg Val Lys Ser Val 
115 120 125 



930 



Leu Val Met Leu Leu Gly Pro Leu Leu Phe Leu Ala Cys Gin Leu 
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Phe Val He Asn Met Lys Qlu He Val Arg Thr Lys Glu Tyr Glu Gly 

150 155 165 

Asn Met Thr Trp Lys He Lys Leu Arg Ser Ala Val Tyr Leu Ser Asp 

170 175 

Ala Thr Val Thr Thr Leu Gly Asn Leu Val Pro Phe Thr Leu Thr Leu 
180 185 190 

Leu Cys Phe Leu Leu Leu He Cys Ser Leu Cys Lys His Leu Lys Lys 
195 200 205 

Met Gin Leu His Gly Lys Gly Ser Gin Asp Pro Ser Thr Lys Val His 
^■LO 215 220 

lie Lys Ala Leu Gin Thr Val He Phe Phe Leu Leu Leu Cys Ala Val 

230 235 240 

Tyr Phe Leu Ser He Met He Ser Val Trp Ser Phe Gly Ser Leu Glu 
245 250 255 

Asn Lys Pro Val Phe Met Phe Cys Lys Ala He Arg Phe Ser Tyr Pro 
260 265 270 

Ser He His Pro Phe He Leu He Trp Gly Asn Lys Lys Leu Lys Gin 
275 280 285 

Thr Phe Leu Ser Val Leu Arg Gin Val Arg Tyr Trp Val Lys Gly Glu 
290 295 300 

Lys Pro Ser Ser Pro 
305 



<210> 195 

<211> 930 

<212> DNA 

<213> homo sapiens 



<220> 

<221> CDS 

<222> {1)..(930) 

<220> 

<221> variation 

<222> (103).. (103) 

<223> SNP 
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<220> 

<221> variation 

<222> (484) . . (484) 

<223> SNP 

<220> 

<221> variation 

<222> (599) . . (599) 

<223> SNP 

<220> 

<221> variation 

<222> (649) . . (649) 

<223> SNP 

<220> 

<221> variation 

<222> (656) . . (656) 

<223> SNP 

<220> 

<221> variation 

<222> (680) . . (680) 

<223> SNP 

<220> 

<221> variation 

<222> (718) (718) 

<223> SNP 

<220> 

<221> variation 

<222> (827) . . (827) 

<223> SNP 

<220> 

<221> variation 

<222> (843) . . (843) 

<223> SNP 

<400> 195 

atg aca act ttt ata ccc ate att ttt tec agt gtg gta gtg gtt eta 48 
Met Thr Thr Phe lie Pro lie lie Phe Ser Ser Val Val Val Val Leu 
15 10 15 

ttt gtt att gga aat ttt get aat ggc ttc ata gca ttg gta aat tec 96 
Phe Val He Gly Asn Phe Ala Asn Gly Phe He Ala Leu Val Asn Ser 
20 25 30 

att gag egg gtc aag aga caa aag ate tct ttt get gac cag att etc 144 
He Qlu Arg Val Lys Arg Gin Lys He Ser Phe Ala Asp Gin He Leu 
35 40 45 

act get ctg gcg gtc tec aga gtt ggt ttg etc tgg gta tta tta tta 192 
Thr Ala Leu Ala Val Ser Arg Val Gly Leu Leu Trp Val Leu Leu Leu 
50 55 60 



aat tgg tat tea act gtg ttt aat cea get ttt tat agt gta gaa gta 
Asn Trp Tyr Ser Thr Val Phe Asn Pro Ala Phe Tyr Ser Val Glu Val 
^5 70 75 80 



240 
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aga act act get tat aat gtc tgg gca gta acc ggc cat ttc age aac 288 
Arg Thr Thr Ala Tyr Asn Val Trp Ala Val Thr Gly His Phe Ser Asn 
85 90 95 

tgg ctt get act age etc age ata ttt tat ttg etc aag att gee aat 336 
Trp Leu Ala Thr Ser Leu Ser He Phe Tyr Leu Leu Lys He Ala Asn 
100 105 UO 

ttc tec aac ctt att ttt ctt eac tta aag agg aga gtt aag agt gtc 384 
Phe Ser Asn Leu He Phe Leu His Leu Lys Arg Arg Val Lys Ser Val 
115 120 125 

att ctg gtg atg ctg ttg ggg cct tta eta ttt ttg get tgt caa ctt 432 
He Leu Val Met Leu Leu Gly Pro Leu Leu Phe Leu Ala Cys Gin Leu 
130 135 140 

ttt gtg ata aae atg aaa gag att gta egg aea aaa gaa tat gaa gga 480 
Phe Val He Asn Met Lys Glu lie Val Arg Thr Lys Glu Tyr Glu Gly 
145 150 155 160 

aac ttg act tgg aag ate aaa ttg agg agt gca gtg tac ctt tea gat 528 
Asn Leu Thr Trp Lys He Lys Leu Arg Ser Ala Val Tyr Leu Ser Asp 
165 170 175 

gcg act gta ace acg eta gga aac tta gtg cec ttc act ctg ace ctg 576 
Ala Thr Val Thr Thr Leu Gly Asn Leu Val Pro Phe Thr Leu Thr Leu 
180 185 190 

eta tgt ttt ttg ctg tta ate tgt tct ctg tgt aaa eat etc aag aag 624 
Leu Cys Phe Leu Leu Leu He Cys Ser Leu Cys Lys His Ley Lys Lys 
195 200 205 

atg cag etc cat ggt aaa gga tct caa gat ece age acc aag gtc eac 672 
Met Gin Leu His Gly Lys Gly Ser Gin Asp Pro Ser Thr Lys Val His 
210 215 220 

ata aaa get ttg caa act gtg ate ttt ttc etc ttg tta tgt gee gtt 720 
He Lys Ala Leu Qln Thr Val He Phe Phe Leu Leu Leu Cys Ala Val 
225 230 235 240 

tac ttt ctg tee ata atg ata tea gtt tgg agt ttt ggg agt ctg gaa 768 
Tyr Phe Leu Ser He Met He Ser Val Trp Ser Phe Gly Ser Leu Glu 
245 250 255 

aac aaa cct gtc ttc atg ttc tgc aaa get att aga ttc age tat cct 816 
Asn Lys Pro Val Phe Met Phe Cys Lys Ala He Arg Phe Ser Tyr Pro 
260 265 270 

tea ate eac eca ttc ate ctg att tgg gga aae aag aag eta aag cag 864 
Ser He His Pro Phe He Leu He Trp Gly Asn Lys Lys Leu Lys Gin 
275 280 285 

act ttt ctt tea gtt ttg egg caa gtg agg tac tgg gtg aaa gga gag 912 
Thr Phe Leu Ser Val Leu Arg Gin Val Arg Tyr Trp Val Lys Gly Glu 
290 295 300 

aag cct tea tct cca tga 930 

Lys Pro Ser Ser Pro 

305 
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<210> 196 

<211> 309 

<212> PRT 

<213> homo sapiens 

<400> 196 

Met Thr Thr Phe lie Pro He He Phe Ser Ser Val Val Val Val Leu 

Phe Val lie Gly Asn Phe Ala Asn Gly Phe He Ala Leu Val Asn Ser 
^° 25 30 

He Glu Arg Val Lys Arg Gin Lys He Ser Phe Ala Asp Gin He Leu 



35 40 



45 



Thr Ala Leu Ala Val Ser Arg Val Gly Leu Leu Trp Val Leu Leu Leu 
^" 55 60 



Asn Trp Tyr Ser Thr Val Phe Asn Pro Ala Phe Tyr Ser Val Glu Val 

^° 75 80 

Arg Thr Thr Ala Tyr Asn Val Trp Ala Val Thr Gly His Phe Ser Asn 

85 — 



90 



95 



Trp Leu Ala Thr Ser Leu Ser He Phe Tyr Leu Leu Lys He Ala 



Asn 



105 110 
Phe Ser Asn Leu He Phe Leu His Leu Lys Arg Arg Val Lys Ser Val 



120 125 
He Leu Val Met Leu Leu Gly Pro Leu Leu Phe Leu Ala Cys Gin Leu 



135 



140 



Phe Val He Asn Met Lys Glu He Val Arg Thr Lys Glu Tyr Glu Gly 



155 



160 



Asn Leu Thr Trp Lys He Lys Leu Arg Ser Ala Val Tyr Leu Ser Asp 
165 *^ 



170 



175 



Ala Thr Val Thr Thr Leu Gly Asn Leu Val Pro Phe Thr Leu Thr Leu 



185 



190 



Leu Cys Phe Leu Leu Leu He Cys Ser Leu Cys Lys His Leu Lys Lys 



200 



205 



Met Gin Leu His Gly Lys Gly Ser Gin Asp Pro Ser Thr Lys Val His 
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<210> 196 

<211> 309 

<212> PRT 

<213> homo sapiens 

<400> 196 

Met Thr Thr Phe lie Pro He He Phe Ser Ser Val Val Val Val Leu 
^ 10 15 

Phe val He Gly Asn Phe Ala Asn Gly Phe He Ala Leu Val Asn Ser 

25 30 



lie Glu Arg Val Lys Arg Gin Lys He Ser Phe Ala Asp Gin He Leu 

45 / 

Thr Ala Leu Ala Val Ser Arg Val Gly Leu Leu Trp Val Leu Leu Leu 

55 60 

Asn Trp Tyr Ser Thr Val Phe Asn Pro Ala Phe Tyr Ser Val Glu Val 

^° 75 80 

Arg Thr Thr Ala Tyr Asn Val Trp Ala Val Thr Gly His Phe Ser Asn 

90 95 

Trp Leu Ala Thr Ser Leu Ser He Phe Tyr Leu Leu Lys He Ala Asn 



105 



Phe ser Asn Leu He Phe Leu His Leu Lys Arg Arg Val Lys Ser Val 

» 120 125 

lie Leu val Met Leu Leu Gly Pro Leu Leu Phe Leu Ala Cys Gin Leu 

140 

Phe Val He Asn Met Lvs Glu T3e> Vai rnw_ , 

145 150 Glu Tyr Glu Gly 

155 160 

Asn Leu Thr Trp Lys He Lys Leu Arg Ser Ala Val Tyr Leu Ser Asp 



165 170 175 



Ala Thr Val Thr Thr Leu Gly Asn Leu Val Pro Phe Thr Leu Thr Leu 



190 



Leu cys Phe Leu Leu Leu He Cys Ser Leu Cys Lys His Leu Lys Lys 



205 



Met Gin Leu His Gly Lys Gly Ser Gin Asp Pro Ser Thr Lys Val His 
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220 



lie Lys Ala Leu Gin Thr Val He Phe Phe Leu Leu Leu Cys Ala Val 



230 



235 240 
Tyr Phe Leu Ser lie Met He Ser Val Trp Ser Phe Gly Ser Leu Glu 

*» — 



250 



255 



Asn Lys Pro Val Phe Met Phe Cys Lys Ala He Arg Phe Ser Tyr Pro 



265 



270 



Ser He His Pro Phe He Leu He Trp Gly Asn Lys Lys Leu Lys Gin 
275 280 285 

Thr Phe Leu Ser Val Leu Arg Gin Val Arg Tyr Trp Val Lys Gly Glu 



295 



300 



Lys Pro Ser Ser Pro 
305 



<210> 197 

<211> 930 

<212> DNA 

<213> homo sapiens 



<220> 

<221> CDS 

<222> (1) (930) 

<220> 

<221> variation 

<222> (103) . . (103) 

<223> SNP 

<220> 

<221> variation 

<222> (484) . . (484) 

<223> SNP 

<220> 

<221> variation 

<222> (599) . . (599) 

<223> SNP 

<220> 

<221> variation 

<222> (649) . . (649) 

<223> SNP 

<220> 

<221> variation 

<222> (656) (656) 

<223> SNP 



wo 2005/007891 



334/447 



PCT/US2004/019489 



<220> 

<221> variation 

<222> (680) . . (680) 

<223> SNP 



<220> 
<221> 
<222> 
<223> 



variation 
(718) . . (718) 
SNP 



<220> 

<221> variation 

<222> (827) . . (827) 

<223> SNP 



<220> 
<221> 
<222> 
<223> 



variation 
(843) . . (843) 
SNP 



<400> 197 

atg aca act ttt ata ccc ate att ttt tec agt gtg gta gtg gtt eta 
Met Thr Thr Phe lie Pro lie He Phe Ser Ser Val Val Val Val Leu 
15 10 15 

ttt gtt att gga aat ttt get aat ggc tte ata gea ttg gta aat tee 
Phe Val He Gly Asn Phe Ala Asn Gly Phe He Ala Leu Val Asn Ser 
20 25 30 

att gag egg gtc aag aga caa aag ate tct ttt get gac eag att etc 
He Glu Arg Val Lys Arg Gin Lys He Ser Phe Ala Asp Gin He Leu 
35 40 45 

act get ctg geg gtc tec aga gtt ggt ttg etc tgg gta tta tta tta 
Thr Ala Leu Ala Val Ser Arg Val Gly Leu Leu Trp Val Leu Leu Leu 
50 55 • 60 

aat tgg tat tea act gtg ttt aat cea get ttt tat agt gta gaa gta 
Asn Trp Tyr Ser Thr Val Phe Asn Pro Ala Phe Tyr Ser Val Glu Val 
65 70 75 80 

aga act act get tat aat gtc tgg gea gta ace ggc eat ttc age aac 
Arg Thr Thr Ala Tyr Asn Val Trp Ala Val Thr Gly His Phe Ser Asn 
85 90 95 

tgg ett get act age etc age ata ttt tat ttg etc aag att gee aat 
Trp Leu Ala Thr Ser Leu Ser He Phe Tyr Leu Leu Lys He Ala Asn 
100 105 110 

tte tee aac ett att ttt ett eac tta aag agg aga gtt aag agt gtc 
Phe Ser Asn Leu He Phe Leu His Leu Lys Arg Arg Val Lys Ser Val 
115 120 125 

att ctg gtg atg ctg ttg ggg cet tta eta ttt ttg get tgt caa ett 
He Leu Val Met Leu Leu Gly Pro Leu Leu Phe Leu Ala Cys Gin Leu 
130 135 140 

ttt gtg ata aac atg aaa gag att gta egg aea aaa gaa tat gaa gga 
Phe Val He Asn Met Lys Glu He Val Arg Thr Lys Glu Tyr Glu Gly 
145 150 155 160 



48 



96 



144 



192 



240 



288 



336 



384 



432 



480 
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aac ttg act tgg aag ate aaa ttg agg agt gca gtg tac ctt tea gat 
Asn Leu Thr Trp Lys lie Lys Leu Arg Ser Ala Val Tyr Leu Ser Asp 

170 175 



f?^ ?r f ^^"^ '^^^ <=°c ttc act ctg acc ctg 

Ala Thr Val Thr Thr Leu Gly Asn Leu Val Pro Phe Thr Leu T^r Leu 
180 185 



190 



t!» II ^^"^ tgt aaa cat etc aag aag 

Leu Cys Phe Leu Leu Leu He Cys Ser Leu Cys Lys His Leu Lys Lys 
195 200 205 

atg cag etc cat ggt aaa gga tct eaa gat etc age ace aag gtc cac 

Met Gin Leu His Gly Lys Gly Ser Gin Asp Leu Ser Thr Lys Val His 
210 215 220 

r^l ^""^ *=tc ttg tta tgt gee gtt 

lie Lys Ala Leu Gin Thr Val He Phe Phe Leu Leu Leu Cys Ala Val 

2" 230 235 240 

tae ttt ctg tec ata atg ata tea gtt tgg agt ttt ggg agt eta aaa 

Tyr Phe Leu Ser He Met He Ser Val Trp sir Phe I!y Ser III 111 
245 250 255 

aac aaa cct gtc tte atg ttc tgc aaa get att aga ttc age tat cet 

Asn Lys Pro Val Phe Met Phe Cys Lys Ala He Arg Phe Ser Tyr Pro 
260 265 270 

III T?° 9ga aac aag aag eta aag cag 

ser He His Pro Phe He Leu He Trp Gly Asn Lys Lys Leu Lys Gin 
275 280 



285 



act ttt ctt tea gtt ttg egg caa gtg agg tac tgg gtg aaa gga gaa 
Thr Phe Leu Ser Val Leu Arg Gin Val Arg Tyr T?? ?al Lys lly IS 
290 295 300 



aag ect tea tct cea tga 
Lys Pro Ser Ser Pro 
305 



<210> 198 

<211> 309 

<212> PRT 

<213> homo sapiens 

<400> 198 

Met Thr Thr Phe He Pro He He Phe Ser Ser Val Val Val Val Leu 
15 10 15 

Phe Val He Gly Asn Phe Ala Asn Gly Phe He Ala Leu Val Asn Ser 
20 25 30 

He Glu Arg Val Lys Arg Gin Lys He Ser Phe Ala Asp Gin He Leu 
35 40 45 



528 



576 



624 



672 



720 



768 



816 



864 



912 



930 
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Thr Ala Leu Ala Val Ser Arg Val Gly Leu Leu Trp Val Leu Leu Leu 
50 55 60 

Asn Trp Tyr Ser Thr Val Phe Asn Pro Ala Phe Tyr Ser Val Glu Val 
" 70 75 80 

Arg Thr Thr Ala Tyr Asn Val Trp Ala Val Thr Gly His Phe Ser Asn 
86 90 95 

Trp Leu Ala Thr Ser Leu Ser He Phe Tyr Leu Leu Lys He Ala Asn 
100 105 110 

Phe Ser Asn Leu He Phe Leu His Leu Lys Arg Arg Val Lys Ser Val 
115 120 s 125 

He Leu Val Met Leu Leu Gly Pro Leu Leu Phe Leu Ala Cys Gin Leu 
130 135 140 

Phe Val He Asn Met Lys Glu He Val Arg Thr Lys Glu Tyr Glu Glv 

150 155 160 

Asn Leu Thr Trp Lys He Lys Leu Arg Ser Ala Val Tyr Leu Ser Asp 
165 170 175 

Ala Thr Val Thr Thr Leu Gly Asn Leu Val Pro Phe Thr Leu Thr Leu 
180 185 190 

Leu Cys Phe Leu Leu Leu He Cys Ser Leu Cys Lys His Leu Lys Lys 
195 200 205 

Met Gin Leu His Gly Lys Gly Ser Gin Asp Leu Ser Thr Lys Val His 
210 215 220 

He Lys Ala Leu Gin Thr Val He Phe Phe Leu Leu Leu Cys Ala Val 
225 230 235 240 

Tyr Phe Leu Ser He Met He Ser Val Trp Ser Phe Gly Ser Leu Glu 
245 250 255 

Asn Lys Pro Val Phe Met Phe Cys Lys Ala He Arg Phe Ser Tyr Pro 
260 265 270 

Ser He His Pro Phe He Leu He Trp Gly Asn Lys Lys Leu Lys Gin 
275 280 285 



Thr Phe Leu Ser Val Leu Arg Gin Val Arg Tyr Trp Val Lys Gly Glu 
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290 295 300 



Xjys Pro Ser Ser Pro 
305 



<210> 199 

<211> 930 

<212> DNA 

<213> homo sapiens 



<220> 

<221> CDS 

<222> (1)..(930) 

<220> 

<221> variation 

<222> (103) . . (103) 

<223> SNP 

<220> 

<221> variation 

<222> (484) , . (484) 

<223> SNP 

<220> 

<221> variation 

<222> (599) . . (599) 

<223> SNP 

<220> 

<221> variation 

<222> (649) . . (649) 

<223> SNP 

<220> 

<221> variation 

<222> (656) . . (656) 

<223> SNP 

<220> 

<221> variation 

<222> (680) • . (680) 

<223> SNP 

<220> 

<221> variation 

<222> (718) . . (718) 

<223> SNP 

<220> 

<221> variation 

<222> (827) . . (827) 

<223> SNP 

<220> 

<221> variation 

<222> (843) . . (843) 

<223> SNP 
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<400> 199 

atg aca act ttt ata ccc ate att ttt tec agt gtg gta qta att eta 

Met Thr Thr Phe He Pro He He Phe Ser sL Val ?al vll vTl Leu 
15 10 15 

fr^^ '^''^ ^ta gca ttg gta aat tec 

Phe Val He Gly Asn Phe Ala Asn Gly Phe He Ala Leu Val Asn Ser 



20 25 



30 



48 



96 



tf^ aga eaa aag ate tet ttt get gae cag att etc 144 

He Glu Arg Val Lys Arg Gin Lys He Ser Phe La Lp Gin He llu 
35 40 45 

Th^ l^l f ^ l^^ ?r^? ^*^5 etc tgg gta tta tta tta 192 

Thr Ala Leu Ala Val Ser Arg Val Gly Leu Leu Trp Val Leu Leu Leu 
50 55 60 

l'^^ ^""^ ttt aat eca get ttt tat agt gta gaa gta 240 

Asn Trp Tyr Ser Thr Val Phe Asn Pro Ala Phe Tyr Ser Val Glu Val 

70 . 75 80 

5tc tgg gca gta acc ggc cat tte age aac 288 
Arg Thr Thr Ala Tyr Asn Val Trp Ala Val Thr Gly His Phe sIr Asn 
85 90 95 

Itl fJ. o^"" r^" etc aag att gee aat " 336" 

Trp Leu Ala Thr Ser Leu Ser He Phe Tyr Leu Leu Lys He Ala Asn 

105 110 

111 IT" r° r^^ ^'^^^ agg aga gtt aag agt gtc 384 

Phe Ser Asn Leu He Phe Leu His Leu Lys Arg Arg Val Lys Ser Val 
115 120 125 

att ctg gtg atg ctg ttg ggg cet tta eta ttt ttg get tgt eaa ctt 432 
He Leu Val Met Leu Leu Gly Pro Leu Leu Phe Leu Ala Cys Gin Leu 
130 135 140 

IV^ H^? ^^"^ aaa gag att gta egg aca aaa gaa tat gaa gga 480 

Phe Val He Asn Met Lys Glu He Val Arg Thr Lys Glu Tyr Glu Gly 
"5 150 155 160 

aac ttg act tgg aag ate aaa ttg agg agt gca gtg tac ctt tea gat 528 
Asn Leu Thr Trp Lys He Lys Leu Arg Ser Ala Val Tyr Leu Ser Asp 
165 170 175 

a?^ lu^ H^f 5ga aac tta gtg ccc ttc act ctg acc ctg 576 

Ala Thr Val Thr Thr Leu Gly Asn Leu Val Pro Phe Thr Leu Thr Leu 
180 185 190 

T*"^ ""^^ ctg tgt aaa cat etc aag aag 624 

Leu Cys Phe Leu Leu Leu He Tyr Ser Leu Cys Lys His Leu Lys Lys 
195 200 205 

atg cag etc cat ggt aaa gga tet caa gat ccc age ace aag gtc cae 672 
Met Gin Leu Hxs Gly Lys Gly Ser Gin Asp Pro Ser Thr Lys Val His 
210 215 220 

ata aaa get ttg caa act gtg ate ttt tte etc ttg tta tgt gee gtt 720 
He Lys Ala Leu Gin Thr Val He Phe Phe Leu Leu Leu Cys Ala Val 

230 235 240 
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tac ttt ctg tec at a atg ata tea gtt tgg agt ttt ggg agt ctg gaa 768 

Tyr Phe Leu Ser He Met He Ser Val Trp Ser Phe Gly Ser Leu Glu 

245 250 255 

aac aaa cct gtc ttc atg ttc tgc aaa get att aga ttc age tat cct 816 

Asn Lys Pro Val Phe Met Phe Cys Lys Ala He Arg Phe Ser Tyr Pro 

260 265 270 

tea ate cac cca ttc ate ctg att tgg gga aac aag aag eta aag cag 864 

Ser He His Pro Phe He Leu He Trp Gly Asn Lys Lys Leu Lys Gin 
275 280 285 

act ttt ctt tea gtt ttg egg caa gtg agg tac tgg gtg aaa gga gag 912 

Thr Phe Leu Ser Val teu Arg Gin Val Arg Tyr Trp Val Lys Gly Glu 
290 295 300 



aag cct tea tet cca tga 
Lys Pro Ser Ser Pro 



305 




<210> 


200 


<211> 


309 


<212> 


PRT 


<213> 


homo 


<400> 


200 


Met Thr Thr 


1 





5 10 15 

Phe Val He Gly Asn Phe Ala Asn Gly Phe He Ala I,eu Val Asn Ser 
20 25 30 

He Glu Arg Val Lys Arg Gin Lys He Ser Phe Ala Asp Gin He Leu 
35 40 45 

Thr Ala Leu Ala Val Ser Arg Val Gly Leu Leu Trp Val Leu Leu Leu 
50 55 60 



Asn Trp Tyr Ser Thr Val Phe Asn Pro Ala Phe Tyr Ser Val Glu Val 
^5 70 75 80 

Arg Thr Thr Ala Tyr Asn Val Trp Ala Val Thr Gly His Phe Ser Asn 

85 90 95 

Trp Leu Ala Thr Ser Leu Ser He Phe Tyr Leu Leu Lys He Ala Asn 

100 105 110 



930 



Phe Ser Asn Leu He Phe Leu His Leu Lys Arg Arg Val Lys Ser Val 
115 120 125 
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He Leu Val Met Leu Leu Gly Pro Leu Leu Phe Leu Ala Cys Gin Leu 
130 135 140 

Phe Val He Asn Met Lys Glu He Val Arg Thr Lys Glu Tyr Glu Gly 
"5 150 155 165 

Asn Leu Thr Trp Lys He Lys Leu Arg Ser Ala Val Tyr Leu Ser Asp 
165 170 175 

Ala Thr Val Thr Thr Leu Gly Asn Leu Val Pro Phe Thr Leu Thr Leu 
180 185 190 

Leu Cys Phe Leu Leu Leu He Tyr Ser Leu Cys Lys His Leu Lys Lys 
195 200 205 

Met Gin Leu His Gly Lys Gly Ser Gin Asp Pro Ser Thr Lys Val His 
210 215 220 

He Lys Ala Leu Gin Thr Val He Phe Phe Leu Leu Leu Cys Ala Val 

230 235 240 

Tyr Phe Leu Ser He Met He Ser Val Trp Ser Phe Gly Ser Leu Glu 
245 250 255 

Asn Lys Pro Val Phe Met Phe Cys Lys Ala He Arg Phe Ser Tyr Pro 
260 265 270 

Ser He His Pro Phe He Leu He Trp Gly Asn Lys Lys Leu Lys Gin 
275 280 285 

Thr Phe Leu Ser Val Leu Arg Gin Val Arg Tyr Trp Val Lys Gly Glu 
290 295 300 

Lys Pro Ser Ser Pro 
305 

<210> 201 
<211> 930 
<212> DNA 
<213> homo sapiens 

<220> 

<221> CDS 

<222> (1)..(750) 

<220> 

<221> variation 
<222> (106).. (106) 



wo 2005/007891 

<223> SNP 



341/447 



PCT/US2004/019489 



<220> 

<221> variation 

<222> (682).. (682) 

<223> SNP 

<220> 

<221> variation 

<222> (749).. (749) 

<223> SNP 



<220> 

<221> variation 

<222> (862).. (862) 

<223> SNP 



<400> 201 

t^f ^^"^ tec att eta ata gtg gtt aca 

Met lie Thr Phe Leu Pro He He Phe Ser He Leu He Val III ?hr 

1 5 10 15 

III tit ril rT nu* ^^'^ ttg gta aat tec 

Phe Val He Gly Aan Phe Ala Asn Gly Phe He Ala Leu Val Asn Ser 

20 25 30 

^f^ ate tct ttt get gae eaa att etc 

He Glu Trp Phe Lys Arg Gin Lys He Ser Phe Ala Asp Gin He Leu 
35 40 45 

l^^ ^""^ 59t tta etc tgg gta tta gta tta 

Thr Ala Leu Ala Val Ser Arg Val Gly Leu Leu T?p ?al Leu ?al Leu 
i>u 55 



60 



TJ" ttt aac agt ata gaa gta 

Asn Trp Tyr Ala Thr Glu Leu Asn Pro Ala Phe Asn Ser He III ?al 



75 80 



III ^""^ ^tc aac cat ttc age aac 

Arg He Thr Ala Tyr Asn Val Trp Ala Val He Asn His Phe sL Asn 
85 90 



95 



tgg ctt get act age etc age ata ttt tat ttg etc aag att aee aat 
Trp Leu Ala Thr Ser Leu Ser He Phe Tyr LeS Leu LyI He Sa Jsn 
100 105 



110 



ttc tee aae ctt att ttt ctt cae tta aag agg aga gtt aag agt gtt 
Phe Ser Asn Leu He Phe Leu His Leu Lys Arg A?g ?al Lys Ser ?al 
115 120 



125 



gtt ctg gtg ata eta ttg ggg eet ttg eta ttt ttg gtt tgt cat ctt 
val Leu Val He Leu Leu Gly Pro Leu Leu Phe Leu Val Cys His Leu 
130 135 



III IJ l^'^ f.^^ ""^^ aca aaa gaa tat gaa gga 

Phe Val He Asn Met Asn Gin He He Trp Thr Lys Glu Tyr Ilu lly 

150 155 



aac atg act tgg aag ate aaa ctg agg agt gca atg tac ctt tea aat- 
Asn Met Thr Trp Lys He Lys Leu Arg sL Ala Me? Tyl Leu Ser Asn 
165 170 175 



48 



96 



144 



192 



240 



288 



336 



384 



432 



480 



528 
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576 



624 



f, f t^"" ^^"^ ""^^ 5tt qcc ttc act ctg acc ctg 

Thr Thr Val Thr lie Leu Ala Asn Leu Val Pro Phe Thr Leu Thr Leu 

185 190 

11^ ^^'^ =tg tgt aaa cat etc aaa aag 

lie Ser Phe Le,u Leu Leu lie Cys Ser Leu Cys Lys His Leu Lys Lys 
195 200 205 

Gin f«n f^^ ''^^ aag gtc cac 672 

Met Gin Leu His Gly Lys Gly Ser Gin Asp Pro Ser Met Lys Val His 
210 215 220 

ata aaa get atg caa act gtg acc tec ttc etc ttg tta tqt occ att ion 
lie Lys Ala Met Gin Thr Val Thr Ser Phe Leu Leu Leu Ifs III ill ° 

230 235 240 

tac ttt ctg tec ata ate atg tea gtt tag agttttgaga gtctgoaaaa 770 

Tyr Phe Leu Ser He He Met Ser Val g^^crggaaaa 770 

245 

caaacctgtc ttcatgttct gcgaagctat tgcattcagc tatccttcaa cccacccatt 830 

catcctgatt tggggaaaca agaagotaaa gcagactttt ctttcagttt tgtggcatgt 890 

gaggtactgg gtgaaaggag agaagccttc atcttcatag 930 

<210> 202 

<211> 249 

<212> PRT 

<213> homo sapiens 

<400> 202 

Met He Thr Phe Leu Pro He He Phe Ser He Leu He Val Val Thr 
1 5 10 15 

Phe Val He Gly Asn Phe Ala Asn Gly Phe He Ala Leu Val Asn Ser 
20 25 30 

He Glu Trp Phe Lys Arg Gin Lys He Ser Phe Ala Asp Gin He Leu 
35 40 45 

Thr Ala Leu Ala Val Ser Arg Val Gly Leu Leu Trp Val Leu Val Leu 
50 55 60 

Asn Trp Tyr Ala Thr Glu Leu Asn Pro Ala Phe Asn Ser He Glu Val 

" "70 75 gQ 

Arg He Thr Ala Tyr Asn Val Trp Ala Val He Asn His Phe Ser Asn 
85 90 95 

Trp Leu Ala Thr Ser Leu Ser He Phe Tyr Leu Leu Lys He Ala Asn 

105 110 
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Phe Ser Asn Leu He Phe Leu His Leu Lys Arg Arg Val Lys Ser Val 
115 120 125 

Val Leu Val He Leu Leu Gly Pro Leu Leu Phe Leu Val Cys His Leu 

135 140 

Phe Val He Asn Met Asn Gin He He Trp Thr Lys Glu Tyr Glu Glv 

150 155 160 

Asn Met Thr Trp Lys He Lys Leu Arg Ser Ala Met Tyr Leu Ser Asn 
165 170 175 

Thr Thr Val Thr He Leu Ala Asn Leu Val Pro Phe Thr Leu Thr Leu 
180 185 190 

He Ser Phe Leu Leu Leu He Cys Ser Leu Cys Lys His Leu Lys Lys 

200 205 

o^n ^^"^ ^^"^ *51n Asp Pro Ser Met Lys Val His 

215 220 

He Lys Ala Met Gin Thr Val Thr Ser Phe Leu Leu Leu Cys Ala He 

230 235 240 

Tyr Phe Leu Ser He He Met Ser Val 
245 



<210> 203 

<211> 930 

<212> DNA 

<213> homo sapiens 

<220> 

<221> CDS 

<222> (1) (750) 

<220> 

<221> variation 

<222> (106) . . (106) 

<223> SNP 

<220> 

<221> variation 

<222> (682) . . (682) 

<223> SNP 

<220> 

<221> variation 

<222> (749) (749) 
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<223> SNP 
<220> 

<221> variation 

<222> (834) . • (834) 

<223> SNP 

<220> 

<221> variation 

<222> (862) . . (862) 

<223> SNP 
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<400> 203 

atg ata act ttt ctg ccc ate att ttt tec att eta ata gtg gtt aca 48 
Met He Thr Phe Leu Pro He He Phe Ser He Leu He Val Val Thr 
15 10 15 

ttt gtg att gga aat ttt get aat ggc ttc ata gca ttg gta aat tec 96 
Phe Val He Gly Asn Phe Ala Asn Gly Phe He Ala Leu Val Asn Ser 
20 25 30 

att gag tgg ttc aag aga caa aag ate tct ttt get gac caa att etc 144 
He Glu Trp Phe Lys Arg Gin Lys He Ser Phe Ala Asp Gin He Leu 
35 40 45 

act get ctg gca gtc tec aga gtt ggt tta etc tgg gta tta gta tta 192 
Thr Ala Leu Ala Val Ser Arg Val Gly Leu Leu Trp Val Leu Val Leu 
50 55 60 

aat tgg tat gca act gag ttg aat cca get ttt aac agt ata gaa gta 240 
Asn Trp Tyr Ala Thr Glu Leu Asn Pro Ala Phe Asn Ser He Glu Val 
65 70 75 80 

aga att act get tac aat gtc tgg gca gta ate aac cat ttc age aac 288 
Arg He Thr Ala Tyr Asn Yal Trp Ala Yal He Asn His Phe Ser Asn 
85 90 95 

tgg ctt get act age Qtc age ata ttt tat ttg etc aag att gee aat 336 
Trp Leu Ala Thr Ser Leu Ser He Phe Tyr Leu Leu Lys He Ala Asn 
100 105 110 

ttc tec aac ctt att ttt ctt cac tta aag agg aga gtt aag agt gtt 384 
Phe Ser Asn Leu He Phe Leu His Leu Lys Arg Arg Val Lys Ser Val 
115 120 125 

gtt ctg gtg ata eta ttg ggg ect ttg eta ttt ttg gtt tgt cat ctt 432 
Val Leu Val He Leu Leu Gly Pro Leu Leu Phe Leu Val Cys His Leu 
130 135 140 

ttt gtg ata aac atg aat cag att ata tgg aca aaa gaa tat gaa gga 4 80 

Phe Val He Asn Met Asn Gin He He Trp Thr Lys Glu Tyr Glu Gly 
145 150 155 160 

aac atg act tgg aag ate aaa ctg agg agt gca atg tac ctt tea aat 528 
Asn Met Thr Trp Lys He Lys Leu Arg Ser Ala Met Tyr Leu Ser Asn 
165 170 175 



aca acg gta acc ate eta gca aac tta gtt ccc ttc act ctg ace ctg 
Thr Thr Val Thr He Leu Ala Asn Leu Val Pro Phe Thr Leu Thr Leu 
180 185 190 



576 
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ata tct ttt ctg ctg tta ate tgt tct ctg tgt aaa cat etc aaa aag 
He Ser Phe Leu Leu Leu He Cys Ser Leu Cys Lys His Leu Lys Lys 
195 200 205 

atg cag etc cat ggc aaa gga tct caa gat ccc age atg aag gtc eac 
Met Gin Leu His Gly Lys Gly Ser Gin Asp Pro Ser Met Lys Val His 
210 215 220 

ata aaa get atg caa act gtg acc tec ttc etc ttg tta tgt gee att 
He Lys Ala Met Gin Thr Val Thr Ser Phe Leu Leu Leu Cys Ala He 
225 230 235 240 

tac ttt ctg tec ata ate atg tea gtt tag agttttgaga gtctggaaaa 
Tyr Phe Leu Ser He He Met Ser Val 
245 

caaacctgte ttcatgttct gcgaagetat tgcattcage tatcetteaa eccacccatt 
catgetgatt tggggaaaea agaagctaaa geagactttt ctttcagttt tgtggeatgt 
gaggtactgg gtgaaaggag agaagcette atcttcatag 

<210> 204 

<211> 249 

<212> PRT 

<213> homo sapiens 

<400> 204 

Met He Thr Phe Leu Pro He He Phe Ser He Leu He Val Val Thr 
1 5 10 15 

Phe Val He Gly Asn Phe Ala Asn Gly Phe He Ala Leu Val Asn Ser 
20 25 30 

He Glu Trp Phe Lys Arg Gin Lys He Ser Phe Ala Asp Gin He Leu 
35 40 45 

Thr Ala Leu Ala Val Ser Arg Val Gly Leu Leu Trp Val Leu Val Leu 
50 55 60 

Asn Trp Tyr Ala Thr Glu Leu Asn Pro Ala Phe Asn Ser He Glu Val 
^5 70 75 80 

Arg He Thr Ala Tyr Asn Val Trp Ala Val He Asn His Phe Ser Asn 
85 90 95 

Trp Leu Ala Thr Ser Leu Ser He Phe Tyr Leu Leu Lys He Ala Asn 
100 105 110 



624 

672 

720 

770 

830 
890 

930 



Phe Ser Asn Leu He Phe Leu His Leu Lys Arg Arg Val Lys Ser Val 
115 120 125 
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Val Leu Val He Leu Leu Gly Pro Leu Leu Phe X.eu Val Cys His Leu 
-^^^ 135 140 

Phe Val He Asn Met Asn Gin He He Trp Thr Lys Glu Tyr Glu Gly 

150 155 

Asn Met Thr Trp Lys He Lys Leu Arg Ser Ala Met Tyr Leu Ser Asn 
165 170 175 

Thr Thr Val Thr He Leu Ala Asn Leu Val Pro Phe Thr Leu Thr Leu 
180 185 ' 2.90 

He Ser Phe Leu Leu Leu He Cys Ser Leu Cys Lys His Leu Lys Lys 
195 200 205 

Met Gin Leu His Gly Lys Gly Ser Gin Asp Pro Ser Met Lys Val His 

215 220 

lie Lys Ala Met Gin Thr Val Thr Ser Phe Leu Leu Leu Cys Ala He 

230 235 240 

Tyr Phe Leu Ser He He Met Ser Val 
245 

\ 

<210> 205 
<211> 930 
<212> DNA 
<213> homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (930) 

<220> 

<221> variation 

<222> (106) . . (106) 

<223> SNP 

<220> 

<221> variation 

<222> (682) . . (682) 

<223> SNP 

<220> 

<221> variation 

<222> (749) . . (749) 

<223> SNP 

<220> 

<221> variation 
<222> (834).. (834) 



wo 2005/007891 PCT/US2004/019489 

347/447 

<223> SNP 

<220> 

<221> variation 
<222> (862).. (862) 
<223> SNP 

<400> 205 

atg ata act ttt ctg ccc ate att ttt tec att eta ata gtg gtt aca 
Met lie Thr Phe Leu Pro He He Phe Ser He Leu He Val vll ?hr 
^5 10 15 

IV" r^^ 2?^ ^""^ ttc ata goa ttg gta aat tec 

Phe Val He Gly Asn Phe Ala Asn Gly Phe He Ala Leu ?al Asn Ser 
20 25 30 

T^"^ Hf^ l'^'^ tct ttt get gac eaa att etc 

lie Glu Trp Phe Lys Arg Gin Lys He Ser Phe Ila Lp gS ?le Leu 
•35 40 45 

f?^ f^^ 9gt tta etc tgg gta tta gta tta 

Thr Ala Leu Ala Val Ser Arg Val Gly Leu Leu T?p ?al LeS Val Leu 

55 60 

l^^ ^""^ get ttt aac agt ata gaa qta 

Asn Trp Tyr Ala Thr Glu Leu Asn Pro Ala Phe Asn sL 11^ llu vll 

70 75 go 

l^l r^^ ^^"^ ^^"^ ^99 gca gta ate aae cat ttc age aac 

Arg He Thr Ala Tyr Asn Val Trp Ala Val He Asn His Phe sL Asn 
85 90 95 

tgg ctt get act age etc age ata ttt tat ttg etc aag att ace aat 
Trp Leu Ala Thr Ser Leu Ser He Phe Tyr Leu Leu Lys III Sa Asn 

105 110 

°" ""^^ tta aag agg aga gtt aag agt gtt 

Phe Ser Asn Leu He Phe Leu His Leu Lys Arg A?g ?al LyI Ser Val 
115 120 125 

gtt ctg gtg ata eta ttg ggg cet ttg eta ttt ttg gtt tgt cat ctt 
val Leu Val He Leu Leu Gly Pro Leu Leu Phe Leu ?al C?s His Leu 
■^•5" 135 140 

P^! v^? tgsr aca aaa gaa tat gaa gga 480 

Phe Val He Asn Met Asn Gin He He Trp Thr Lys llu Tyr llu G?y 

150 155 160 

It^ '^t^ agt gca atg tac ctt tea aat 

Asn Met Thr Trp Lys He Lys Leu Arg Ser Ala Met Tyr Leu Ser Asn 
165 170 175 



aca acg gta ace ate eta gca aac tta gtt ecc ttc act ctg ace eta 

Thr Thr Val Thr He Leu Ala Asn Leu Val Pro Phe Thr Leu ?hr Leu 

180 185 190 

Se Ser Ph^ fJ f ^ r""^ t^"" ^^"^ "^^^ °tc aaa aag 

He Ser Phe Leu Leu Leu He Cys Ser Leu Cys Lys His Leu Lys Lys 

195 200 205 

atg cag etc cat ggc aaa gga tot eaa gat ccc age atg aag gtc cac 



48 



96 



144 



192 



240 



288 



336 



384 



432 



528 



576 



624 



672 
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Met Gin Leu His Gly Lys Gly Ser Gin Asp Pro Ser Met Lys Val His 

210 215 220 

ata aaa get atg caa act gtg acc tec ttc etc ttg tta tgt gcc att 720 

lie Lys Ala Met Gin Thr Val Thr Ser Phe Leu Leu Leu Cys Ala He 
225 230 235 240 

tac ttt ctg tec ata ate atg tea gtt tgg agt ttt gag agt ctg gaa 768 

Tyr Phe Leu Ser He He Met Ser Val Trp Ser Phe Glu Ser Leu Glu 
245 250 255 

aac aaa cct gtc ttc atg ttc tgc gaa get att gea ttc age tat ect 816 

Asn Lys Pro Val Phe Met Phe Cys Glu Ala He Ala Phe Ser Tyr Pro 

260 265 270 

tea acc cac cea ttc ate ctg att tgg gga aac aag aag eta aag cag 864 

Ser Thr His Pro Phe He Leu He Trp Gly Asn Lys Lys Leu Lys Gin 

275 280 285 

lu^ tac tgg gtg aaa gga gag 912 

Thr Phe Leu Ser Val Lew Trp His Val Arg Tyr Trp Val Lys Gly Glu 

290 295 300 



aag ect tea tct tea tag 
Lys Pro Ser Ser Ser 
305 



<210> 206 

<211> 309 

<212> PRT 

<213> homo sapiens 

<400> 206 

Met He Thr Phe Leu Pro He He Phe Ser He Leu He Val Val Thr 
^5 10 15 

Phe Val He Gly Asn Phe Ala Asn Gly Phe He Ala Leu Val Asn Ser 
20 25 30 

He Glu Trp Phe Lys Arg Gin Lys He Ser Phe Ala Asp Gin He Leu 
35 40 45 

Thr Ala Leu Ala Val Ser Arg Val Gly Leu Leu Trp Val Leu Val Leu 
50 55 60 

Asn Trp Tyr Ala Thr Glu Leu Asn Pro Ala Phe Asn Ser He Glu Val 
65 70 75 80 

Arg He Thr Ala Tyr Asn Val Trp Ala Val He Asn His Phe Ser Asn 
85 90 95 



930 



Trp Leu Ala Thr Ser Leu Ser He Phe Tyr Leu Leu Lys He Ala Asn 
100 105 110 
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Phe Ser Asn Leu lie Phe Leu His Leu Lys Arg Arg Val Lys Ser Val 
115 120 125 

Val Leu Val He Leu Leu Gly Pro Leu Leu Phe Leu Val Cys His Leu 
130 135 140 

Phe Val He Asn Met Asn Gin He He Trp Thr Lys Glu Tyr Glu Glv 
"5 150 155 160 

Asn Met Thr Trp Lys He Lys Leu Arg Ser AXa Met Tyr Leu Ser Asn 
165 170 175 

Thr Thr Val Thr He Leu Ala Asn Leu Val Pro Phe Thr Leu Thr Leu 
180 185 190 

He Ser Phe Leu Leu Leu He Cys Ser Leu Cys Lys His Leu Lys Lys 
195 200 205 

Met Gin Leu His Gly Lys Gly Ser Gin Asp Pro Ser Met Lys Val His 
210 215 220 

He Lys Ala Met Gin Thr Val Thr Ser Phe Leu Leu Leu Cys Ala He 
225 230 235 240 

Tyr Phe Leu Ser He He Met Ser Val Trp Ser Phe Glu Ser Leu Glu 
245 250 255 

Asn Lys Pro Val Phe Met Phe Cys Glu Ala He Ala Phe Ser Tyr Pro 
260 265 270 

Ser Thr His Pro Phe He Leu He Trp Gly Asn Lys Lys Leu Lys Gin 
275 280 285 

Thr Phe Leu Ser Val Leu Trp His Val Arg Tyr Trp Val Lys Gly Glu 
290 295 300 

Lys Pro Ser Ser Ser 
305 



<210> 207 

<211> 930 

<212> DNA 

<213> homo sapiens 



<220> 
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<221> CDS 

<222> (1).. (930) 

<220> 

<221> variation 

<222> (106).. (106) 

<223> SNP 



<220> 

<221> variation 
<222> (682) (682) 

<223> SNP 

<220> 

<221> variation 

<222> (749) (749) 

<223> SNP 

<220> 

<221> variation 

<222> (834) . . (834) 

<223> SNP 

<220> 

<221> variation 

<222> (862).. (862) 

<223> SNP 



<400> 207 



SI 111 ?£ l^. 2^ III til III - IP 

V-? til IS - - - - - - - 1 ... 

25 30 

- IS L° If ^ SI LI 

?Sr Sa S If f ° ^ta tta 

eu Aj.a val Ser Arg Val Gly Leu Leu Trp Val Leu Val Leu 

55 60 

I- ITr S IK 2S I- - ill I" I? 

2^ ;s s ?:! - - - - - a,. 1 .^s 

85 90 95 

HI ?s I- III III III III - - - SI L« 



«"> 105 



L IS 2^ S3 2; 5? Ill ill - - ?g 

120 1 Oe; 



96 



144 



192 



240 



384 
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gtt ctg gtg at a eta ttg ggg cct ttg eta ttt ttg gtt tgt cat ctt 432 
Val Leu Val lie Leu l^eu Gly Pro Leu Leu Phe Leu Val Cys His Leu 
130 135 140 

ttt gtg ata aac atg aat cag att ata tgg aca aaa gaa tat gaa gga 480 
Phe Val He Asn Met Asn Gin He He Trp Thr Lys Glu Tyr Glu Glv 
145 150 155 160 

aac atg act tgg aag ate aaa ctg agg agt gca atg tac ctt tea aat 528 
Asn Met Thr Trp Lys He Lys Leu Arg Ser Ala Met Tyr Leu Ser Asn 
165 170 175 

aca acg gta ace ate eta gca aac tta gtt cce ttc act ctg acc ctg 576 
Thr Thr Val Thr He Leu Ala Asn Leu Val Pro Phe Thr Leu Thr Leu 
180 185 190 

ata tct ttt ctg ctg tta ate tgt tct ctg tgt aaa cat etc aaa aag 624 
He Ser Phe Leu Leu Leu He Cys Ser Leu Cys Lys His Leu Lys Lys 
195 200 205 

atg cag etc cat ggc aaa gga tct caa gat cce age atg aag gtc cac 672 
Met Gin Leu His Gly Lys Gly Ser Gin Asp Pro Ser Met Lys Val His 
210 215 220 

ata aaa get ttg caa act gtg acc tec ttc etc ttg tta tgt gcc att 720 
He Lys Ala Leu Gin Thr Val Thr Ser Phe Leu Leu Leu Cys Ala He 
225 230 235 240 

tac ttt ctg tec ata ate atg tea gtt tgg agt ttt gag agt ctg gaa 768 
Tyr Phe Leu Ser He He Met Ser Val Trp Ser Phe Glu Ser Leu Glu 
245 250 255 

aac aaa cct gtc ttc atg ttc tgc gaa get att gca ttc age tat cct 816 
Asn Lys Pro Val Phe Met Phe Cys Glu Ala He Ala Phe Ser Tyr Pro 
260 265 270 

tea acc cac cea ttc ate ctg att tgg gga aac aag aag eta aag cag 864 
Ser Thr His Pro Phe He Leu He Trp Gly Asn Lys Lys Leu Lys Gin 
275 280 285 

act ttt ctt tea gtt ttg tgg cat gtg agg tac tgg gtg aaa gga gag 912 
Thr Phe Leu Ser Val Leu Trp His Val Arg Tyr Trp Val Lys Gly Glu 
290 295 300 



aag cct tea tct tea tag 
Lys Pro Ser Ser Ser 
305 



930 



<210> 208 

<211> 309 

<212> PRT 

<213> homo sapiens 

<400> 208 



Met He Thr Phe Leu Pro He He Phe Ser He Leu He Val Val Thr 
15 10 15 



Phe Val He Gly Asn Phe Ala Asn Gly Phe He Ala Leu Val Asn Ser 
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30 



He Glu Trp Phe Lys Arg Gin Lys He Ser Phe Ala Asp Gin He Leu 
35 40 45 



Thr Ala iieu Ala Val Ser Arg Val Gly Leu Leu Trp Val Leu Val Leu 
50 55 60 



Asn Tip Tyr Ala Thr Glu Leu Asn Pro Ala Phe Asn Ser He Glu Val 
65 70 75 80 



Arg He Thr Ala Tyr Asn Val Trp Ala Val He Asn His Phe Ser Asn 
85 90 95 



Trp Leu Ala Thr Ser Leu Ser He Phe Tyr Leu Leu Lys He Ala Asn 
100 105 110 



Phe Ser Asn Leu He Phe Leu His Leu Lys Arg Arg Val Lys Ser Val 
115 120 125 



Val Leu Val He Leu Leu Gly Pro Leu Leu Phe Leu Val Cys His Leu 
130 135 140 



Phe Val He Asn Met Asn Gin He He Trp Thr Lys Glu Tyr Glu Gly 
145 150 155 160 



Asn Met Thr Trp Lys He Lys Leu Arg Ser Ala Met Tyr Leu Ser Asn 
165 170 175 



Thr Thr Val Thr He Leu Ala Asn Leu Val Pro Phe Thr Leu Thr Leu 
180 185 190 



He Ser Phe Leu Leu Leu He Cys Ser Leu Cys Lys His Leu Lys Lys 
195 200 205 



Met Gin Leu His Gly Lys Gly Ser Gin Asp Pro Ser Met Lys Val His 
210 215 220 



He Lys Ala Leu Gin Thr Val Thr Ser Phe Leu Leu Leu Cys Ala He 
225 230 235 240 



Tyr Phe Leu Ser lie He Met Ser Val Trp Ser Phe Glu Ser Leu Glu 
245 250 255 



Asn Lys Pro Val Phe Met Phe Cys Glu Ala He Ala Phe Ser Tyr Pro 
260 265 270 
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Ser Thr His Pro Phe lie Leu lie Trp Gly Asn Lys Lys Leu Lys Gin 
275 280 285 



Thr Phe Leu Ser Val Leu Trp His Val Arg Tyr Trp Val Lys Gly Glu 
290 295 300 



Lys Pro Ser Ser Ser 
305 



<210> 209 

<211> 930 

<212> DNA 

<213> homo sapiens 



<220> 

<221> CDS 

<222> (1)..(864) 

<220> 

<221> variation 

<222> (106) . , (106) 

<223> SNP 

<220> 

<221> variation 

<222> (682) . , (682) 

<223> SNP 

<220> 

<221> variation 

<222> (749) . , (749) 

<223> SNP 

<220> 

<221> variation 

<222> (834) . . (834) 

<223> SNP 

<220> 

<221> variation 

<222> (862) . . (862) 

<223> SNP 

<400> 209 

atg ata act ttt ctg ccc ate att ttt tec att eta ata gtg gtt aca 48 
Met lie Thr Phe Leu Pro He He Phe Ser He Leu He Val Val Thr 
15 10 15 

ttt gtg att gga aat ttt get aat ggc ttc ata gca ttg gta aat tec 96 
Phe Val He Gly Asn Phe Ala Asn Gly Phe He Ala Leu Val Asn Ser 
20 25 30 

att gag tgg ttc aag aga caa aag ate tct ttt get gac caa att etc 144 
He Glu Trp Phe Lys Arg Gin Lys He Ser Phe Ala Asp Gin He Leu 
35 40 45 
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act get ctg gca gtc tec aga gtt ggt tta etc tgg gta tta gta tta 192 
Thr Ala Leu Ala Val Ser Arg Val Gly Leu Leu Trp Val Leu Val Leu 
50 55 60 



aat tgg tat gca act gag ttg aat oca get ttt aac agt ata gaa gta 

Asn Trp Tyr Ala Thr Glu Leu Asn Pro Ala Phe Asn Ser He Glu Val 
65 70 75 80 

aga att act get tac aat gtc tgg gca gta ate aac cat ttc age aac 

Arg He Thr Ala Tyr Asn Val Trp Ala Val He Asn His Phe Ser Asn 
85 90 • 95 



240 



288 



tgg ett get act age etc age ata ttt tat ttg etc aag att gee aat 336 
Trp Leu Ala Thr Ser Leu Ser He Phe Tyr Leu Leu Lys He Ala Asn 
100 105 110 

ttc tec aac ett att ttt ett cae tta aag agg aga gtt aag agt gtt 384 
Phe Ser Asn Leu He Phe Leu His Leu Lys Arg Arg Val Lys Ser Val 
115 120 125 

gtt ctg gtg ata eta ttg ggg cet ttg eta ttt ttg gtt tgt eat ett 432 
Val Leu Val He Leu Leu Gly Pro Leu Leu Phe Leu Val Cys His Leu 
130 135 140 

ttt gtg ata aac atg aat cag att ata tgg aca aaa gaa tat gaa gga 480 
Phe Val He Asn Met Asn Gin He He Trp Thr Lys Glu Tyr Glu Gly 
145 150 155 160 

aac atg act tgg aag ate aaa ctg agg agt gca atg tac ett tea aat 528 
Asn Met Thr Trp Lys He Lys Leu Arg Ser Ala Met Tyr Leu Ser Asn 
165 170 175 

aca acg gta ace ate eta gca aac tta gtt cec ttc act ctg ace ctg 576 
Thr Thr Val Thr He Leu Ala Asn Leu Val Pro Phe Thr Leu Thr Leu 
180 185 190 

ata tct ttt ctg ctg tta ate tgt tet ctg tgt aaa eat etc aaa aag 624 
He Ser Phe Leu Leu Leu He Cys Ser ^eu Cys Lys His Leu Lys Lys 
195 200 205 

atg cag etc cat gge aaa gga tct caa gat cec age atg aag gtc cae 672 
Met Gin Leu His Gly Lys Gly Ser Gin Asp Pro Ser Met Lys Val His 
210 215 220 

ata aaa get ttg eaa act gtg ace tec ttc etc ttg tta tgt gee att 720 
He Lys Ala Leu Gin Thr Val Thr Ser Phe Leu Leu Leu Cys Ala He 
225 230 235 240 

tac ttt ctg tee ata ate atg tea gtt tgg agt ttt gag agt ctg gaa 7 68 

Tyr Phe Leu Ser He He Met Ser Val Trp Ser Phe Glu Ser Leu Glu 
245 250 255 

aac aaa act gtc ttc atg ttc tge gaa get att gca ttc age tat cet 816 
Asn Lys Pro Val Phe Met Phe Cys Glu Ala He Ala Phe Ser Tyr Pro 
260 265 270 

tea ace cae cea ttc ate ctg att tgg gga aac aag aag eta aag tag 864 
Ser Thr His Pro Phe He Leu He Trp Gly Asn Lys Lys Leu Lys 
275 280 285 



wo 2005/007891 PCT/US2004/019489 

355/447 

acttttqttt cagttttgtg gcatgtgagg tactgggtga aaggagagaa gccttcatct 924 
tcatag 



<210> 210 

<211> 287 

<212> PRT 

<213> homo sapiens 

<400> 210 

Met He Thr Phe Leu Pro He He Phe Ser He Leu He Val Val Thr 
15 10 15 

Phe Val He Gly Asn Phe Ala Asn Gly Phe He Ala Leu Val Asn Ser 
20 25 30 

He Glu Trp Phe Lys Arg Gin Lys He Ser Phe Ala Asp Gin He Leu 
35 40 45 

Thr Ala Leu Ala Val Ser Arg Val Gly Leu Leu Trp Val Leu Val Leu 
50 55 60 

Asn Trp Tyr Ala Thr Glu Leu Asn Pro Ala Phe Asn Ser He Glu Val 
" 70 75 80 

Arg He Thr Ala Tyr Asn Val Trp Ala Val He Asn His Phe Ser Asn 
85 90 95 

Trp Leu Ala Thr Ser Leu Ser He Phe Tyr Leu Leu Lys He Ala Asn 
100 105 110 

Phe Ser Asn Leu He Phe Leu His Leu Lys Arg Arg Val Lys Ser Val 
lis 120 125 

Val Leu Val He Leu Leu Gly Pro Leu Leu Phe Leu Val Cys His Leu 
130 135 140 

Phe Val He Asn Met Asn Gin He He Trp Thr Lys Glu Tyr Glu Glv 

150 155 160 

Asn Met Thr Trp Lys He Lys Leu Arg Ser Ala Met Tyr Leu Ser Asn 
165 170 175 

Thr Thr Val Thr He Leu Ala Asn Leu Val Pro Phe Thr Leu Thr Leu 
180 185 190 



930 



Ser Phe Leu Leu Leu He Cys Ser Leu Cys Lys His Leu Lys Lys 
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195 
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200 205 
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Met Gin Leu His Gly Lys Gly Ser Gin Asp Pro Ser Met Lys Val His 
210 215 220 



He Lys Ala Leu Gin Thr Val Thr Ser Phe Leu Leu Leu Cys Ala He 
225 230 235 240 



Tyr Phe Leu Ser He He Met Ser Val Trp Ser Phe Glu Ser Leu Glu 
245 250 255 



Asn Lys Pro Val Phe Met Phe Cys Glu Ala He Ala Phe Ser Tyr Pro 
260 265 270 



Ser Thr His Pro Phe He Leu He Trp Gly Asn Lys Lys Leu Lys 
275 280 285 



<210> 211 

<211> 930 

<212> DNA 

<213> homo sapiens 



<220> 

<221> CDS 

<222> (1)..(750) 

<220> 

<221> variation 

<222> (106) . . (106) 

<223> SNP 

<220> 

<221> variation 

<222> (682) (682) 

<223> SNP 

<220> 

<221> variation 

<222> (749) . . (749) 

<223> SNP 

<220> 

<221> variation 

<222> (834) . . (834) 

<223> SNP 

<220> 

<221> variation 

<222> (862) • . (862) 

<223> SNP 

<400> 211 

atg ata act ttt ctg ccc ate att ttt tec att eta ata gtg gtt aca 48 
Met He Thr Phe Leu Pro He He Phe Ser He Leu He Val Val Thr 
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10 15 

III v!? ttc ata gca ttg gta aat tec <»« 

Phe Val lie Gly Asn Phe Ala Asn Gly Phe He Xla LeJ 111 "pH ser 



25 



30 



att gag tgg gtc aag aga caa aag ate tet ttt get gac caa oi-^ 
lie Glu Trp val Lys Arg Gin Lys He Ser Phe Ila Sp Tin Til Leu 



40 



45 



80 



III S 111 P4 HI X. Ill IS XIS 



95 



185 



190 



230 235 240 

III L^? iTr Til Tit Tel Vl ^^^"^^^^^ 



144 



;s s s p IS - - 1% ill - 

55 60 

£a ?s IS I- - - III III III ill 



288 



Z t^i HI ?s til lit - - - - SI ?s 

105 110 

III til III in - - - - - - 51 

120 125 

gtt ctg gtg ata eta ttg ggg cct tta eta i-ti- ^^rr ^4-+. 4- 4- ^ ^ 
V=l .eu val lie ..u ,J p.^ 1^ fa! ^l 

135 14Q 

?a III til til III III J- ?S Ss III I- IX IS 

155 160 

Asn Me? Jhr So III rll x^^ °" tea aat 

Met Thr Trp Lys He Lys Leu Arg Ser Ala Met Tyr Leu Ser Asn 

" 170 175 

S ;S til til HI ^l HI til III ?S S2 22 



336 



384 



432 



480 



528 



III III ^ 22 til 111 III LI til ir. lii HI t^l SI - 

205 

|l 22 IS SI IS L^ IK LI Ill SI SI - 

^■^-^ 220 

SI SI HI SI? SI ?S ill ir. lit III 21 21 21 ir, SI ?2 "° 



770 



245 
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caaacctgtc ttcatgttct gcgaagctat tgcattcagc tatccttcaa 
catcctgatt tggggaaaca agaagctaaa gcagactttt ctttcagttt tgtggcatgt 
gaggtactgg gtgaaaggag agaagccttc atcttcatag 



cccacccatt 830 
890 
930 



<210> 212 

<211> 249 

<212> PRT 

<213> homo sapiens 

<400> 212 

Met He Thr Phe Leu Pro He He Phe Ser He Leu He 



Val Val Thr 



10 15 



Phe Val He Gly Asn Phe Ala Asn Gly Phe He Ala Leu Val Asn Ser 

25 30 

He Glu Trp Val Lys Arg Gin Lys He Ser Phe Ala Asp Gin He Leu 

40 45 

Thr Ala Leu Ala Val Ser Arg Val Gly Leu Leu Trp Val Leu Val Leu 

55 60 

Asn Trp Tyr Ala Thr Glu Leu Asn Pro Ala Phe Asn Ser He Glu Val 

^° 75 80 

Arg He Thr Ala Tyr Asn Val Trp Ala Val He Asn His Phe Ser Asn 
85 90 95 



Trp Leu Ala Thr Ser Leu Ser He Phe Tyr Leu Leu Lys He Ala Asn 

105 110 

Phe ser Asn Leu He Phe Leu His Leu Lys Arg Arg Val Lys Ser Val 



125 



val Leu Val He Leu Leu Gly Pro Leu Leu Phe Leu Val Cys His Leu 

135 140 



Phe Val He Asn Met Asn Gin He He Trp Thr Lys Glu Tyr Glu Gly 

155 160 

Asn Met Thr Trp Lys He Lys Leu Arg Ser Ala Met Tyr Leu Ser 

lo5 nn 



n« - Asn 

170 175 



Thr Thr Val Thr He Leu Ala Asn Leu Val Pro Phe Thr Leu Thr Leu 



190 
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He Ser Phe Leu Leu Leu He Cys Ser Leu Cys Lys His Leu Lys Lys 
195 200 205 

Met Gin Leu His Gly Lys Gly Ser Gin Asp Pro Ser Met Lys Val His 
210 215 220 

lie Lys Ala Met Gin Thr Val Thr Ser Phe Leu Leu Leu Cys Ala He 

230 235 240 



Tyr Phe Leu Ser He He Met Ser Val 
245 



<210> 213 

<211> 960 

<212> DMA 

<213> homo sapiens 



<220> 
<221> 
<222> 



CDS 

(1) . . (960) 



<220> 

<221> variation 

<222> (521).. (521) 

<223> SNP 

<220> 

<221> variation 

<222> (577) . , (577) 

<223> SNP 

<220> 

<221> variation 

<222> (756) (756) 

<223> SNP 



<400> 213 

atg ata act ttt ctg ccc ate att ttt tec att eta ata gtg gtt ata 48 

Met He Thr Phe Leu Pro He He Phe Ser He Leu He Val Val He 

1 5 10 15 

?r^^ H?^ ^""^ ttg gta aat tec 96 

Phe Val He Gly Asn Phe Ala Asn Gly Phe He Ala Leu Val Asn Ser 

20 25 30 

of^ ^^f 9tt gac caa att etc 144 

He Glu Trp Val Lys Arg Gin Lys He Ser Phe Val Asp Gin He Leu 

35 40 45 

f?^ ^^"^ ^^"^ ttg etc tgg gtg tta tta eta 192 

Thr Ala Leu Ala Val Ser Arg Val Gly Leu Leu Trp ?al Leu Leu Leu 

^0 55 60 

cat tgg tat gca act cag ttg aat cca get ttt tat agt gta gaa gta 240 
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His Trp Tyr Ala Thr Gin Leu Asn Pro Ala Phe Tyr Ser Val Glu Val 

^° "^5 80 

III r^^l 5ta acc akc cat ttc age age 288 

Arg lie Thr Ala Tyr Asn Val Trp Ala Val Thr Asn His Phe sir Sr 
85 90 95 

Z '^i til s IS lit '.s: I- '^i t^i til 111 - 



110 



ttc tec aac ctt att ttt ctt cgc ata aag agg aaa crtt aaa aoh 
Phe Ser Asn Leu He Phe Leu Arg He Lys A?g Sg iTl l^l Ser vll 

" 120 " " ~ 



125 



gtt ctg gtg ata ctg ttg ggg cct ttg eta ttt ttg gtt tqt cat ctt 
val Leu Val He Leu Leu Gly Pro Leu Leu Phe Leu ill Cys His Leu 



140 



160 



He ser Ph! t^^ ^""^ etc aag aag 

He ser Phe Leu Leu Leu He Cys Ser Leu Cys Lys His Leu Lys Lys 
195 200 205 

tit r?^ f*"" gat ccc age ace aag gtc cae 

Met Gin Leu His Gly Lys Gly Ser Gin Asp Pro sIr Thr lJs ?a^ Ss 



210 215 

ata aaa get ttg caa act gtg acc tee ttt ctt ctg tta tot gee att 
lie Lys Ala Leu Gin Thr Val Thr Ser Phe Leu LeG Leu cjs Ila He 

" 230 235 240 

tac ttt ctg tec atg ate ata tea gtt tgt aat ttg ggg agg eta aaa 

Tyr Phe Leu Ser Met He He Ser Val cJs Asn Leu I?? Sg Leu Ilu 

250 255 

aag caa cot gtc ttc atg ttc tgc caa get att ata ttc age tat cct 

Lys Gin Pro Val Phe Met Phe Cys Gin Ila He He pSe sir T^r Pro 

260 265 270 



384 



432 



III vll ill IT t^^t 5aa tat gaa gga 480 

Phe Val He Asn Met Asp Glu Thr Val Trp Thr Lys Glu Tyr llu liy 

150 155 



528 



Ssn III ?2 III rll r^."" f^^ tea aat 

Asn Val Thr Trp Lys He Lys Leu Arg Ser Ala Met Tyr His Ser Asn 

165 170 175 

ttt gta ccc etc act ctg acc cto 57 6 

Met Thr Leu Thr Met Leu Ala Asn Phe ?al Pro Leu ?hr Leu ?Sr ill 
180 185 190 



624 



672 



720 



768 



816 



864 



sir ?hr 11"" aag eta aag eag 

Ser Thr Hxs Pro Phe He Leu He Leu Gly Asn Lys Lys Leu LyI Gil 
^'^ 280 285 

T^l IV" r^^ '^^^ ""^^ ^at gtg agg tac tgg gtg aaa gac aoa 912 

He Phe Leu Ser Val Leu Arg His Val Arg Tyr Trp Vl Lys Isp ^g ''^ 

ago ctt cgt etc cat aga ttc aca aga ggg gca ttg tgt ate ttc taa Q«n 
Ser Leu Arg Leu His Arg Phe Thr Arg Ily Sla Leu C?s ?a^ lie ^ 
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315 
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<210> 


214 


<211> 


319 


<212> 


PRT 


<213> 


homo sapiens 


<400> 


214 



Met He Thr Phe Leu Pro He He Phe Ser He ^eu He Val Val He 
15 10 15 

Phe Val He Gly Asn Phe Ala Asn Gly Phe He Ala Leu Val Asn Ser 
20 25 30 

He Glu Trp Val Lys Arg Gin Lys He Ser Phe Val Asp Gin He Leu 
35 40 45 

Thr Ala Leu Ala Val Ser Arg Val Gly Leu Leu Trp Val Leu Leu Leu 
50 55 60 

His Trp Tyr Ala Thr Gin Leu Asn Pro Ala Phe Tyr Ser Val Glu Val 
^5 70 75 80 

Arg He Thr Ala Tyr Asn Val Trp Ala Val Thr Asn His Phe Ser Ser 
85 90 95 

Trp Leu Ala Thr Ser Leu Ser Met Phe Tyr Leu Leu Arg He Ala Asn 
100 105 110 

Phe Ser Asn Leu He Phe Leu Arg He Lys Arg Arg Val Lys Ser Val 
115 120 125 

Val Leu Val He Leu Leu Gly Pro Leu Leu Phe Leu Val Cys His Leu 
130 135 140 

Phe Val He Asn Met Asp Glu Thr Val Trp Thr Lys Glu Tyr Glu Gly 
145 150 155 160 

Asn Val Thr Trp Lys He Lys Leu Arg Ser Ala Met Tyr His Ser Asn 
165 170 175 

Met Thr Leu Thr Met Leu Ala Asn Phe Val Pro Leu Thr Leu Thr Leu 
180 185 190 



He Ser Phe Leu Leu Leu He Cys Ser Leu Cys Lys His Leu Lys Lys 
195 200 205 
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Met Gin Leu His Gly Lys Gly Ser Gin Asp Pro Ser Thr Lys Val His 
210 215 220 

lie Lys Ala Leu Gin Thr Val Thr Ser Phe Leu Leu Leu Cys Ala lie 
225 230 235 240 

Tyr Phe Leu Ser Met He He Ser Val Cys Asn Leu Gly Arg Leu Glu 
245 250 255 

Lys Gin Pro Val Phe Met Phe Cys Gin Ala He He Phe Ser Tyr Pro 
260 265 270 

Ser Thr His Pro Phe He Leu He Leu Gly Asn Lys Lys Leu Lys Gin 
275 280 285 

He Phe Leu Ser Val Leu Arg His Val Arg Tyr Trp Val Lys Asp Arg 
290 295 300 

Ser Leu Arg Leu His Arg Phe Thr Arg Gly Ala Leu Cys Val Phe 
305 310 315 

<210> 215 

<211> 960 

<212> DU3A 

<213> homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (960) 

<220> 

<221> variation 

<222> (521) (521) 

<223> SNP 

<220> 

<221> variation 

<222> (577) . . (577) 

<223> SNP 

<220> 

<221> variation 

<222> (756) . . (756) 

<223> SNP 

<400> 215 

atg ata act ttt ctg ccc ate att ttt tec att eta ata gtg gtt ata 48 
Met He Thr Phe Leu Pro He He Phe Ser He Leu He Val Val He 
15 10 15 



ttt gtt att gga aat ttt got aat ggc ttc ata gca ttg gta aat tec 
Phe Val He Gly Asn Phe Ala Asn Gly Phe He Ala Leu Val Asn Ser 



96 
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20 25 



30 



T^l l^^ f^': gtt gac caa att etc 144 

lie Glu Trp Val Lys Arg Gin Lys lie Ser Phe Val Asp cm He Leu 
35 40 



45 



f?* 9gt ttg etc tgg gtg tta tta eta 

Thr Ala Leu Ala Val Ser Arg Val Gly Leu Leu T^^ Vai Leu Leu LeS 
50 55 



60 



T^l I II aaa cat etc aag aag 

He Ser Phe Leu Leu Leu He Cys Ser Leu Cys Lys His Leu Lys Lys 
195 200 205 

m!? n^^ ?,^^ aag gtc cac 

Met Gin Leu His Gly Lys Gly Ser Gin Asp Pro Ser Thr Lys Val His 
210 215 220 

ata aaa get ttg caa act gtg ace tec ttt ctt ctg tta tgt gcc att 
lie Lys Ala Leu Gin Thr Val Thr Ser Phe Leu Leu Leu Cys Ala He 

230 235 240 

tac ttt ctg tec atg ate ata tea gtt tgt aat ttt ggg agg ctg gaa 
Tyr Phe Leu Ser Met He He Ser Val Cys Asn Phe Gly Arg Leu Glu 
245 250 255 

aag caa ect gtc ttc atg ttc tgc caa get att ata ttc age tat cct 
Lys Gin Pro Val Phe Met Phe Cys Gin Ala He He Phe Ser Tyr Pro 
260 265 270 



192 



240 



288 



336 



384 



l^^ ^""^ ttt tat agt gta gaa gta 

His Trp Tyr Ala Thr Gin Leu Asn Pro Ala Phe Tyr Ser Val Glu Val 

" 70 75 gQ 

III T^l ^""^ ttc age age 

Arg He Thr Ala Tyr Asn Val Trp Ala Val Thr Asn His Phe Ser Ser 
85 90 95 

tgg ctt get act age etc age atg ttt tat ttg etc agg att gcc aat 
Trp Leu Ala Thr Ser Leu Ser Met Phe Tyr Leu Leu Arg He Ala Asn 
100 105 110 

ttc tec aac ctt att ttt ctt cgc ata aag agg aga gtt aag agt gtt 
Phe Ser Asn Leu He Phe Leu Arg He Lys Arg Arg Val Lys Ser Val 
115 120 125 

gtt ctg gtg ata ctg ttg ggg ect ttg eta ttt ttg gtt tgt eat ctt 432 
Val Leu Val He Leu Leu Gly Pro Leu Leu Phe Leu Val Cys His Leu 
130 135 140 

III v=? t^l aca aaa gaa tat gaa gga 480 

Phe Val He Asn Met Asp Glu Thr Val Trp Thr Lys Glu Tyr Glu Gly 

150 155 160 

11^ t^^ atg tac eat tea aat 

Asn Val Thr Trp Lys He Lys Leu Arg Ser Ala Met Tyr His Ser Asn 
165 170 175 

M^? t^^ f^^ ^^"^ 9ta cec etc act ctg ace ctg 

Met Thr Leu Thr Met Leu Ala Asn Phe Val Pro Leu Thr Leu Thr Leu 
180 185 190 



528 



576 



624 



672 



720 



768 



816 
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tea acc cac cca ttc ate ctg att ttg gga aac aag aag eta aag cag 864 
Ser Thr His Pro Phe He Leu He Leu Gly Asn Lys Lys l,eu Lys Gin 
275 280 285 

att ttt ctt tea gtt ttg egg cat gtg agg tac tgg gtg aaa gae aga 912 
lie Phe Leu Ser Val Leu Arg His Val Arg Tyr Trp Val Lys Asp Arg 
290 295 300 

age ctt cgt etc cat aga ttc aca aga ggg gca ttg tgt gtc ttc tag 960 
Ser Leu Arg Leu His Arg Phe Thr Arg Gly Ala Leu Cys Val Phe 
305 310 315 

<210> 216 

<211> 319 

<212> PRT 

<213> homo sapiens 

<400> 216 

Met He Thr Phe Leu Pro He He Phe Ser He Leu He Val Val He 
15 10 15 

Phe Val He Gly Asn Phe Ala Asn Gly Phe He Ala Leu Val Asn Ser 
20 25 30 

He Glu Trp Val Lys Arg Gin Lys He Ser Phe Val Asp Gin He Leu 
35 40 45 

Thr Ala Leu Ala Val Ser Arg Val Gly Leu Leu Trp Val Leu Leu Leu 
50 55 60 

His Trp Tyr Ala Thr Gin Leu Asn Pro Ala Phe Tyr Ser Val Glu Val 
65 70 75 80 

Arg He Thr Ala Tyr Asn Val Trp Ala Val Thr Asn His Phe Ser Ser 
85 90 95 

Trp Leu Ala Thr Ser Leu Ser Met Phe Tyr Leu Leu Arg He Ala Asn 
100 ' 105 110 

Phe Ser Asn Leu He Phe Leu Arg He Lys Arg Arg Val Lys Ser Val 
115 120 125 

Val Leu Val He Leu Leu Gly Pro Leu Leu Phe Leu Val Cys His Leu 
130 135 140 

Phe Val He Asn Met Asp Glu Thr Val Trp Thr Lys Glu Tyr Glu Gly 
145 150 155 160 
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Asn Val Thr Trp Lys lie Lys Leu Arg Ser Ala Met Tyr His Ser Asn 
165 170 175 

Met Thr Leu Thr Met Leu Ala Asn Phe Val Pro Leu Thr Leu Thr Leu 
180 185 190 

lie Ser Phe Leu Leu Leu lie Cys Ser Leu Cys Lys His Leu Lys Lys 
195 200 205 

Met Gin Leu His Gly Lys Gly Ser Gin Asp Pro Ser Thr Lys Val His 
210 215 220 

lie Lys Ala Leu Gin Thr Val Thr Ser Phe Leu Leu Leu Cys Ala lie 
225 230 235 240 

Tyr Phe Leu Ser Met lie lie Ser Val Cys Asn Phe Gly Arg Leu Glu 
245 250 255 

Lys Gin Pro Val Phe Met Phe Cys Gin Ala lie lie Phe Ser Tyr Pro 
260 265 270 

Ser Thr His Pro Phe lie Leu lie Leu Gly Asn Lys Lys Leu Lys Gin 
275 280 285 

lie Phe Leu Ser Val Leu Arg His Val Arg Tyr Trp Val Lys Asp Arg 
290 295 300 

Ser Leu Arg Leu His Arg Phe Thr Arg Gly Ala Leu Cys Val Phe 
305 310 315 

<210> 217 

<211> 960 

<212> DNA 

<213> homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (960) 

<220> 

<221> variation 

<222> (521) . . (521) 

<223> SNP 

<220> 

<221> variation 

<222> (577) . . (577) 

<223> SNP 

<220> 
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<221> variation 
<222> (756).. (756) 

<223> SNP 



<400> 217 

^If r^^ ttt tec att eta ata gtg gtt ata 

Met He Thr Phe Leu Pro He He Phe Ser He Leu He ?ai ?al ?le 

^5 10 15 

til ^gc ttc ata gca ttg gta aat tec 

Phe Val He Gly Asn Phe Ala Asn Gly Phe He lla Leu ?al Asn Ser 

20 25 30 

T?* ^^"^ tec ttt gtt gac eaa att etc 

He Glu Trp val Lys Arg Gin Lys He Ser Phe ?al Asp Gin lie Leu 

33 40 45 

act get ctg geg gtc tec aga gtt ggt ttg etc tgg gtg tta tta eta 

Thr Ala Leu Ala Val Ser Arg Val Gly Leu Leu Trp ?al £eu Leu Leu 

oU 55 



60 



cat tgg tat gca act cag ttg aat cea get ttt tat agt gta gaa gta 
His Trp Tyr Ala Thr Gin Leu Asn Pro Ala Phe Tyr Ser Val Glu ?al 

"^0 75 80 

A^^ r^l f?^ ^""^ ^"^^ cat ttc age age 

Arg He Thr Ala Tyr Asn Val Trp Ala Val Thr Asn His Phe Ser Ser 
85 90 95 

fo^ If o^"" etc agg att gee aat 

Trp Leu Ala Thr Ser Leu Ser Met Phe Tyr Leu Leu Arg He Ala Asn 
100 105 110 

ttc tee aae ett att ttt ett cge ata aag agg aga gtt aag agt gtt 
Phe ser Asn Leu He Phe Leu Arg He Lys Arg A?g ?al Lys slr Val 

120 125 

gtt ctg gtg ata etg ttg ggg ect ttg eta ttt ttg gtt tgt cat ett 
Val Leu Val He Leu Leu Gly Pro Leu Leu Phe Leu ?al C?s Ms Leu 
130 135 140 

11^ r° aca aaa gaa tat gaa gga 

Phe Val He Asn Met Asp Glu Thr Val Trp Thr Lys Glu Tyr Glu Gly 

150 155 166 

A^n f^^ 9ca atg tac cat tea aat 

Asn Val Thr Trp Lys He Lys Leu Arg Ser Ala Met Tyr His Ser Asn 
165 170 175 

5*? lu^ ^u"" gta cee etc act ctg acc etg 

Met Thr Leu Thr Met Leu Ala Asn Phe Val Pro Leu Thr Leu Thr Leu 
180 185 190 

ll^ IV" f^^ tgt tet etg tgt aaa eat etc aag aag 

Val Ser Phe Leu Leu Leu He Cys Ser Leu Cys Lys His Leu Lys Lys 
195 200 205 



48 



96 



144 



192 



240 



288 



336 



384 



432 



480 



528 



576 



624 



672 
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T?! f** ?? ""^^ tec ttt ctt ctg tta tgt gcc att 

lie Lys Ala Leu Gin Thr Val Thr Ser Phe Leu Leu Leu Cys III lie 

230 235 240 

tac ttt ctg tec atg ate ata tea gtt tgt aat ttg ggg aga eta aaa 
Tyr Phe Leu Ser Met lie lie Ser Val Cys Asn LeJ I?J Leu Su 
245 250 255 

aag caa cct gtc ttc atg ttc tgc caa get att ata ttc aac tal- 
Lys Gin Pro Val Phe Met Phe Cys Gin La He lie Phe sir 4r Pro 
260 265 270 

ser ?hr His Pro III t''^ ^""^ 

ser Thr His Pro Phe He Leu He Leu Gly Asn Lys Lys Leu Lys Gin 
'"3 280 285 

r^l IV- tac tgg gtg aaa gac aga 

He Phe Leu Ser Val Leu Arg His Val Arg Tyr Trp ?a£ Lys Isp tSg 

age ctt cgt etc cat aga ttc aca aga ggg gca ttg tgt otc ttc ta« osn 
ser Leu Arg Leu His Arg Phe Thr Arg La LeJ Cys Val Phe ^ 

'^^'^ 310 



315 

<210> 218 

<211> 319 

<212> PRT 

<213> homo sapiens 

<400> 218 

Met He Thr Phe Leu Pro He He Phe Ser He Leu He Val Val He 
^ 10 15 

Phe Val He Gly Asn Phe Ala Asn Gly Phe He Ala Leu Val Asn Ser 
20 25 3Q 

He Glu Trp Val Lys Arg Gin Lys He Ser Phe Val Asp Gin He Leu 
•33 40 45 

Thr Ala Leu Ala Val Ser Arg Val Gly Leu Leu Trp Val Leu Leu Leu 

55 60 

His Trp Tyr Ala Thr Gin Leu Asn Pro Ala Phe Tyr Ser Val Glu Val 

"^0 75 80 

Arg He Thr Ala Tyr Asn Val Trp Ala Val Thr Asn His Phe Ser Ser 
S5 90 95 

Trp Leu Ala Thr Ser Leu Ser Met Phe Tyr Leu Leu Arg He Ala Asn 
100 105 110 



720 



768 



816 



864 



912 



Asn Leu He Phe Leu Arg He Lys Arg Arg Val Lys Ser Val 
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115 120 

Val Leu Val He Leu Leu Gly Pro Leu Leu Phe Leu Val Cys His Leu 

135 140 

Phe Val He Asn Met Asp Glu Thr Val Trp Thr Lys Glu Tyr Glu Gly 

160 

Asn val Thr Trp Lys He Lys Leu Arg Ser Ala Met Tyr His Ser Asn 
165 170 

Met Thr Leu Thr Met Leu Ala Asn Phe Val Pro Leu Thr Leu Thr Leu 

185 190 

val ser Phe Leu Leu Leu He Cys Ser Leu Cys Lys His Leu Lys Lys 

200 205 

Met Gin Leu His Gly Lys Gly Ser Gin Asp Pro Ser Thr Lys Val His 

215 220 

lie Lys Ala Leu Gin Thr Val Thr Ser Phe Leu Leu Leu Cys Ala He 



235 



240 



Tyr Phe Leu Ser Met He He Ser Val Cys Asn Leu Gly Arg Leu Glu 

245 250 



255 



Lys Gin Pro Val Phe Met Phe Cys Gin Ala He He Phe Ser Tyr Pro 

265 270 

ser Thr His Pro Phe He Leu He Leu Gly Asn Lys Lys Leu Lys Gin 

He Phe Leu Ser Val Leu Arg His Val Arg Tyr Trp Val Lys Asp Arg 

'^^^ 300 

Ser Leu Arg Leu His Arg Phe Thr Arg Gly Ala Leu Cys Val Phe 



315 



<210> 219 

<211> 960 

<212> DNA 

<213> homo sapiens 



<220> 

<221> CDS 

<222> (1).. (960) 
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<220> 

<221> variation 

<222> (521).. (521) 

<223> SNP 

<220> 

<221> variation 

<222> (577).. (577) 

<223> SNP 
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<220> 

<221> variation 

<222> (756),. (756) 

<223> SNP 

<400> 219 

M«h T?^ lu^ '''^^ tec att eta ata gtg gtt ata 

Met He Thr Phe Leu Pro He He Phe Ser He Leu He LI vll He 

III v=? ata gca ttg gta aat tec 

Phe Val He Gly Asn Phe Ala Asn Gly Phe He Ila LeJ ?al Jsn Ser 
^° 25 30 

He Ilu is ^""^ 9tt gac eaa att etc 

He Glu Trp Val Lys Arg Gin Lys He Ser Phe Val Asp Gin He Leu 

40 45 

?hr l^a I?^ f ? c""" gtg tta tta eta 

Thr Ala Leu Ala Val Ser Arg Val Gly Leu Leu Trp Val Leu Leu Leu 

55 60 

l^'^ "5 ttt tat agt gta gaa ata 

His Trp Tyr Ala Thr Gin Leu Asn Pro Ala Phe Tyr Ser ?al llu ?al 

" 75 80 

JJa l\l If l^^ ^^"^ ttc age age 

Arg He Thr Ala Tyr Asn Val Trp Ala Val Thr Asn His Phe Ser Ser 
85 90 95 

tgg ctt get act age etc age atg ttt tat ttg etc agg att ace aat 
Trp Leu Ala Thr Ser Leu Ser Met Phe Tyr Leu Leu A?? lie m1 Asn 
100 105 110 

ttc tec aac ctt att ttt ctt ege ata aag agg aga gtt aaa aat att 
Phe ser Asn Leu He Phe Leu Arg He Lys A?g A^g vll lJs Ser vll 
115 120 125 

gtt ctg gtg ata ctg ttg ggg cet ttg eta ttt ttg gtt tat cat ctt 
Val Leu Val He Leu Leu Gly Pro Leu Leu Phe Leu ?al Cys hTs Leu 

135 140 

III v!? T?^ n^"" t^l gaa tat gaa gga 

Phe Val lie Asn Met Asp Glu Thr Val Trp Thr Lys llu Tyr llu Ify 

150 155 

Asn v!? ^^"^ atg tac cgt tea aat 

Asn Val Thr Trp Lys He Lys Leu Arg Ser Ala Me? Tyr A?g Ser Jsn 
165 170 175 

atg act eta acc atg eta gca aac ttt gta ecc etc act ctg ace ctg 



48 



96 



144 



192 



240 



288 



336 



384 



432 



480 



528 



576 
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Met Thr leu Thr Met Ley Ala Asn Phe Val Pro Leu Thr Leu Thr Leu 
"0 185 190 

^^"^ tgt aaa cat etc aag aag 624 

lie Ser Phe Leu Leu Leu He Cys Ser Leu Cys Lys His Leu Lys Lys 
195 200 205 

atg cag etc cat ggc aaa gga tct eaa gat ecc age ace aag gtc cac 672 
Met Gin Leu His Gly Lys Gly Ser Gin Asp Pro Ser Thr Lys Val His 
210 215 220 

ata aaa get ttg eaa act gtg acc tec ttt ctt ctg tta tgt gee att 720 
He Lys Ala Leu Gin Thr Val Thr Ser Phe Leu Leu Leu Cys Ala He 
225 230 235 240 

tac ttt ctg tee atg ate ata tea gtt tgt aat ttg ggg agg etg gaa 768 
Tyr Phe Leu Ser Met He He Ser Val Cys Asn Leu Gly Arg Le! llu 
245 250 255 

aag eaa cet gtc tte atg tte tge eaa get att ata ttc age tat cct 816 
Lys Gin Pro Val Phe Met Phe Cys Gin Ala He He Phe Ser Tyr Pro 
260 265 270 

u^'' ^''^ "5 5ga aac aag aag eta aag cag 864 

Ser Thr His Pro Phe He Leu He Leu Gly Asn Lys Lys Leu Lys Gin 
275 280 285 

11^ "^^^ "^^^ tac tgg gtg aaa gae aga 912 

He Phe Leu Ser Val Leu Arg His Val Arg Tyr Trp Val Lys Asp Arg 
290 295 300 

age ctt cgt etc cat aga ttc aca aga ggg gea ttg tgt gtc ttc tag 960 
Ser Leu Arg Leu His Arg Phe Thr Arg Gly Ala Leu Cys Val Phe 
305 310 315 

<210> 220 . 

<211> 319 

<212> PRT 

<213> homo sapiens 

<400> 220 

Met He Thr Phe Leu Pro He He Phe Ser He Leu He Val Val He 
1 5 10 15 

Phe Val He Gly Asn Phe Ala Asn Gly Phe He Ala Leu Val Asn Ser 
20 25 30 

He Glu Trp Val Lys Arg Gin Lys He Ser Phe Val Asp Gin He Leu 
35 40 45 

Thr Ala Leu Ala Val Ser Arg Val Gly Leu Leu Trp Val Leu Leu Leu 
50 55 60 

His Trp Tyr Ala Thr Gin Leu Asn Pro Ala Phe Tyr Ser Val Glu Val 

70 75 go 
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Arg lie Thr Ala Tyr Asn Val Trp Ala Val Thr Asn His Phe Ser Ser 
«^ 90 95 

Trp Leu Ala Thr Ser Leu Ser Met Phe Tyr Leu Leu Arg lie Ala Asn 

Phe Ser Asn Leu He Phe Leu A^g He Lys Arg Arg Val Lys Ser Val 

120 3^25 

val Leu Val He Leu Leu Gly Pro Leu Leu Phe Leu Val Cys His Leu 

140 

Phe val He Asn Met Asp Glu Thr Val Trp Thr Lys Glu Tyr Glu Gly 



155 



160 



Asn val Thr Trp Lys He Lys Leu Arg Ser Ala Met Tyr Arg Ser Asn 



170 



175 



Met Thr Leu Thr Met Leu Ala Asn Phe Val Pro Leu Thr Leu Thr Leu 



185 



190 



He ser Phe Leu Leu Leu He Cys Ser Leu Cys Lys His Leu Lys Lys 



205 



Met Gin Leu His Gly Lys Gly Ser Gin Asp Pro Ser Thr Lys Val His 



220 



He Lys Ala Leu Gin Thr Val Thr s^r- ph« t^,, t 
225 230 ^® ^"^^ 



235 



240 



Tyr Phe Leu Ser Met He He Ser Val Cys Asn Leu Gly Arg Leu Glu 



250 



255 



Lys Gin Pro Val Phe Met Phe Cys Gin Ala He He Phe Ser Tyr Pro 



265 



270 



Ser Thr His Pro Phe He Leu He Leu Gly Asn 



275 



o«o ^'^^ Gin 

280 285 



He Phe Leu Ser Val Leu Arg His Val Arg Tyr Trp Val Lys Asp 



300 



Arg 



305 ^^"^ ^^"^ ^5? ^^"^ 



310 



315 



Cys Val Phe 
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<210> 221 

<211> 900 

<212> DNA 

<213> homo sapiens 



<220> 

<221> CDS 

<222> (1)..(900) 

<220> 

<221> variation 

<222> (94),. (94) 

<223> SNP 

<220> 

<221> variation 

<222> (113) . . (113) 

<223> SNP 

<220> 

<221> variation 

<222> (376) . . (376) 

<223> SNP 

<220> 

<221> variation 

<222> (456) . , (456) 

<223> SNP 

<220> 

<221> variation 

<222> (673) (673) 

<223> SNP 

<220> 

<221> variation 

<222> (719) . , (719) 

<223> SNP 

<220> 

<221> variation 

<222> (799) . . (799) 

<223> SNP 

<220> 

<221> variation 

<222> (815) . . (815) 

<223> SNP 

<220> 

<221> variation 

<222> (895) . . (895) 

<223> SNP 

<400> 221 

atg atg tgt ttt ctg etc ate att tea tea att ctg gta gtg ttt gca 
Met Met Cys Phe Leu Leu lie He Ser Ser He Leu Val Val Phe Ala 
^5 10 15 
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rA 2^ I' L^^ - - - - - |c= 

2^ 30 

Se Z; tec tea get gag eaa att etc 

35 ^ S ^^'^ Gin lie Leu 

«0 45 

?hr 111 ^e^ It l'^ .^^^ tta tte 

50 '^^y I-eu Trp Val Met Leu Phe 

60 

ctt tgg tat gca act gtq ttt aat- 4-<^*- t.^ . 

Leu Trp Tyr Ala Thr ?al Phe Asn Ser S t ^ta 
65 70 " '^^^ Glu Val 

''^ 80 
aga att gtt get tet aat gee tgg act ata ^^rr 

X.e val Se, laa S ?g ^ ^Sl S|= '^t 

®° 95 
tgg ctt get get age etc age ata ttt i-^i- i-i- 
Trp Leu Ala Ala Ser Leu Ser lie Phe III f*"" 

100 Lys lie Ala Asn 

110 

IIS til i:i 2s s 2: til 5! j?j r 

115 ion ^ ^® Ser Val 

•*-20 125 

?aJ 2! ?S 2? 1| s - Si 

?S ?S LI SK 11^ J- ?S Z IX IX 1?' 

160 

IS ?s ?s ?4 ?Ji ^ja' 1- s SI Si 

170 275 

'^i s ?s ?s s: IS s„= s: tii ?s - - s- 

185 

gi ^ til s: |i - - Si Si Si j'i SI 

-^UO 205 
atg egg etc cat age aaa Qoa tct na^, rT=^- 
Met Arg Leu His sL Lys Gly sTr Gin So Pro l^"" 1.° 

210 oti ^-^"^ Ser Thr Lys Val His 

■^■^^ 220 

i 5s LI iil Si |i ?i? ;s iii ^ii Si - Si ^ii Si ?S 

^" Si ss J- Si til ?s Si ?ii - Si Si L- Si Si s! 

250 255 
age aaa ctt gta etc ctg ctt tgc caa act gtt gca ate atg tat cet 



144 

192 

240 

288 

336 

384 

432 

480 

528 

576 

624 

672 

720 

768 
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Ser Lys Leu Val Leu Leu Leu Cys Gin Thr Val Ala He Met Tyr Pro 
260 265 270 



tea ttc cac tea ttc ate ctg att atg gga agt agg aag eta aaa cag 
Ser Phe His Ser Phe He Leu He Met Gly Ser Arg Lys Leu Lys Gin 
275 280 285 

acc ttt ctt tea gtt ttg tgg cag atg aea tgc tga 
Thr Phe Leu Ser Val Leu Trp Gin Met Thr Cys 
290 295 



<210> 222 

<211> 299 

<212> PRT 

<213> homo sapiens 

<400> 222 

Met Met Cys Phe Leu Leu He He Ser Ser He Leu Val Val Phe Ala 
^5 10 15 

Phe Val Leu Gly Asn Val Ala Asn Gly Phe He Ala Leu Val Asn Val 
20 25 30 

He Asp Trp Val Asn Thr Arg Lys He Ser Ser Ala Glu Gin He Leu 
35 40 45 

Thr Ala Leu Val Val Ser Arg He Gly Leu Leu Trp Val Met Leu Phe 
50 55 60 

Leu Trp Tyr Ala Thr Val Phe Asn Ser Ala Leu Tyr Gly Leu Glu Val 

70 75 80 

Arg He Val Ala Ser Asn Ala Trp Ala Val Thr Asn His Phe Ser Met 
85 90 95 

Trp Leu Ala Ala Ser Leu Ser He Phe Cys Leu Leu Lys He TUa Asn 
100 105 110 

Phe Ser Asn Leu He Ser Leu His Leu Lys Lys Arg He Lys Ser Val 
115 120 125 

Val Leu Val He Leu Leu Gly Pro Leu Val Phe Leu He Cys Asn Leu 
130 135 140 

Ala Val He Thr Met Asp Glu Arg Val Trp Thr Lys Glu Tyr Glu Gly 

150 155 160 



864 



900 



Asn Val Thr Trp Lys He Lys Leu Arg Asn Ala He His Leu Ser Ser 
165 170 175 
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Leu Thr Val Thr Thr Leu Ala Asn Leu He Pro Phe Thr Leu Ser Leu 
180 185 190 

He Cys Phe Leu Leu Leu He Cys Ser Leu Cys Lys His Leu Lys Lys 
195 200 205 

Met Arg Leu His Ser Lys Gly Ser Gin Asp Pro Ser Thr Lys Val His 

215 220 

lie Lys Ala Leu Gin Thr Val Thr Ser Phe Leu Met Leu Phe Ala He 

235 240 



225 230 



Tyr Phe Leu Cys He He Thr Ser Thr Trp Asn Leu Arg Thr Gin Gin 
245 250 255 

Ser Lys Leu Val Leu Leu Leu Cys Gin Thr Val Ala He Met Tyr Pro 
260 265 270 

Ser Phe His Ser Phe He Leu He Met Qly Ser Arg Lys Leu Lys Gin 
275 280 285 

Thr Phe Leu Ser Val Leu Trp Gin Met Thr Cys 
290 295 



<210> 223 

<211> 900 

<212> DNA 

<213> homo sapiens 



<220> 

<221> CDS 

<222> (1)..(900) 

<220> 

<221> variation 

<222> (94) . . (94) 

<223> SNP 

<220> 

<221> variation 

<222> (113) (113) 

<223> SNP 

<220> 

<221> variation 

<222> (376) (376) 

<223> SNP 

<220> 

<221> variation 
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<222> (456) . . (456) 

<223> SNP 

<220> 

<221> variation 

<222> (673) . . (673) 

<223> SNP 

<220> 

<221> variation 

<222> (719) . . (719) 

<223> SNP 
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<220> 
<221> 
<222> 
<223> 



variation 
(799) , . (799) 
SNP 



<220> 
<221> 
<222> 
<223> 



variation 
(815) . . (815) 
SNP 



<220> 
<221> 
<222> 
<223> 



variation 
(895) • . (895) 
SNP 



<400> 223 

atg atg tgt ttt ctg etc ate att tea tea att ctg gta gtg ttt gca 48 

Met Met Cys Phe Leu Leu lie lie Ser Ser lie Leu Val Val Phe Ala 
^5 10 15 

ttt gtt ctt gga aat gtt gcc aat ggc ttc ata gee eta gta aat gtc 96 
Phe Val Leu Gly Asn Val Ala Asn Gly Phe lie Ala Leu Val Asn Val 
20 25 30 

att gac tgg gtt aac aca cga aag ate tec tea get gag caa att etc 144 
He Asp Trp Val Asn Thr Arg Lys He Ser Ser Ala Glu Gin He Leu 
35 40 45 

act get ctg gtg gtc tec aga att ggt tta etc tgg gtc atg tta ttc 192 
Thr Ala Leu Val Val Ser Arg He Gly Leu Leu Trp Val Met Leu Phe 
50 55 60 

ctt tgg tat gca act gtg ttt aat tct get tta tat ggt tta gaa gta 240 
Leu Trp Tyr Ala Thr Val Phe Asn Ser Ala Leu Tyr Gly Leu Glu Val 
" 70 75 80 

aga att gtt get tct aat gcc tgg get gta acg aac cat ttc age atg 288 
Arg He Val Ala Ser Asn Ala Trp Ala Val Thr Asn His Phe Ser Met 
85 90 95 

tgg ctt get get age etc age ata ttt tgt ttg etc aag att gcc aat 336 
Trp Leu Ala Ala Ser Leu Ser He Phe Cys Leu Leu Lys He Ala Asn 
100 105 110 

ttc tec aac ctt att tct etc eac eta aag aag aga att aag agt gtt 384 
Phe Ser Asn Leu He Ser Leu His Leu Lys Lys Arg He Lys Ser Val 
115 120 125 
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160 



III aat gca ata cac ctt tea aac 

Asn Val Thr Trp Lys He Lys Leu Arg Asn Ala He His Leu Ser sir 
165 170 



175 



190 



210 215 

r^l ""^^ ttc etc atg tta ttt gcc att 

lie Lys Ala Leu Gin Thr Val Thr Ser Phe Leu Me? Leu P^^ Ala ill 

230 235 240 

tac ttt ctg tgt ata ate aca tea aet tag aat ctt aaa ana 
Tyr Phe Leu Cys lie He Thr Ser Thr T?? A^n Leu ?S 

245 250 255 

age aaa ctt gta etc ctg ett tgc eaa act gtt gca ate atg tat cet 
ser Lys Leu Val Leu Leu Leu Cys Gin Thr ?al lla He Me? Pro 
260 265 270 

^^"^ Gly Ser Arg Lys Leu Lys Gin 

^'3 280 285 

tk'' ^""^ atg aca cgc tga 

Thr Phe Leu Ser Val Leu Trp Gin Met Thr Ara 
290 295 

<210> 224 

<211> 299 

<212> PRT 

<213> homo sapiens 

<400> 224 

Met Met Cys Phe Leu Leu He He Ser Ser He Leu Val Val Phe Ala 
^ 10 15 

Phe Val Leu Gly Asn Val Ala Asn Gly Phe He Ala Leu Val Asn Val 
20 25 



432 



gtt ctg gtg ata ctg ttg ggg ece ttg gta ttt ttg att tgt aat ctt 
Val Leu Val He Leu Leu Gly Pro Leu- Val Phe Le? He Ifs A^n Leu 

x3d 14Q 

Hi vll ill M*? tat gaa gga 480 

Ala val He Thr Met Asp Glu Arg Val Trp Thr Lys Glu Tyr llu liy 
■^'^ 150 155 ^ 



528 



'^i iTr r.! s £a t^: ill ill ;s lit ii: 



III If. ^ S Hi III til 12 HI If. HZ 51 51 

SI s IS s2 zi '.r. ill ?s f.i kS 



720 



768 



816 



864 



900 



30 



Asp Trp Val Asn Thr Arg Lys lie Ser Ser Ala Glu Gin He 
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Thr Ala Leu Val Val Ser Arg He Qly Leu Leu Trp Val Met Leu Phe 



55 



60 



Leu Trp Tyr Ala Thr Val Phe Asn Ser Ala Leu Tyr Gly Leu Glu Val 

^° 75 80 



Arg He Val Ala Ser Asn Ala Trp Ala Val Thr Asn His Phe Ser 



85 



Met 



90 95 
Trp Leu Ala Ala Ser Leu Ser He Phe Cys Leu Leu Lys He Ala Asn 



105 



110 



Phe Ser Asn Leu He Ser Leu His Leu Lys Lys Arg He Lys Ser Val 

120 125 

Val Leu Val He Leu Leu Gly Pro Leu Val Phe Leu He Cys Asn Leu 

135 140 



Ala Val He Thr Met Asp Glu Arg Val Trp Thr Lys Glu Tyr Glu Gly 



155 



160 



Asn Val Thr Trp Lys He Lys Leu Arg Asn Ala He His Leu 
165 170 



Ser Ser 
175 



Leu Thr Val Thr Thr Leu Ala Asn Leu He Pro Phe Thr Leu 



180 



185 



Ser Leu 



190 



He Cys Phe Leu Leu Leu He Cys Ser Leu Cys Lys His Leu Lys Lys 



200 



205 



Met Arg Leu His Ser Lys Gly Ser Gin Asp Pro Ser Thr Lys Val His 

He Lys Ala Leu Gin Thr Val Thr Ser Phe Leu Met Leu Phe Ala He 

230 235 240 



Tyr Phe Leu Cys He He Thr Ser Thr Trp Asn Leu Arg Thr Gin Gin 

245 



250 



255 



Ser Lys Leu Val Leu Leu Leu Cys Gin Thr Val Ala He Met Tyr Pro 



265 



270 



Ser Phe His Ser Phe He Leu lie Met Gly Ser Arg Lys Leu Lys Gin 



280 



285 
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^^"^ ^^"^ ^^"^ -^^^ Met Thr Arg 

290 295 



<210> 225 

<211> 900 

<212> DNA 

<213> homo sapiens 



<220> 
<221> 
<222> 



CDS 
(1) . 



(900) 



<220> 

<221> variation 
<222> (94) (94) 

<223> SNP 

<220> 

<221> variation 

<222> (113).. (113) 

<223> SNP 

<220> 

<221> variation 

<222> (376).. (376) 

<223> SNP 

<220> 

<221> variation 

<222> (456) . . (456) 

<223> SNP 

<220> 

<221> variation 

<222> (673)., (673) 

<223> SNP 

<220> 

<221> variation 

<222> (719) . . (719) 

<223> SNP 

<220> 

<221> variation 

<222> (799) . . (799) 

<223> SNP 

<220> 

<221> variation 

<222> (815).. (815) 

<223> SNP 



<220> 

<221> variation 

<222> (895) . , (895) 

<223> SNP 
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<400> 225 



Ill III 2- - - - - - III S2 fa' lit III fll " 

ill |j IS - til - 2s f.? zi - 

25 30 

ill 2sp l«n etc 144 

lie Asp Trp Val Asn Thr Arg Lys He Ser Ser Ala Glu Gin He Leu 

40 45 

?s S2 ill itt ?n IS 111 J- s^i -i m 
s ?2 fj - - - 111 ^.11 m ii: ill -° 



75 80 

III ill 111 m HI s ?s ill s= s:? 



90 95 



5S til K S III 111 Zl - - - - - - 33e 

100 105 110 



Phe Ser Isn ?f ^"^^ ^^a att aag agt gtt 

Phe Ser Asn Leu He Ser Leu His Leu Lys Lys Arg He Lys Ser ?al 
•"•15 120 125 



?a^ Leu ?i? T^^ T x"^ ^^^^ ttg att tgt aat ctt 

Val Leu Val He Leu Leu Gly Pro Leu Val Phe Leu He C?s Asn LeS 

135 140 

Ala Val Ti^ rrn Z ^"^ ^""^ "-yy tat gaa gga 

Ala Val He Thr Met Asp Glu Arg Val Trp Thr Lys Glu Tyr Glu Gly 



175 



190 



230 235 



384 



432 



aS ?a? rtl tit 111 ?a? l'^ f"" 

Asp Glu Arg Val Trp Thr Lys Glu Tyr Glu Gly 

155 160 



?al ?hr T?o III ?^ t"^ ^'^^ tea age 528 

val Thr Trp Lys He Lys Leu Arg Asn Ala He His Leu Ser Ser 
165 170 



?s ?s ?s - - - - - lit III ?s 



2s til 111 III If. Ill til tr, s 1^ til III III 
«e? g til nil til § m III is s 



So 5s 12 IS ?s ?s ^s: til SI is: III 



240 
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tac ttt ctg tgt ata ate aca tea act tgg aat ctt agg aca cag cag 768 
Tyr Phe Leu Cys lie He Thr Ser Thr Trp Asn Leu Arg Thr Gin Gin 
245 250 255 

age aaa ctt gta etc ctg ett tge caa act gtt gca ate atg tat ctt 816 
Ser Lys Leu Val Leu Leu Ley Cys Gin Thr Val Ala He Met Tyr ieu 
260 265 270 

tea tte cae tea ttc ate ctg att atg gga agt agg aag eta aaa cag 8 64 

Ser Phe His Ser Phe He Leu He Met Gly Ser Arg Lys Leu Lys Gin 
275 280 285 

ace ttt ctt tea gtt ttg tgg cag atg aca cge tga 900 
Thr Phe Leu Ser Val Leu Trp Gin Met Thr Arg 
290 295 

<210> 226 

<211> 299 

<212> PRT 

<213> homo sapiens 

<400> 226 

Met Met Cys Phe Leu Leu He He Ser Ser He Leu Val Val Phe Ala 
^5 10 15 

Phe Val Leu Gly Asn Val Ala Asn Gly Phe He Ala Leu Val Asn Val 
20 25 30 

He Asp Trp Val Asn Thr Arg Lys He Ser Ser Ala Glu Gin He Leu 
35 40 45 

Thr Ala Leu Val Val Ser Arg He Gly Leu Leu Trp Val Met Leu Phe 
50 55 60 

Leu Trp Tyr Ala Thr Val Phe Asn Ser Ala Leu Tyr Gly Leu Glu Val 
^5 70 75 80 

Arg He Val Ala Ser Asn Ala Trp hla Val Thr Asn His Phe Ser Met 
85 90 95 

Trp Leu Ala Ala Ser Leu Ser He Phe Cys Leu Leu Lys He Ala Asn 
100 105 110 

Phe Ser Asn Leu He Ser Leu His Leu Lys Lys Arg He Lys Ser Val 
115 120 125 

Val Leu Val He Leu Leu Gly Pro Leu Val Phe Leu He Cys Asn Leu 
130 135 140 



Ala Val He Thr Met Asp Glu Arg Val Trp Thr Lys Glu Tyr Glu Gly 



wo 2005/007891 
145 150 



382/447 
155 
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160 



Asn Val Thr Trp Lys He Lys Leu Arg Asn Ala He His Leu Ser Ser 
1" 170 175 

l.eu Thr Val Thr Thr Leu Ala Asn Leu He Pro Phe Thr Leu Ser Leu 
180 185 190 

He Cys Phe Leu Leu Leu He Cys Ser Leu Cys Lys His Leu Lys Lys 
195 200 205 

Met Arg Leu His Ser Lys Gly Ser Gin Asp Pro Ser Thr Lys Val His 
210 215 220 

He Lys Ala Leu Gin Thr Val Thr Ser Phe Leu Met Leu Phe Ala He 

230 235 240 

Tyr Phe Leu Cys He He Thr Ser Thr Trp Asn Leu Arg Thr Gin Gin 
245 250 255 

Ser Lys Leu Val Leu Leu Leu Cys Gin Thr Val Ala He Met Tyr Leu 
260 265 270 

Ser Phe His Ser Phe He Leu He Met Gly Ser Arg Lys Leu Lys Gin 
275 280 285 

Thr Phe Leu Ser Val Leu Trp Gin Met Thr Arg 
290 295 



<210> 227 

<211> 900 

<212> DNA 

<213> homo sapiens 

<220> 

<221> CDS 

<222> (1)..(900) 

<220> 

<221> variation 

<222> (94) . . (94) 

<223> SNP 

<220> 

<221> variation 

<222> (113) . • (113) 

<223> SNP 

<220> 

<221> variation 
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<222> (376),. (376) 
<223> SNP 



<220> 

<221> variation 

<222> (456) . . (456) 

<223> SNP 



<220> 

<221> variation 

<222> (673) (673) 

<223> SNP 



<220> 

<221> variation 

<222> (719) . . (719) 

<223> SNP 



<220> 

<221> variation 

<222> (799) , . (799) 

<223> SNP 



<220> 

<221> variation 

<222> (815) (815) 

<223> SNP 

<220> 

<221> variation 

<222> (895) . . (895) 

<223> SNP 



<400> 227 



SI III - - - - 'It S2 tl I.- 



10 15 



p^^ v!^ ttc ata gcc eta gta aat gtc 

Phe Val Leu Gly Asn Val Ala Asn Gly Phe He Ila Leu ?al Isn fal 



25 



30 



70 75 



80 



48 



96 



att gac tgg gtt aac aca cga aag ate tec tea get gag caa att c^tr^ i^/. 
He Asp Trp Val Asn Thr Arg Lys He Ser Ser Ala flu Gin He llu ' 

?hr Sa III ?a! ?S sS Sg Til 111 I'' 

«u vsj. va± ber Arg lie Gly Leu Leu Trp Val Met Leu Phe 

55 60 

ctt tgg tat gca act gtg ttt aat tct act tl-a i-=ii- rt^h 4-4-^ 
W Trp Tyr Ala Thr U Phe Asn s2 l2 ?a? 



A?a 9ta acg aac cat tte age atg 288 

Arg He Val Ala Ser Asn Ala Trp Ala Val Thr Asn His Phe sIr Met 
85 90 95 

III fll s: sS 2^ ^L- 'p^: IT. Ill SI S III '^l 

105 110 
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480 



ttc tec aac ctt att tct etc cac eta aag aag aga att aag agt gtt 334 
Phe Ser Asn Leu lie Ser Leu His Leu Lys Lys Arg He Lys Ser Val 
115 120 125 

gtt ctg gtg ata ctg ttg ggg ccc ttg gta ttt ttg att tgt aat ctt 432 
Val Leu Val He Leu Leu Gly Pro Leu Val Phe Leu He Cys Asn Leu 
130 135 

get gtg ata acc atg gat gag aga gtg tgg aca aaa gaa tat gaa gga 
Ala Val lie Thr Met Asp Glu Arg Val Trp Thr Lys Glu Tyr Qlu Gly 

150 155 160 

aat gtg act tgg aag ate aaa ttg agg aat gca ata cac ctt tea age 
Asn Val Thr Trp Lys He Lys Leu Arg Asn Ala He His Leu Ser Ser 
165 170 175 

ttg act gta act act eta gca aac etc ata cce ttt act ctg age eta 
Leu Thr Val Thr Thr Leu Ala Asn Leu He Pro Phe Thr Leu Ser Leu 
180 185 190 

ata tgt ttt ctg ctg tta ate tgt tct ctt tgt aaa eat etc aag aag 
He Cys Phe Leu Leu Leu He Cys Ser Leu Cys Lys His Leu Lys Lys 
195 200 205 

atg egg etc cat age aaa gga tct caa gat cce age acc aag gte eat 
Met Arg Leu His Ser Lys Gly Ser Gin Asp Pro Ser Thr Lys Val His 
210 215 220 

ata aaa get ttg caa act gtg acc tee ttc etc atg tta ttt gee att 
He Lys Ala Leu Gin Thr Val Thr Ser Phe Leu Met Leu Phe Ala He 

230 235 240 

tac ttt ctg tgt ata ate aca tea act tgg aat ctt agg aca cag cag 
Tyr Phe Leu Cys He He Thr Ser Thr Trp Asn Leu Arg Thr Gin Gin 
245 250 255 

age aaa ctt gta etc ctg ctt tgc caa act ctt gca ate atg tat cet 
Ser Lys Leu Val Leu Leu Leu Cys Gin Thr Leu Ala He Met Tyr Pro 
260 265 270 

tea tte cac tea ttc ate etg att atg gga agt agg aag eta aaa cag 
Ser Phe His Ser Phe He Leu He Met Gly Ser Arg Lys Leu Lys Gin 
275 280 285 

ace ttt ctt tea gtt ttg tgg cag atg aca tgc tga 
Thr Phe Leu Ser Val Leu Trp Gin Met Thr Cvs 
290 295 



528 



576 



624 



672 



720 



768 



816 



864 



900 



<210> 228 

<211> 299 

<212> PRT 

<213> homo sapiens 

<400> 228 

Met Met Cys Phe Leu Leu He He Ser Ser He Leu Val Val Phe Ala 
^5 10 15 
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Phe Val Leu Gly Asn Val Ala Asn Gly Phe He Ala Leu Val Asn Val 

2S 30 

lie Asp Trp Val Asn Thr Arg Lys He Ser Ser Ala Glu Gin He Leu 

^0 45 

Thr Ala Leu Val Val Ser Arrr m., r 

50 Trp Val Met Leu Phe 

60 

Leu Trp Tyr Ala Thr Val Phe Asn s^y ai=. t cn . 

65 7Q ^ ^-^^ Tyr Gly Leu Glu Val 

80 

Arg He Val Ala Ser Asn Ala Trp Ala Val Thr Asn His Phe Ser Met 

95 

Trp Leu Ala Ala Ser Leu Ser lie Phr* n„o t 

100 ^ ^^"^ ^^"^ Ala Asn 

105 3^3^Q 

Phe ser Js„ Leu He Ser l,eu Kis Leu Ly, Lys A., He Lys Ser Val 

''•^^ • 125 

val Leu Val He Leu Leu Gly Pro Leu Val Phe Leu He Cys Asn Leu 

135 140 

Ala Val He Thr Met Asp Glu Arg Val Trp Thr Lys Glu Tyr Glu Gly 



155 



160 



Asn Val Thr Trp Lys He Lys Leu Arg Asn Ala He His 



165 ' Leu Ser Ser 



170 

Leu Thr Val Thr Thr Leu Ala Asn Leu He Pro Phe Thr Leu Ser Leu 

185 190 



lie Cys Phe Leu Leu Leu He Cys Ser Leu Cys Lys His Leu Lys Lys 

200 205 

Met Arg Leu His Ser Lys Gly Ser Gin Asp Pro Ser Thr Lys Val His 

^-^^ 220 

lie Lys Ala Leu Gin Thr Val Thr Ser Phe Leu Met Leu Phe Ala He 



235 



240 



Tyr Phe Leu Cys He He Thr Ser Thr Trp Asn Leu Arg Thr Gin Gin 

250 255 

Ser Lys Leu Val Leu Leu Leu Cys Gin Thr Leu Ala He Met Tyr Pro 
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260 
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265 



PCT/US2004/019489 

270 



Ser Phe His Ser Phe He Leu He Met Gly Ser Arg Lys Leu Lys Gin 
275 280 285 



Thr Phe Leu Ser Val Leu Trp Gin Met Thr Cvs 
290 295 



<210> 
<211> 
<212> 



229 
900 
DNA 



<213> homo sapiens 



<220> 
<221> 
<222> 



CDS 

(1) (900) 



<220> 

<221> variation 
<222> (94) . . (94) 

<223> SNP 

<220> 

<221> variation 
<222> (113) . . (113) 

<223> SNP 

<220> 

<221> variation 
<222> (376) , . (376) 

<223> SNP 

<220> 

<221> variation 

<222> (456) . . (456) 

<223> SNP 

<220> 

<221> variation 

<222> (673) (673) 

<223> SNP 

<220> 

<221> variation 

<222> (719) . , (719) 

<223> SNP 

<220> 

<221> variation 

<222> (799) . . (799) 

<223> SNP 



<220> 

<221> variation 

<222> (815) . . (815) 

<223> SNP 



192 



240 



WO 2005/007891 

387/447 PCT/US2004/019489 

<220> 

<221> variation 
<222> (895) . . (895) 
<223> SNP 

<400> 229 

ill 21 p - Se= I- tr. 'II V. lii til " 

Iti '.II til IS L'S 2S '.^^ SI - - - - - 

2^ 30 

S ill L'S ?s J^l III III lit - - ?n 

4 5 

?hr ?2 III S' 1?^ f = ^'<= "= 

ax vaj. aer Arg lie Gly Leu Leu Trp Val Met Leu Phe 

55 60 

1% i'^ tl til - - - - - s; 

t^i III ill s r SI s? s? s:? 

90 95 

^I? K III lit t- Hi til t^l ill - - 33. 

110 

I- ?n ss SI J- SI 1?^ s: is ?ij 

'^l ill III 111 111 S? ill - sS - - 

g V-? S ?S - LI IS ill ?^ S SI SI - IS IS 

'^i ill ?s ?s SI 'It III 111 '^i L3 m III ill HI III 

?S ?S S SI SI III SI III SI - - HI IS SI 

185 190 

S ^S SI SI SI SI Z III til IT. I- til SI SI SI 

200 205 
atg egg etc cat age aaa gaa tct caa rr^i- ^ 

Het ^„ , ^1^ SI III til ?S SI 111 



384 



432 



480 



576 



624 
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ata aaa get ttg caa act gtg acc tec ttc etc atg tta ttt gcc att 
lie Lys Ala Leu Gin Thr Val Thr Ser Phe Leu Me? Leu Phe Sa ill 

230 235 240 

Ivr Phe III CVS T2I 0°^ cag 

Tyr Phe Leu Cys He He Thr Ser Thr Trp Ran Leu Arg Thr Gin Gin 

250 255 

age aaa ctt gta etc ctg ctt tgc caa act gtt gca ate atg tat cet 
Ser Lys Leu Val Leu Leu Leu Cys Gin Thr Val Ala He Me? Tyr Pro 

265 270 

III l""^ agt agg aag eta aaa cag 

Ser Phe His Ser Phe He Leu He Met Gly Ser Arg Lys Leu Lys Gl? 
275 280 285 

acc ttt ctt tea gtt ttg tgg cag atg aca cgc tga 
Thr Phe Leu Ser Val Leu Trp Gin Met Thr Arg 
290 295 

<210> 230 

<211> 299 

<212> PRT 

<213> homo sapiens 

<400> 230 

Met Met Cys Phe Leu Leu He He Ser Ser He Leu Val Val Phe Ala 
•^5 10 15 

Phe Val Leu Gly Asn Val Ala Asn Gly Phe He Ala Leu Val Asn Val 
20 25 30 

lie Asp Trp Val Asn Thr Arg Lys He Ser Ser Ala Glu Gin He Leu 
35 40 45 

Thr Ala Leu Val Val Ser Arg He Gly Leu Leu Trp Val Met Leu Phe 
50 55 60 

Leu Trp Tyr Ala Thr Val Phe Asn Ser Ala Leu Tyr Gly Leu Glu Val 

70 75 80 

Arg He Val Ala Ser Asn Ala Trp Ala Val Thr Asn His Phe Ser Met 

85 90 gg 

Trp Leu Ala Ala Ser Leu Ser He Phe Cys Leu Leu Lys He Ala Asn 
100 105 110 

Phe Ser Asn Leu He Ser Leu His Leu Lys Lys Arg He Gin Ser Val 
115 120 125 



720 



768 



816 



864 



900 
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Val Leu Val He Leu Leu Gly Pro Leu Val Phe Leu He Cys Asn Leu 
130 135 

Ala Val He Thr Met Asp Glu Arg Val Trp Thr Lys Glu Tyr Glvi Gly 

155 160 

Asn Val Thr Trp Lys He Lys Leu Arg Asn Ala He His Leu Ser Ser 
165 170 175 

Leu Thr Val Thr Thr Leu Ala Asn Leu He Pro Phe Thr Leu Ser Leu 
180 185 190 

He Cys Phe Leu Leu Leu He Cys Ser Leu Cys Lys His Leu Lys Lvs 
195 200 205 

Met Arg Leu His Ser Lys Gly Ser Gin Asp Pro Ser Thr Lys Val His 
210 215 220 



He Lys Ala Leu Gin Thr Val Thr Ser Phe Leu Met Leu Phe Ala He 

230 235 240 



Tyr Phe Leu Cys He He Thr Ser Thr Trp Asn Leu Arg Thr Gin Gin 
245 250 255 

Ser Lys Leu Val Leu Leu Leu Cys Gin Thr Val Ala He Met Tyr Pro 
260 265 270 

Ser Phe His Ser Phe He Leu He Met Gly Ser Arg Lys Leu Lys Gin 
275 280 285 

Thr Phe Leu Ser Val Leu Trp Gin Met Thr Arg 
290 295 



<210> 231 

<211> 900 

<212> DNA 

<213> homo sapiens 

<220> 

<221> CDS 

<222> (1)..(900) 

<220> 

<221> variation 

<222> (94).. (94) 

<223> SNP 

<220> 

<221> variation 
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<222> (113) . . (113) 

<223> SNP 

<220> 

<221> variation 

<222> (376) . . (376) 

<223> SNP 

<220> 

<221> variation 

<222> (456) . . (456) 

<223> SNP 

<220> 

<221> variation 

<222> (673) . . (673) 

<223> SNP 

<220> 

<221> variation 

<222> (719) . . (719) 

<223> SNP 

<220> 

<221> variation 

<222> (799) . . (799) 

<223> SNP 



390/447 



PCT/US2004/019489 



<220> 

<221> variation 

<222> (815) . , (815) 

<223> SNP 

<220> 

<221> variation 

<222> (895) . . (895) 

<223> SNP 

<400> 231 

atg atg tgt ttt ctg etc ate att tea tea att ctg gta gtg ttt gca 
Met Met Cys Phe Leu Leu He He Ser Ser He Leu Val Val Phe Ala 
1 5 10 15 

ttt gtt ctt gga aat gtt gee aat ggc ttc ata gee eta gta aat gte 
Phe Val Leu Gly Asn Val Ala Asn Gly Phe He Ala Leu Val Asn Val 
20 25 30 

att gac tgg gtt aae aaa cga aag ate tee tea get gag caa att etc 
He Asp Trp Val Asn Lys Arg Lys He Ser Ser Ala Glu Gin He Leu 
35 40 45 

act get ctg gtg gte tec aga att ggt tta etc tgg gte atg tta ttc 
Thr Ala Leu Val Val Ser Arg He Gly Leu Leu Trp Val Met Leu Phe 
50 55 60 

ctt tgg tat gca act gtg ttt aat tct get tta tat ggt tta gaa gta 
Leu Trp Tyr Ala Thr Val Phe Asn Ser Ala Leu Tyr Gly Leu Glu Val 

70 75 80 



48 



96 



144 



192 



240 



aga att gtt get tct aat gee tgg get gta acg aae eat ttc age atg 
Arg He Val Ala Ser Asn Ala Trp Ala Val Thr Asn His Phe Ser Met 



288 
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90 95 

III 111 l^l l,^ ttg etc aag att gcc aat 

Trp Leu Ala Ala Ser Leu Ser He Phe Cys Leu Leu Lys He La Asn 



110 



ttc tec aac ctt att tct etc cac eta aag aag aga att aaa aat 
Phe ser Asn Leu He Ser Leu His Leu LyI Lys Sg Til lJs sTr vll 



125 



170 



175 



age aaa ctt gta etc ctg ctt tgc caa act gtt gca ate ata tat ctt 

Ser Lys Leu Val Leu Leu Leu Cys Gin Thr ?al lla lie mII Tyl Leu 

260 265 270 

Ser III ^ "^^^ agt agg aag eta aaa cag 

Ser Phe His Ser Phe He Leu He Met Gly Ser Arg Lys Leu Lys Gin 

275 280 285 

TK*" ou^ '^^^ ^""^ ^^'^ cag atg aca cgc tga 

Thr Phe Leu Ser Val Leu Trp Gin Met Thr Arg 

290 295 



336 



384 



?2 llu v«? .^^^ "^^^ ttt ttg att tgt aat ctt ' 432 

Val Leu Val He Leu Leu Gly Pro Leu Val Phe Leu He C?s Asn Leu 

Ala vll xll Th^ M^^ ^"^^ tat gaa gga 480 

Ala Val He Thr Met Asp Glu Arg Val Trp Thr Lys Glu Tyr 5lu liy 

155 IQQ 

si^ III ill in III IT. lii - - - - 



iii ?s r,i s ?s 2; s: - ?s 2^ - 

180 185 190 

Se CVS III il? f ^ t"^ """^ etc aag aag 624 

lie Cys Phe Leu Leu Leu He Cys Ser Leu Cys Lys His Leu LyI Lys 



200 

tit tct caa gat cec age ace aag qtc cat 

Met Arg Leu His Ser Lys Gly Ser Gin Asp Pro sL Thr Syl vll His 

215 220 

ata aaa get ttg caa act gtg acc tec ttc etc atg tta ttt gcc att 
lie Lys Ala Leu Gin Thr Val Thr Ser Phe Leu Me? Leu P^e A^a l^e 
^ 235 240 

Itt m ^^"^ ^""^ ^""^ ^tt agg aca cag cag 768 

Tyr Phe Leu Cys lie He Thr Ser Thr Trp Asn Leu A?g Thr Gin G^n 

250 255 



672 



720 



816 



864 



900 



<210> 232 

<211> 299 

<212> PRT 

<213> homo sapiens 



<400> 232 
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Met Met Cys Phe Leu Leu He He Ser Ser He Leu Val Val Phe Ala 
^ 5 10 . 15 

Phe Val Leu Gly Asn Val Ala Asn Gly Phe He Ala Leu Val Asn Val 
20 25 30 

He Asp Trp Val Asn Lys Arg Lys He Ser Ser Ala Glu Gin He Leu 
35 40 45 

Thr Ala Leu Val Val Ser Arg He Gly Leu Leu Trp Val Met Leu Phe 
50 55 60 

Leu Trp Tyr Ala Thr Val Phe Asn Ser Ala Leu Tyr Gly Leu Glu Val 
" 70 75 80 

Arg He Val Ala Ser Asn Ala Trp Ala Val Thr Asn His Phe Ser Met 
85 90 95 

Trp Leu Ala Ala Ser Leu Ser He Phe Cys Leu Leu Lys He Ala Asn 
100 105 110 

Phe Ser Asn Leu He Ser Leu His Leu Lys Lys Arg He Lys Ser Val 
115 120 125 

Val Leu Val He Leu Leu Gly Pro Leu Val Phe Leu He Cys Asn Leu 
130 135 140 

Ala Val He Thr Met Asp Glu Arg Val Trp Thr Lys Glu Tyr Glu Gly 

150 155 

Asn Val Thr Trp Lys He Lys Leu Arg Asn Ala He His Leu Ser Ser 
165 170 175 

Leu Thr Val Thr Thr Leu Ala Asn Leu He Pro Phe Thr Leu Ser Leu 
180 185 190 

He Cys Phe Leu Leu Leu He Cys Ser Leu Cys Lys His Leu Lys Lys 
195 200 205 

Met Arg Leu His Ser Lys Gly Ser Gin Asp Pro Ser Thr Lys Val His 
210 215 220 

He Lys Ala Leu Gin Thr Val Thr Ser Phe Leu Met Leu Phe Ala He 

230 235 240 
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Tyr Phe Leu Cys He He Thr Ser Thr Trp Asn Leu Arg Thr Gin Gin 
245 250 255 

Ser Lys Leu Val Leu Leu Leu Cys Gin Thr Val Ala He Met Tyr Leu 
260 265 270 

Ser Phe His Ser Phe He Leu He Met Gly Ser Arg Lys Leu Lys Gin 
275 280 285 

Thr Phe Leu Ser Val Leu Trp Gin Met Thr Arg 
290 295 

<210> 233 

<211> 900 

<212> DNA 

<213> homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (900) 

<220> 

<221> variation 

<222> (94) . . (94) 

<223> SNP / 

<220> 

<221> variation 

<222> (113) . . (113) 

<223> SNP 

<220> 

<221> variation 

<222> (376) . . (376) 

<223> SNP 



<220> 

<221> variation 

<222> (456) . . (456) 

<223> SNP 

<220> 

<221> variation 

<222> (673) , . (673) 

<223> SNP 



<220> 

<221> variation 

<222> (719) (719) 

<223> SNP 



<220> 

<221> variation 

<222> (799) . . (799) 

<223> SNP 
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<220> 

<221> variation 

<222> (815).. (815) 

<223> SNP 



394/447 



PCT/US2004/019489 



<220> 
<221> 
<222> 
<223> 



variation 
(895) . . (895) 
SNP 



<400> 233 

t^t M^? ^V" t*^^ tea att ctg gta gtg ttt gca 

Met Met Cys Phe Leu Leu He He Ser Ser He Le? ?al ?al lie Sa 
^5 10 15 

III t''^^ ^""^ ttc ata gcc eta gta aat ate 

Phe Val Leu Gly Asn Val Ala Asn Gly Phe He Ala Leu ?al Asn ?le 
2° , 25 30 

att gac tgg gtt aac aca cga aag ate tec tea get gag caa att etc 
He Asp Trp Val Asn Thr Arg Lys He Ser Ser La 111 Gin lie LeS 
•53 40 45 

?S Sa LeS v!? x^'^ 9te atg tta tte 

Thr Ala Leu Val Val Ser Arg He Gly Leu Leu Trp Val Met Leu Phe 
^" 55 60 

ctt tgg tat gea act gtg ttt aat tct get tta tat ggt tta aaa ata 
Leu Trp Tyr Ala Thr Val Phe Asn Ser Ila Leu Tyr G?y Leu Ilu ?al 

75 80 

Til n^"" ^""^ tte age atg 

Arg He Val Ala Ser Asn Ala Trp Ala Val Thr Asn His Phe Ser Met 
85 90 95 

tgg ctt get get age etc age ata ttt tgt ttg cte aag att ace aat 
Trp Leu Ala Ala Ser Leu Ser He Phe C?s Leu Leu Lys Se III ^n 
100 105 110 

tte tee aac ctt att tet etc cac eta aag aag aga att aaa aat att 
Phe ser Asn Leu He Ser Leu His Leu Lys Lys Arg He lJI Ser vTl 
115 120 125 

gtt ctg gtg ata ctg ttg ggg cce ttg gta ttt ttg att tat aat ctt 
val Leu Val He Leu Leu Gly Pro Leu ?al Phe Leu lie Cys As^ Leu 

135 140 

til T?^ tu" tgg aca aaa gaa tat gaa gga 

Ala val He Thr Met Asp Glu Arg Val Trp Thr Lys Ilu Tyr Ilu l?y 

150 155 j^gQ 

III v!? lu^ aat gca ata cac ctt tea age 

Asn val Thr Trp Lys He Lys Leu Arg Asn Ala He His Leu Ser Sr 
165 170 175 

11^ ^""^ ""^^ 5ca aac etc ata cec ttt act ctg aqe eta 

Leu Thr Val Thr Thr Leu Ala Asn Leu He Pro Phe Thr Leu sir LeS 
•"-^^ 185 190 

Til CVS III it" f ^ r""^ ^" <=^t etc aag aag 

He Cys Phe Leu Leu Leu He Cys Ser Leu Cys Lys His Leu Lys Lys 



48 



96 



144 



192 



240 



288 



336 



384 



432 



480 



528 



576 



624 
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200 205 



atg egg etc cat age aaa gga tct eaa gat ccc age ace aag gtc eat 
Met Arg Leu His Ser Lys Gly Ser Gin Asp Pro Ser Thr Lys Val His 
210 215 220 

ata aaa get ttg caa aet gtg aee tec ttc etc atg tta ttt gee att 
lie Lys Ala Leu Gin Thr Val Thr Ser Phe Leu Met Leu Phe Ala He 

230 235 240 

tae ttt ctg tgt ata ate aea tea act tgg aat ett agg aca eag cag 
Tyr Phe Leu Cys He He Thr Ser Thr Trp Asn Leu Arg Thr Gin Gin 
245 250 255 

age aaa ett gta etc etg ett tgc caa act gtt gca ate atg tat cet 
Ser Lys Leu Val Leu Leu Leu Cys Gin Thr Val Ala He Met Tyr Pro 
260 265 270 

c*"^ tl"" gga agt agg aag eta aaa eag 

Ser Phe His Ser Phe He Leu He Met Gly Ser Arg Lys Leu Lys Gin 
275 280 285 

aee ttt ett tea gtt ttg tgg eag atg aca cge tga 
Thr Phe Leu Ser Val Leu Trp Gin Met Thr Arg 
290 295 



<210> 234 

<211> 299 

<212> PRT 

<213> homo sapiens 

<400> 234 

Met Met Cys Phe Leu Leu He He Ser Ser He Leu Val Val Phe Ala 
15 10 15 

Phe Val Leu Gly Asn Val Ala Asn Gly Phe He Ala Leu Val Asn He 
20 25 30 

He Asp Trp Val Asn Thr Arg Lys He Ser Ser Ala Glu Gin He Leu 
35 40 45 

Thr Ala Leu Val Val Ser Arg He Gly Leu Leu Trp Val Met Leu Phe 
50 55 60 

Leu Trp Tyr Ala Thr Val Phe Asn Ser Ala Leu Tyr Gly Leu Glu Val 

70 75 80 

Arg He Val Ala Ser Asn Ala Trp Ala Val Thr Asn His Phe Ser Met 
85 90 95 



672 



720 



768 



816 



864 



900 



Trp Leu Ala Ala Ser Leu Ser He Phe Cys Leu Leu Lys He Ala Asn 
100 105 110 
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Phe Ser Asn Leu lie Ser Leu His Leu Lys Lys Arg lie Lys Ser Val 
115 120 125 

Val Leu Val He Leu Leu Gly Pro Leu Val Phe Leu He Cys Asn Leu 
130 135 140 

Ala Val He Thr Met Asp Glu Arg Val Trp Thr Lys Glu Tyr Glu Glv 
145 150 155 160 

Asn Val Thr Trp Lys He Lys Leu Arg Asn Ala He His Leu Ser Ser 
165 170 175 

Leu Thr Val Thr Thr Leu Ala Asn Leu He Pro Phe Thr Leu Ser Leu 
180 185 190 

He Cys Phe Lev Leu Leu He Cys Ser Leu Cys Lys His Leu Lys Lys 
195 200 205 

Met Arg Leu His Ser Lys Gly Ser Gin Asp Pro Ser Thr Lys Val His 
210 215 220 

He Lys Ala Leu Gin Thr Val Thr Ser Phe Leu Met Leu Phe Ala He 
225 230 235 240 

Tyr Phe Leu Cys He He Thr Ser Thr Trp Asn Leu Arg Thr Gin Gin 
245 250 255 

Ser Lys Leu Val Leu Leu Leu Cys Gin Thr Val Ala He Met Tyr Pro 
260 265 270 

Ser Phe His Ser Phe He Leu He Met Gly Ser Arg Lys Leu Lys Gin 
275 280 285 

Thr Phe Leu Ser Val Leu Trp Gin Met Thr Arg 
290 295 



<210> 235 

<211> 900 

<212> DNA 

<213> homo sapiens 



<220> 

<221> CDS 

<222> (1),.(900) 

<220> 

<221> variation 
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<222> (94),. (94) 
<223> SNP 



<220> 

<221> variation 

<222> (113) . . (113) 

<223> SNP 



<220> 

<221> variation 

<222> (376) . . (376) 

<223> SNP 



<220> 

<221> variation 

<222> (456) . . (456) 

<223> SNP 



<220> 

<221> variation 

<222> (673) . . (673) 

<223> SNP 



<220> 

<221> variation 

<222> (719) (719) 

<223> SNP 



<220> 

<221> variation 

<222> (799) . . (799) 

<223> SNP 



<220> 

<221> variation 

<222> (815) . . (815) 

<223> SNP 

<220> 

<221> variation 

<222> (895) . . (895) 

<223> SNP 



<400> 235 
atg atg tgt 
Met Met Cys 
1 

ttt gtt ctt 
Phe Val Leu 



att gac tgg 
He Asp Trp 
35 

act get ctg 
Thr Ala Leu 
50 

ctt tgg tat 



ttt ctg etc 
Phe Leu Leu 
5 

gga aat gtt 
Gly Asn Val 
20 

gtt aac aca 
Val Asn Thr 



gtg gtc tec 
Val Val Ser 



gca act gtg 



ate att tea 
He He Ser 



gcc aat ggc 
Ala Asn Gly 
25 

ega aag ate 
Arg Lys He 
40 

aga att ggt 
Arg He Gly 
55 

ttt aat tct 



tea att ctg 
Ser He Leu 
10 

ttc ata gcc 
Phe He Ala 



tec tea get 
Ser Ser Ala 



tta etc tgg 
Leu Leu Trp 
60 

get tta tat 



gta gtg ttt 
Val Val Phe 
15 

eta gta aat 
Leu Val Asn 
30 

gag caa att 
Glu Gin He 
45 

gtc atg tta 
Val Met Leu 



ggt tta gaa 



gca 48 
Ala 



ate 96 
He 



etc 144 
Leu 



ttc 192 
Phe 



gta 240 
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Leu Trp Tyr Ala Thr Val Phe Asn Ser Ala Leu Tyr Gly Leu Glu Val 
" "^0 75 80 



11^ tf? ^"^^ 5ta acg aac cat ttc age atg 

Arg He Val Ala Ser Asn Ala Trp Ala Val Thr Asn His Phe Ser Me? 
85 90 



95 



tgg ctt get get age etc age ata ttt tgt ttg etc aag att ace aat 
Trp Leu Ala Ala Ser Leu Ser He Phe Cys Le? Leu Lys lie I^a pll 
100 105 



110 



ttc tec aac ctt att tet etc cac eta aag aag aga att aag agt gtt 
Phe Ser Asn Leu He Ser Leu His Leu Lys Lys A^g He Lys Ser Val 
115 120 



125 



vll III tgt aat ctt 

Val Leu Val He Leu Leu Gly Pro Leu Val Phe Leu He Cys Asn Leu 
■"•■^^ 135 140 



ata aaa get ttg eaa act gtg ace tec ttc etc atg tta ttt gee act 
He Lys Ala Leu Gin Thr Val Thr Ser Phe Leu Met Leu Phe Ala Thr 

230 235 240 



tac ttt ctg tgt ata ate aca tea act tgg aat ett agg aca eag eaa 
Tyr Phe Leu Cys He He Thr Ser Thr Trp Asn Leu A?g ?hr Gin Gin 
245 250 255 

Sr III III f ° t""^ ^'^^ 9" ^tg tat cet 

Ser Lys Leu Val Leu Leu Leu Cys Gin Thr Val Ala He Met Tyr Pro 

2 60 265 270 

S^^ 111 «■ ° 1°^ «=ta aaa eag 

Ser Phe His Ser Phe He Leu He Met Gly Ser Arg Lys Leu Lys Gin 
275 280 285 

'^'^^ ^^'3 atg aca ege tga 

Thr Phe Leu Ser Val Leu Trp Gin Met Thr Arg 
290 295 



288 



336 



384 



432 



III v=? tf aca aaa gaa tat gaa gga 480 

Ala Val He Thr Met Asp Glu Arg Val Trp Thr Lys Glu Tyr Glu liy 

" 155 160 



III v!? f^^ aat gea ata cac ett tea age 528 

Asn Val Thr Trp Lys He Lys Leu Arg Asn Ala He His Leu Ser sIr 

165 170 175 

ttg act gta act act eta gea aac etc ata ccc ttt act ctg aqc eta 576 

Leu Thr Val Thr Thr Leu Ala Asn Leu He Pro Phe Thr Leu Ser Leu 

185 190 

ill cil x"^ ^""^ ^^"^ aaa eat etc aag aag 

He Cys Phe Leu Leu Leu He Cys Ser Leu Cys Lys His Leu Lys Lys 

195 200 205 

atg egg etc cat age aaa gga tct eaa gat ccc age ace aag gte eat 

Met Arg Leu His Ser Lys Gly Ser Gin Asp Pro Ser Thr LyI ?a^ His 

'^l" 215 220 



624 



672 



720 



768 



816 



864 



900 



<210> 236 
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<211> 299 
<212> PRT 
<213> homo sapiens 

<400> 236 

Met Met Cys Phe Leu Leu He He Ser Ser He Leu Val Val Phe Ala 
15 10 15 

Phe Val Leu Gly Asn Val Ala Asn Gly Phe He Ala Leu Val Asn He 
20 25 30 

He Asp Trp Val Asn Thr TVrg Lys He Ser Ser Ala Glu Gin He Leu 
35 40 45 

Thr Ala Leu Val Val Ser Arg He Gly Leu Leu Trp Val Met Leu Phe 
50 55 60 

Leu Trp Tyr Ala Thr Val Phe Asn Ser Ala Leu Tyr Gly Leu Glu Val 
65 70 75 80 

Arg He Val Ala Ser Asn Ala Trp Ala Val Thr Asn His Phe Ser Met 
85 90 95 

Trp Leu Ala Ala Ser Leu Ser He Phe Cys Leu Leu Lys He Ala Asn 
100 105 110 

Phe Ser Asn Leu He Ser Leu His Leu Lys Lys Arg He Lys Ser Val 
115 120 125 

Val Leu Val He Leu Leu Gly Pro Leu Val Phe Leu He Cys Asn Leu 
130 135 140 

Ala Val He Thr Met Asp Glu Arg Val Trp Thr Lys Glu Tyr Glu Gly 
145 150 155 160 

Asn Val Thr Trp Lys He Lys Leu Arg Asn Ala He His Leu Ser Ser 
165 170 175 

Leu Thr Val Thr Thr Leu Ala Asn Leu He Pro Phe Thr Leu Ser Leu 
180 185 190 

He Cys Phe Leu Leu Leu He Cys Ser Leu Cys Lys His Leu Lys Lys 
195 200 205 



Met Arg Leu His Ser Lys Gly Ser Gin Asp Pro Ser Thr Lys Val His 
210 215 220 
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He Lys Ala Leu Gin Thr Val Thr Ser Phe Leu Met Leu Phe Ala Thr 
225 230 235 240 

Tyr Phe Leu Cys lie He Thr Ser Thr Trp Asn Leu Arg Thr Gin Gin 
245 250 255 

Ser Lys Leu Val Leu Leu Leu Cys Gin Thr Val Ala He Met Tyr Pro 
260 265 270 

Ser Phe His Ser Phe He Leu He Met Gly Ser Arg Lys Leu Lys Gin 
275 280 285 

Thr Phe Leu Ser Val Leu Trp Gin Met Thr Arg 
290 295 



<210> 237 

<211> 900 

<212> DNA 

<213> homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (900) 

<220> 

<221> variation 

<222> (94).. (94) 

<223> SNP 

<220> 

<221> variation 

<222> (113) . . (113) 

<223> SNP 

<220> 

<221> variation 

<222> (376) . . (376) 

<223> SNP 

<220> 

<221> variation 

<222> (456) . . (456) 

<223> SNP 

<220> 

<221> variation 

<222> (673) . . (673) 

<223> SNP 

<220> 

<221> variation 

<222> (719) . . (719) 

<223> SNP 



wo 2005/007891 



<220> 

<221> variation 

<222> (799) . . (799) 

<223> SNP 

<220> 

<221> variation 

<222> (815).. (815) 

<223> SNP 
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<220> 
<221> 
<222> 
<223> 



variation 
(895) . . (895) 
SNP 



<400> 237 

'^i in III p 111 til lit III - - tit '^i s 
'^i ^i ip LI ti ir= 111 IS - s - - J!^ 

30 

r.l tit S ^Jf - - - - IS =a. a« 

45 

Kr LI ggt tta etc tgg gtc at. tta ttc 

50 „^ I"®" I-eu Trp Val Met Leu Phe 

60 

2; j;^ ?s 'Ai ;s s2 is f • i'^ 

65 '^"^ Ala Leu Tyr Gly Leu Glu Val 

75 80 

?n K 12 L-i 1.1 - - - - 

®° 95 
tgg ctt get get age etc age ata ttt tat 

Trp Leu Ala Ala Ser Leu Ser III 111 cll t ^ r *° ^cc aat 

100 fSt Ala Asn 

••■OS 110 

'^t I- ^l Zl III III 2- ^ - - a. jj. 

125 

-L^ 2- || lil til III - - - 2^ 

^-^^ 140 

All s° IS J* ?s r ir 

145 . ^^-^ Thr Lys Glu Tyr Glu Gly 

X60 

'^i f.i ?s ?g J- 5: j?^ ?" 

175 

tt, act gta act act ct, ,ca a.c etc ata ccc ttt act ct, a,c eta 



48 



96 



144 



192 



240 



288 



336 



384 



432 



480 



528 



576 
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Leu Thr Val Thr Thr Leu Ala Asn Leu He Pro Phe Thr Leu Ser Leu 
180 185 190 



T^t nil II «=tt tgt aaa cat etc aag aag 

lie Cys Phe Leu Leu Leu He Cys Ser Leu Cys Lys His Leu Lys lJs 
195 200 205 

atg egg etc cat age aaa gga tct caa gat ccc age acc aag gtc cat 

Met Arg Leu His Ser Lys Gly Ser Gin Asp Pro Ser Thr Lys vll Ss 
^■^^ 215 220 

gta aaa get ttg caa act gtg acc tec ttc etc atg tta ttt acc att 

val Lys Ala Leu Gin Thr Val Thr Ser Phe Leu Me? Leu Phe Sa Tie 

230 235 240 

tac ttt ctg tgt ata ate aca tea act tgg aat ett agg aea caa caa 

Tyr Phe Leu Cys He He Thr Ser Thr Trp Asn Leu A?g ?S Sn Gin 
245 250 



255 



age aaa ctt gta etc ctg ctt tgc caa act gtt gca ate atg tat cet 
ser Lys Leu Val Leu Leu Leu Cys Gin Thr ?al Ala He Me? Jyl Pro 
260 265 270 

lit III u^"" l""^ agg aag eta aaa eag 

ser Phe Hxs Ser Phe He Leu He Met Gly Ser Arg Lys Leu Lys GlS 
275 280 285 

acc ttt ctt tea gtt ttg tgg eag atg aca cgc tga 
Thr Phe Leu Ser Val Leu Trp Gin Met Thr Ara 
290 295 

<210> 238 

<211> 299 

<212> PRT 

<213> homo sapiens 

<400> 238 

Met Met Cys Phe Leu Leu He He Ser Ser He Leu Val Val Phe Ala 
5 10 15 

Phe Val Leu Gly Asn Val Ala Asn Gly Phe He Ala Leu Val Asn He 
20 25 30 

He Asp Trp Val Asn Thr Arg Lys He Ser Ser Ala Glu Gin He Leu 
35 40 45 

Thr Ala Leu Val Val Ser Arg He Gly Leu Leu Trp Val Met Leu Phe 
^" S5 60 

Leu Trp Tyr Ala Thr Val Phe Asn Ser Ala Leu Tyr Gly Leu Glu Val 

75 80 

Arg He Val Ala Ser Asn Ala Trp Ala Val Thr Asn His Phe Ser Met 
85 90 95 



624 



672 



720 



768 



816 



864 



900 
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Trp Leu Ala Ala Ser Leu Ser He Phe Cys Leu I,eu I^ys He Ala Asn 

105 110 

"\ 

Phe Ser Asn Leu He Ser Leu His Leu Lys Lys Arg He Lys Ser Val 
115 120 125 

Val Leu Val He Leu Leu Gly Pro Leu Val Phe Leu He Cys Asn Leu 
■■•30 135 140 

Ala Val He Thr Met Asp Glu Cys Val Trp Thr Lys Glu Tyr Glu Gly 

Asn Val Thr Trp Lys He Lys Leu Arg Asn Ala He His Leu Ser Ser 
165 170 175 

Leu Thr val Thr Thr Leu Ala Asn Leu He Pro Phe Thr Leu Ser Leu 
180 185 190 

He Cys Phe Leu Leu Leu He Cys Ser Leu Cys Lys His Leu Lys Lys 
195 200 205 

Met Arg Leu His Ser Lys Gly Ser Gin Asp Pro Ser Thr Lys Val His 
210 215 220 

Val Lys Ala Leu Gin Thr Val Thr Ser Phe Leu Met Leu Phe Ala He 

230 235 240 

Tyr Phe Leu Cys He He Thr Ser Thr Trp Asn Leu Arg Thr Gin Gin 
245 250 255 

Ser Lys Leu Val Leu Leu Leu Cys Gin Thr Val Ala He Met Tyr Pro 
260 265 270 

Ser Phe His Ser Phe He Leu He Met Gly Ser Arg Lys Leu Lys Gin 
275 280 285 

Thr Phe Leu Ser Val Leu Trp Gin Met Thr Ara 
290 295 

<210> 239 

<211> 930 

<212> DNA 

<213> homo sapiens 



<220> 
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<221> CDS 

<222> (1) . . (930) 

<220> 

<221> variation 

<222> (235) . . (235) 

<223> SNP 

<220> 

<221> variation 

<222> (421) . . (421) 

<223> SNP 



<220> 
<221> 
<222> 
<223> 



variation 
(429) , , (429) 
SNP 



<220> 
<221> 
<222> 
<223> 



variation 
(442) . . (442) 
SNP 



<220> 
<221> 
<222> 
<223> 



variation 
(516) . . (516) 
SNP 



<220> 
<221> 
<222> 
<223> 



variation 
(706) . . (706) 
SNP 



<220> 
<221> 
<222> 
<223> 



variation 
(755) (755) 
SNP 



<220> 
<221> 
<222> 
<223> 



variation 
(764) . . (764) 
SNP 



<220> 

<221> variation 

<222> (808) . . (808) 

<223> SNP 

<400> 239 

atg atg agt ttt eta cac att gtt ttt tec att eta gta gtg gtt gca 48 
Met Met Ser Phe Leu His lie Val Phe Ser lie Leu Val Val Val Ala 
^5 10 15 

ttt att ctt gga aat ttt gee aat ggc ttt ata gca ctg ata aat ttc 96 
Phe He Leu Gly Asn Phe Ala Asn Gly Phe He Ala Leu He Asn Phe 
20 25 30 

att gee tgg gtc aag aga caa aag ate tec tea get gat caa att att 144 
He Ala Trp Val Lys Arg Gin Lys He Ser Ser Ala Asp Gin He He 
35 40 45 
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s ni m til III - - 

His ^" iVr l" ill ^- 

65 70 ®^ Thr Ser Ser Asn X.eu Lys Val 

75 80 

til til III III ITr til m - ;s til ill ll: III - 

90 95 

tgg ctt get act age etc age ata t^-^ i-=+. 
Trp Leu Ala Thr Ser Leu Ser lie ttl I ^^'^ 

100 fjc Val Asn 

lit iTr til til P^e III '^l r r« ^'^ "9 gta 
111 ""-^ ?" "-ys Lys aia Lys Ser Val 

125 

2^ - Ig - - - eac 

■^-^^ 140 

v3 £1 SL" J| ill - a. ga ,aa 

160 

?s - |i s 2? ii- K SsS 

170 175 

'^i ?S Ka S 2: li=a' I- - ga «c a. a„ 

185 

S sM - - ^ III - - aa, 

^uu 205 

Me? Ill III III III ITr Sn L'^ ^ 

210 ^ oT^ ^^'^ ^^"^ ser Thr Lys lie His 

•'15 220 

Ss ll" ?S IS f ° °" '™ att 

225 230 ® '"^^ ^^"^ lie 

235 240 

'41 tli - III III III III - - - JJI cca 

255 

IK III m 111 2i lit X I?; Ill 

260 otc ^-^y -^^^ Tyr Pro 

S« is - a=, «a aa, =a, 

275 ipft P ^■'■y Thr Leu Lys Gin 

280 285 

ace ttt ett tea gtt ttg tgg cag gtg act tge tgg gca aaa gga cag 



240 



288 



336 



384 



432 



480 



528 



576 



624 



672 



720 



768 



816 



864 



wo 2005/007891 

406/447 PCT/US2004/019489 

Thr Phe Leu Ser Val Leu Trp Gin Val Thr Cys Trp Ala Lys Gly Gin 

300 

aac cag tea act cca tag 

Asn Gin Ser Thr Pro 930 
305 



<210> 240 

<211> 309 

<212> PRT 

<213> homo sapiens 



<400> 240 

Met Met Ser Phe Leu His He Val Phe Ser He Leu Val Val Val Ala 



10 



15 



Phe He Leu Gly Asn Phe Ala Asn Gly Phe He Ala Leu He Asn Phe 



25 30 



He Ala Trp Val Lys Arg Gin Lys He Ser Ser Ala Asp Gin He He 

40 45 

Ala Ala Leu Ala Val Ser Lys Val Gly Leu Leu Trp Val He Leu Leu 

55 60 

His Trp Tyr Ser Thr Val Leu Asn Pro Thr Ser Ser Asn Leu Lys Val 



80 



He He Phe He Ser Asn Ala Trp Ala Val Thr Asn His Phe Ser He 



90 



95 



Trp Leu Ala Thr Ser Leu Ser He Phe Tyr Leu Leu Lys He Val Asn 
Phe ser Arg Leu He Phe His His Leu Lys Arg Lys Ala Lys Ser Val 



val Leu Val He Val Leu Gly Ser Leu Phe Phe Leu Val Cys His Leu 

Val Met Lys His Thr Tyr He Asn Val Trp Thr Glu Glu Cys Glu Gly 

155 160 



Asn Val Thr Trp Lys He Lys Leu Arg Asn Ala Met His Leu Ser Asn 

170 ;^75 

Leu Thr Val Ala Met Leu Ala Asn Leu He Pro Phe Thr Leu Thr Leu 

185 19Q 
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lie Ser Phe Leu Leu Leu He Tyr Ser Leu Cys Lys His Leu Lys Lys 

200 205 

Met Gin Leu His Gly Lys Gly Ser Gin Asp Pro Ser Thr Lys He His 

215 220 

lie Lys Ala Leu Gin Thr Val Thr Ser Phe Leu He Leu Leu Ala He 
'^^^ 230 235 240 

Tyr Phe Leu Cys Leu He He Ser Phe Trp Asn Phe Lys Met Arg Pro 
245 250 255 

Lys Glu He Val Leu Met Leu Cys Gin Ala Phe Gly He He Tyr Pro 
260 265 270 

Ser Phe His Ser Phe He Leu He Trp Gly Asn Lys Thr Leu Lys Gin 
275 280 285 

Thr Phe Leu Ser Val Leu Trp Gin Val Thr Cys Trp Ala Lys Gly Gin 

^yu 295 



Asn Gin Ser Thr Pro 
305 



<210> 241 

<211> 930 

<212> DNA 

<213> homo sapiens 



<220> 

<221> CDS 

<222> (1) (930) 

<220> 

<221> variation 

<222> (235) . . (235) 

<223> SNP 

<220> 

<221> variation 

<222> (421).. (421) 

<223> SNP 

<220> 

<221> variation 

<222> (429) . . (429) 

<223> SNP 

<220> 

<221> variation 



300 
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<222> (442).. (442) 
<223> SNP 



<220> 

<221> variation 

<222> (516).. (516) 

<223> SNP 



<220> 

<221> variation 

<222> (706).. (706) 

<223> SNP 



<220> 

<221> variation 

<222> (755).. (755) 

<223> SNP 



<220> 

<221> variation 

<222> (764).. (764) 

<223> SNP 

<220> 

<221> variation 

<222> (808).. (808) 

<223> SNP 



<400> 241 

^If ^^^'^ 9tt ttt tec att eta gta gtg gtt gca 

Met Met Ser Phe Leu His He Val Phe Ser He Leu ?al ?al ?al Ila 
■^5 10 



15 



Itl T agg aag get aag agt gta 

Phe Ser Arg Leu lie Phe His His Leu Lys Arg Lys Ila LyI ler vll 
115 120 125 



48 



96 



144 



Ihl Ti T ata gca ctg ata aat ttc 

Phe He Leu Gly Asn Phe Ala Asn Gly Phe He Ala LeS He Asn Phe 
2° 25 30 

^^9r ate tee tea get gat caa att att 
He Ala Trp Val Lys Arg Gin Lys He Ser Ser Ila Isp G^n Ke Se 
35 40 45 

Ila Sn l^l f ? f^^ °tc tgg gta ata tta tta 192 

Ala Ala Leu Ala Val Ser Lys Val Gly Leu Leu Trp Val He Leu Leu 
^" 55 60 

gtg ttg aat cca act tea tct aat tta aaa ata 
His Trp Tyr Ser Thr Val Leu Asn Pro Thr Ser Ser Asn Leu Lys ?al 

75 80 

I^e Se III tT. l""^ i^"" ^"^^ ^tc 

lie He Phe He Ser Asn Ala Trp Ala Val Thr Asn His Phe Ser He 

85 90 95 

tgg ctt get act age etc age ata ttt tat ttg etc aag ate gtc aat 
Trp Leu Ala Thr Ser Leu Ser He Phe Tyr Leu Leu Lys He vll Asn 
100 105 110 



240 



288 



336 



384 
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gtt ctg gtg ata gtg ttg ggg tct ttg ttc ttt ttg gtt tgt cac ctt 430 

Val Leu Val lie Val Leu Gly Ser Leu Phe Phe Leu Val Cys His Leu 
130 135 140 

f^l 5tg tgg aca gaa gaa tgt gaa gga 480 

Val Met Lys His Thr Tyr He Asn Val Trp Thr llu Glu C?s §lu lly 

150 155 16Q 

aac gta act tgg aag ate aaa ctg agg aat gca atg cac ctt tec aac 
Asn Val Thr Trp Lys He Lys Leu Arg Asn Ala Met His Leu Ser Asn 
165 170 175 

ttg act gta gcc atg eta gca aac ttg ata cca ttc act ctg acc ctg 
Leu Thr Val Ala Met Leu Ala Asn Leu He Pro Phe Thr Leu Thr Leu 
180 185 190 

ata tct ttt ctg ctg tta ate tac tct ctg tgt aaa cat ctg aag aag 
He Ser Phe Leu Leu Leu He Tyr Ser Leu Cys Lys His Leu Lys Lys 
195 200 205 

atg cag etc cat ggc aaa gga tct caa gat ecc age acc aag ate cac 
Met Gin Leu His Gly Lys Gly Ser Gin Asp Pro Ser Thr Lys He His 
210 215 22Q 

ata aaa get ctg caa act gtg acc tec ttc etc ata tta ctt gee att 
He Lys Ala Leu Gin Thr Val Thr Ser Phe Leu He Leu Leu Ala He 

230 235 24Q 

tac ttt ctg tgt eta ate ata teg ttt tgg aat ttt aag atg cga cca 
Tyr Phe Leu Cys Leu He He Ser Phe Trp Asn Phe Lys Met Arg Pro 
245 250 255 

aaa gaa att gtc tta atg ctt tgc caa get ttt gga ate gta tat cca 
Lys Glu He Val Leu Met Leu Cys Gin Ala Phe Gly He Val Tyr Pro 
260 265 270 

tea ttc cac tea ttc att ctg att tgg ggg aac aag aeg eta aag cag 
Ser Phe His Ser Phe He Leu He Trp Gly Asn Lys Thr Leu Lys Gin 
275 280 285 

m III ""^^ gca aaa gga cag 912 

Thr Phe Leu Ser Val Leu Trp Gin Val Thr Cys Trp Ala Lys Gly Gin 
290 295 300 



528 



576 



624 



672 



720 



768 



816 



864 



aac cag tea act cca tag 
Asn Gin Ser Thr Pro 
305 



930 



<210> 242 

<211> 309 

<212> PRT 

<213> homo sapiens 

<400> 242 

Met Met Ser Phe Leu His He Val Phe Ser He Leu Val Val Val Ala 
15 10 15 



He Leu Gly Asn Phe Ala Asn Gly Phe He Ala Leu He Asn Phe 
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20 25 



410/447 



30 



PCT/US2004/019489 



lie Ala Trp Val Lys Arg Gin Lys lie Ser Ser Ala Asp Gin lie lie 
35 40 45 

Ala Ala heu Ala Val Ser Lys Val Gly Leu Leu Trp Val lie Leu Leu 
50 55 60 

His Trp Tyr Ser Thr Val Leu Asn Pro Thr Ser Ser Asn Leu Lys Val 
65 70 75 80 

He He Phe He Ser Asn Ala Trp Ala Val Thr Asn His Phe Ser He 
85 90 95 

Trp Leu Ala Thr Ser Leu Ser He Phe Tyr Leu Leu Lys He Val Asn 
100 105 110 

Phe Ser Arg Leu He Phe His His Leu Lys Arg Lys Ala Lys Ser Val 
115 120 125 

Val Leu Val He Val Leu Gly Ser Leu Phe Phe Leu Val Cys His Leu 
130 135 140 

Val Met Lys His Thr Tyr He Asn Val Trp Thr Glu Glu Cys Glu Glv 
"5 150 155 160 

Asn Val Thr Trp Lys He Lys Leu Arg Asn Ala Met His Leu Ser Asn 
165 170 175 

Leu Thr Val Ala Met Leu Ala Asn Leu He Pro Phe Thr Leu Thr Leu 
180 185 190 

He Ser Phe Leu Leu Leu He Tyr Ser Leu Cys Lys His Leu Lys Lys 
195 200 205 

Met Gin Leu His Gly Lys Gly Ser Gin Asp Pro Ser Thr Lys He His 
210 215 220 

He Lys Ala Leu Gin Thr Val Thr Ser Phe Leu He Leu Leu Ala He 
225 230 235 240 



Tyr Phe Leu Cys Leu He He Ser Phe Trp Asn Phe Lys Met Arg Pro 
245 250 255 



Lys Glu He Val Leu Met Leu Cys Gin Ala Phe Gly He Val Tyr Pro 
260 265 270 
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Ser Phe His Ser Phe He Leu lie Trp Gly Asn Lys Thr Leu Lys Qln 

Thr Phe Leu Ser Val Leu Trp Gin Val Thr Cys Trp Ala Lys Gly Gin 

295 300 

Asn Gin Ser Thr Pro 
305 



<210> 243 
<211> 930 
<212> DNA 
<213> homo sapiens 

<220> 

<221> CDS 

<222> (1) (930) 

<220> 

<221> variation 
<222> (235).. (235) 

<223> SNP 

<220> 

<221> variation 
<222> (421) . . (421) 

<223> SNP 

<220> 

<221> variation 
<222> (429).. (429) 

<223> SNP 

<220> 

<221> variation 

<222> (442) . . (442) 

<223> SNP 

<220> 

<221> variation 

<222> (516) . . (516) 

<223> SNP 

<220> 

<221> variation 

<222> (706) . . (706) 

<223> SNP 

<220> 

<221> variation 

<222> (755) .. (755) 

<223> SNP 



<220> 

<221> variation 
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<222> (764) (764) 

<223> SNP 

<220> 

<221> variation 

<222> (808) (808) 

<223> SNP 

<400> 243 



PCT/US2004/019489 

412/447 



til III III I- III - ill ^11 - " 

^ 10 15 

'^l III '^l |J ^^l HI III III lil 111 IT. III ^l - 
ill S ?L= I?. 1?^ J^l ?2 - - - 1;^ - - 

£^ - - in 1^1 s ?!? s: 

55 60 

hIs ?yr ser ?hr vll l""" ^'^^ "a aaa gta 

rrp Tyr Ser Thr Val Leu Asn Pro Thr Ser Ser Asn Leu Lys ?al 



80 



95 



ti ill III lii m IT. Ill III III - - - 
?;? «ei ij^ sn ?s ?g - - ?s IK III IK IS 



160 



175 



144 



192 



ill ill III T^l f ^ ^^'^ ttc age ate 288 

He He Phe He Ser Asn Ala Trp Ala Val Thr Asn His Phe Se? lie 

°^ 90 



Si S S K ill III J- III Si 

^1= Si ill S Si IT. fit SI S SI £ - 



432 



480 



L'i Si SI - 1- - SI^ LI Si III S Si ^ii Jii 



Si Si ?it Si SI Si I!i Sli Si III til III Si Si ?S Si 

185 190 

ill III ^S Si Si Si ill III - III -I -I III .jj a,, 
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atg cag etc cat ggc aaa gga tct caa gat ccc age acc aag ate cac 

Met Gin Leu His Gly Lys Gly Ser Gin Asp Pro Ser Thr Lys He His 
210 215 220 

ata aaa get ctg caa act gtg acc tec ttc etc ata tta ctt gcc att 

lie hys Ala Leu Gin Thr Val Thr Ser Phe Leu He Leu Leu Ala He 

230 235 240 

tac ttt ctg tgt eta ate ata teg ttt tgg aat ttt aag atg cga cca 

Tyr Phe Leu Cys Leu He He Ser Phe Trp Asn Phe Lys Met Arg Pro 
245 250 255 

Jvs rll ""^^ ate ata tat cca 

Lys Glu He Val Leu Met Leu Cys Gin Ala Phe Gly He He Tyr Pro 
260 265 270 

tT o""^ eta aag cag 

ser Phe His Ser Phe He Leu He Trp Gly Asn Lys Thr Leu Lys Gin 
275 280 285 

?Sr III r^J. tit 111 Sf? ?}J t?^ -a gga cag 

Trp 

300 



Thr- Phi tI a ,r , , ^ ^ ^''y tgg gca aaa gga cag 

^^'^ ^^'^ '^^^ Cys Trp Ala Lys Gly Gin 

^90 295 



aac cag tea act cca tag 
Asn Qln Ser Thr Pro 
305 



<210> 244 

<211> 309 

<212> PRT 

<213> homo sapiens 



<400> 244 



Met Met Ser Phe Leu His He Val Phe Ser He Leu Val Val Val Ala 
^5 10 15 

Phe He Leu Gly Asn Phe Ala Asn Gly Phe He Ala Leu He Asn Phe 
20 25 30 

He Ala Trp Val Lys Arg Gin Lys He Ser Ser Ala Asp Gin He He 
35 40 45 

Ala Ala Leu Ala Val Ser Lys Val Gly Leu Leu Trp Val He Leu Leu 
^0 55 60 

His Trp Tyr Ser Thr Val Leu Asn Pro Thr Ser Ser Asn Leu Lys Val 

70 75 80 

He He Phe He Ser Asn Ala Trp Ala Val Thr Asn His Phe Ser He 
85 90 95 

Trp Leu Ala Thr Ser Leu Ser He Phe Tyr Leu Leu Lys He Val Asn 



672 



720 



768 



816 



864 



912 



930 
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100 



414/447 

105 



PCT/US2004/019489 

110 



Phe Ser Arg Leu lie Phe His His Leu Lys Arg Lys Ala Lys Ser Val 
115 120 125 



Val Leu Val He Val Leu Gly Ser Leu Phe Phe Leu Val Cys His Leu 
130 135 140 



Val Met Lys His Thr Tyr He Asn Val Trp Thr Glu Glu Cys Glu Gly 
145 150 155 160 



Asn Val Thr Trp Lys He Lys Leu Arg Asn Ala He His Leu Ser Asn 
165 170 175 



Leu Thr Val Ala Met Leu Ala Asn Lev He Pro Phe Thr Leu Thr Leu 
180 185 190 



He Ser Phe Leu Leu Leu He Tyr Ser Leu Cys Lys His Leu Lys Lys 
195 200 205 



Met Gin Leu His Gly Lys Gly Ser Gin Asp Pro Ser Thr Lys He His 
210 215 220 



He Lys Ala Leu Gin Thr Val Thr Ser Phe Leu He Leu Leu Ala He 
225 230 235 240 



Tyr Phe Leu Cys Leu He He Ser Phe Trp Asn Phe Lys Met Arg Pro 
245 250 255 



Lys Glu He Val Leu Met Leu Cys Gin Ala Phe Gly He He Tyr Pro 
260 265 270 



Ser Phe His Ser Phe He Leu He Trp Gly Asn Lys Thr Leu Lys Gin 
275 280 285 



Thr Phe Leu Ser Val Leu Trp Gin Val Thr Cys Trp Ala Lys Gly Gin 
290 295 300 



Asn Gin Ser Thr Pro 
305 



<210> 245 

<211> 930 

<212> DNA 

<213> homo sapiens 
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<220> 

<221> CDS 

<222> (1)..(930) 

<220> 

<221> variation 

<222> (235) . . (235) 

<223> SNP 



<220> 

<221> variation 

<222> (421) . . (421) 

<223> SNP 



<220> 

<221> variation 

<222> (429) . . (429) 

<223> SNP 

<220> ' 

<221> variation 

<222> (442) . . (442) 

<223> SNP 

<220> 

<221> variation 

<222> (516) • . (516) 

<223> SNP 

<220> 

<221> variat±on 

<222> (706) . . (706) 

<223> SNP 

<220> 

<221> variation 

<222> (755) . . (755) 

<223> SNP 

<220> 

<221> variation 

<222> (764) , . (764) 

<223> SNP 



<220> 

<221> variation 

<222> (808) . . (808) 

<223> SNP 



<400> 245 

atg atg agt ttt eta cac att gtt ttt tec att eta gta gtg gtt gca 48 

Met Met Ser Phe Leu His lie Val Phe Ser lie Leu Val Val Val Ala 
^ 5 10 15 

9gc ttt ata gca ctg ata aat tte 96 
Phe He Leu Gly Asn Phe Ala Asn Gly Phe He Ala Leu He Asn Phe 
20 25 30 

att gee tgg gtc aag aga caa aag ate tec tea get gat eaa att att 144 
lie Ala Trp Val Lys Arg Gin Lys He Ser Ser Ala Asp Gin He He 
35 40 45 
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get get ctg gca gtc tec aaa gtt ggt ttg etc tgg gta ata tta tta 
Ala Ala I,eu Ala Val Ser Lys Val Gly Leu Leu Trp ?al He ^eu Leu 
^" 55 60 

»t= tea tct aat tta aaa gta 

Hxs Trp Tyr Ser Thr Val Leu Asn Pro Thr Ser Ser Asn Leu Lys ?al 

70 75 ^ Qo 

T^t T?^ 11^ r^^ ^"'^ ^-^^ 9ta acc aat cat ttc age ate 

He He Phe He Ser Asn Ala Trp Ala Val Thr Asn His Phe sIr lie 
85 90 95 

tgg ctt get act age etc age ata ttt tat ttg etc aag ate gtc aat 
Trp Leu Ala Thr Ser Leu Ser He Phe Tyr Leu Leu Lys He III Asn 
100 105 HO 

ttc tee aga ctt att ttt eat.eae tta aaa agg aag get aag agt gta 
Phe Ser Arg Leu He Phe His His Leu Lys A?g Lys Ila Lys III vll 
115 120 125 

gtt ctg gtg ata gtg ttg ggg tct ttg tte ttt ttg gtt tgt cac ett 

val Leu Val He Val Leu Gly Ser LeS Phe Phe Leu ?al Cys His Leu 

•^•^y 135 140 

M^? l^"" tgg aca gaa gaa tgt gaa gga 

Val Met Lys Asn Thr Tyr He Asn Val Trp Thr Glu Glu cjs Slu l?y 

^50 155 j^gQ 

A^n v^f l^^ f^^ ^^"^ aat gca atg cac ctt tee aac 

Asn val Thr Trp Lys He Lys Leu Arg Asn Ala Me? His Leu Ser lln 
165 170 

ttg act gta gee atg eta gea aae ttg ata eea ttc act eta anc^ ni-rr 
Leu Thr Val Ala Met Leu Ala Asn Leu He Pro pSe ?hr Leu ?S ill 
180 185 190 

ill Ser III fl? t"^ aaa eat etg aag aag 

He Ser Phe Leu Leu Leu He Tyr Ser Leu Cys Lys His Leu Lys Lys 
195 200 



205 



atg cag etc cat ggc aaa gga tct caa gat ccc ago acc aag ate cae 
Met Gin Leu His Gly Lys Gly Ser Gin Asp Pro Ser Thr lJs ?le Us 



220 



ata aaa got etg caa act gtg aee tee tte etc ata tta ctt acc att 
He Lys Ala Leu Gin Thr Val Thr Ser Phe Leu He Leu Leu Sa 111 

230 



235 240 



P^! ^^'^ ^''^ ttt aag atg ega eea 

Tyr Phe Leu Cys Leu He He Ser Phe Trp Asn Phe Lys Me? Arg Pro 
245 250 



255 



192 



240 



288 



336 



384 



432 



480 



528 



576 



624 



672 



720 



768 



816 



aaa gaa att gte tta atg ett tgc caa get ttt gga ate ata tat eea 
Lys Glu He Val Leu Met Leu Cys Gin Ala Phe ciy He He T^r Pro 
260 265 270 

Ser Phf R^"" f ^ ok"" ""^^ ^""^ eta aag cag 864 

Ser Phe H^s Ser Phe He Leu He Trp Gly Asn Lys Thr Leu LyI Gin 

280 



285 



wo 2005/007891 PCT/US2004/019489 



417/447 

acc ttt ctt tea gtt ttg tgg cag gtg act tgc tgg gca aaa gga cag 
Thr Phe Leu Ser Val Leu Trp Gin Val Thr Cys Trp Ala Lys Gly Gin 
290 295 300 

aac cag tea act cca tag 
Asn Gin Ser Thr Pro 
305 



<210> 246 

<211> 309 

<212> PRT 

<213> homo sapiens 

<400> 246 

Met Met Ser Phe Leu His lie Val Phe Ser He Leu Val Val Val Ala 
15 10 15 

Phe He Leu Gly Asn Phe Ala Asn Gly Phe He Ala Leu He Asn Phe 
20 25 30 

He Ala Trp Val Lys Arg Gin Lys He Ser Ser Ala Asp Gin He He 
35 40 45 

Ala Ala Leu Ala Val Ser Lys Val Gly Leu Leu Trp Val He Leu Leu 
50 55 60 

His Trp Tyr Ser Thr Val Leu Asn Pro Thr Ser Ser Asn Leu Lys Val 
^5 70 75 80 

He He Phe He Ser Asn Ala Trp Ala Val Thr Asn His Phe Ser He 
85 90 95 

Trp Leu Ala Thr Ser Leu Ser He Phe Tyr Leu Leu Lys He Val Asn 
100 105 110 

Phe Ser Arg Leu He Phe His His Leu Lys Arg Lys Ala Lys Ser Val 
115 120 125 

Val Leu Val He Val Leu Gly Ser Leu Phe Phe Leu Val Cys His Leu 
130 135 140 

Val Met Lys Asn Thr Tyr He Asn Val Trp Thr Glu Glu Cys Glu Glv 
145 150 155 160 

Asn Val Thr Trp Lys He Lys Leu Arg Asn Ala Met His Leu Ser Asn 
165 170 175 



912 



930 



Leu Thr Val Ala Met Leu Ala Asn Leu He Pro Phe Thr Leu Thr Leu 
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180 



418/447 

185 



PCT/US2004/019489 

190 



He Ser Phe Leu Leu Leu He Tyr Ser Leu Cys Lys His Leu Lys Lys 
195 200 205 

Met Gin Leu His Gly Lys Gly Ser Gin Asp Pro Ser Thr Lys He His 

215 220 

lie Lys Ala Leu Gin Thr Val Thr Ser Phe Leu He Leu Leu Ala He 

230 235 240 

Tyr Phe Leu Cys Leu He He Ser Phe Trp Asn Phe Lys Met Arg Pro 
245 250 255 

Lys Glu He Val Leu Met Leu Cys Gin Ala Phe Gly He He Tyr Pro 

265 270 

Ser Phe His Ser Phe He Leu He Trp Gly Asn Lys Thr Leu Lys Gin 
275 280 285 

Thr Phe Leu Ser Val Leu Trp Gin Val Thr Cys Trp Ala Lys Gly Gin 



290 295 



Asn Gin Ser Thr Pro 
305 



<210> 247 

<211> 930 

<212> DNA 

<213> homo sapiens 



<220> 

<221> CDS 

<222> (1) . . (930) 

<220> 

<221> variation 

<222> (235) . . (235) 

<223> SNP 

<220> 

<221> variation 

<222> (421) . . (421) 

<223> SNP 

<220> 

<221> variation 

<222> (429) . . (429) 

<223> SNP 

<220> 



300 
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<221> variation 
<222> (442) . . (442) 
<223> SNP 



<220> 

<221> variation 

<222> (516) . • (516) 

<223> SNP 



<220> 

<221> variation 

<222> (706) . . (706) 

<223> SNP 

<220> 

<221> variation 

<222> (755) . , (755) 

<223> SNP 



<220> 

<221> variation 

<222> (764) (764) 

<223> SNP 



<220> 

<221> variation 

<222> (808) . . (808) 

<223> SNP 



<400> 247 



atg atg agt ttt eta cac att gtt ttt tec att eta gta gtg gtt gca 
Met Met Ser Phe Leu His He Val Phe Ser He Leu Val Val Val Ala 
^5 10 15 



48 



ttt att ctt gga aat ttt gee aat ggc ttt ata gca ctg ata aat ttc 96 
Phe He Leu Gly Asn Phe Ala Asn Gly Phe He Ala Leu He Asn Phe 
20 25 30 

att gcc tgg gtc aag aga caa aag ate tec tea get gat caa att att 14 4 

He Ala Trp Val hys Arg Gin Lys He Ser Ser Ala Asp Gin He He 
35 40 45 

get get ctg gca gtc tec aaa gtt ggt ttg etc tgg gta ata tta tta 
Ala Ala Leu Ala Val Ser Lys Val Gly Leu Leu Trp Val He Leu Leu 
50 55 60 

cat tgg tat tea act gtg ttg aat eca act tea tet aat tta aaa gta 
Hxs Trp Tyr Ser Thr Val Leu Asn Pro Thr Ser Ser Asn Leu Lys Val 
65 70 75 



80 

ata att ttt att tet aat gcc tgg gca gta acc aat cat ttc age ate 
He He Phe He Ser Asn Ala Trp Ala Val Thr Asn His Phe Ser He 
85 90 95 

tgg ctt get act age etc age ata ttt tat ttg etc aag ate gtc aat 
Trp Leu Ala Thr Ser I,eu Ser He Phe Tyr Leu Leu Lys He Val Asn 
100 105 110 

ttc tee aga ctt att ttt cat cac tta aaa agg aag get aag agt gta 
Phe Ser Arg Leu He Phe His His Leu Lys Arg Lys Ala Lys Ser Val 
115 120 125 



192 



240 



288 



336 



384 
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gtt ctg gtg ata gtg ttg ggg tct ttg ttc ttt ttg gtt tgt caa ctt 432 
Val Leu Val He Val Leu Gly Ser Leu Phe Phe Leu Val c?s Gin Leu 

135 140 

v!? r° 9tg tgg aca gaa gaa tgt gaa gga 480 

Val Met Lys Asn Thr Tyr He Asn Val Trp Thr Glu Glu cjs llu Gly 

150 155 leS 

aac gta act tgg aag ate aaa ctg agg aat gca atg cac ctt tec aac <5?ft 
Asn val Thr Trp Lys He Lys Leu Arg Asn Ila Me? His Leu Ser Jsn 
165 170 -^75 

r^'^ IZ^ f^f ttg ata cca ttc act ctg ace ctq 

Leu Thr Val Ala Met Leu Ala Asn Leu He Pro Phe Thr Leu Thr Leu 
180 185 190 

T^l til IV" tet ctg tgt aaa cat ctg aag aag 

He ser Phe Leu Leu Leu He Tyr Ser Leu Cys Lys His LeS LyI LyI 
195 200 205 

atg cag etc cat ggc aaa gga tct caa gat ccc age aoc aag ate cae 
Met Gin Leu His Gly Lys Gly Ser Gin Asp Pro Ser Thr LyJ ill HI 
210 215 220 

T^l f^^ ^""^ ^tg acc tec ttc etc gta tta ctt gee att 

He Lys Ala Leu Gin Thr Val Thr Ser Phe Leu Val Leu Leu Ala He 
225 230 235 240 

III PH^ ^^"^ ^""^ ttt tgg aat tet aag atg eta cca 

Tyr Phe Leu Cys Leu He He Ser Phe Trp Asn Ser Lys Met Leu Pro 
245 250 255 

aaa gaa att gtc tta atg ctt tgc caa get ttt gga ate ata tat cca 
Lys Glu He Val Leu Met Leu Cys Gin Ala Phe Gly He He Tyr Pro 
260 265 270 

til PK° «.° tgg ggg aac aag aeg eta aag cag 

Ser Phe His Ser Phe He Leu He Trp Gly Asn Lys Thr Leu Lys Gin 
275 280 285 

n^^ ^""^ ^tg tgg cag gtg act tgc tgg gca aaa gga cag 

Thr Phe Leu Ser Val Leu Trp Gin Val Thr Cys T^p Ila Lys l?y gS 
290 295 300 

aac cag tea act eca tag 
Asn Gin Ser Thr Pro 
305 



576 



624 



672 



720 



768 



816 



864 



912 



930 



<210> 248 

<211> 309 

<212> PRT 

<213> homo sapiens 

<400> 248 

Met Met Ser Phe Leu His He Val Phe Ser He Leu Val Val Val Ala 
5 10 15 
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Phe He Leu Gly Asn Phe Ala Asn Gly Phe He Ala Leu He Asn Phe 
20 25 30 

He Ala Trp Val Lys Arg Gin Lys He Ser Ser Ala Asp Gin He He 
35 40 45 

Ala Ala Leu Ala Val Ser Lys Val Gly Leu Leu Trp Val He Leu Leu 
50 55 60 

His Trp Tyr Ser Thr Val Leu Asn Pro Thr Ser Ser Asn Leu Lys Val 
65 70 75 80 

He He Phe He Ser Asn Ala Trp Ala Val Thr Asn His Phe Ser He 
85 90 95 

Trp Leu Ala Thr Ser Leu Ser He Phe Tyr Leu Leu Lys He Val Asn 
100 105 110 

Phe Ser Arg Leu He Phe His His Leu Lys Arg Lys Ala Lys Ser Val 
115 120 125 

Val Leu Val He Val Leu Gly Ser Leu Phe Phe Leu Val Cys Gin Leu 
130 135 140 

Val Met Lys Asn Thr Tyr He Asn Val Trp Thr Glu Glu Cys Glu Gly 
145 150 155 160 

Asn Val Thr Trp Lys He Lys Leu Arg Asn Ala Met His Leu Ser Asn 
165 170 175 

Leu Thr Val Ala Met Leu Ala Asn Leu He Pro Phe Thr Leu Thr Leu 
180 185 190 

He Ser Phe Leu Leu Leu He Tyr Ser Leu Cys Lys His Leu Lys Lys 
195 200 205 

Met Gin Leu His Gly Lys Gly Ser Gin Asp Pro Ser Thr Lys He His 
210 215 220 

He Lys Ala Leu Gin Thr Val Thr Ser Phe Leu Val Leu Leu Ala He 
225 230 235 240 

Tyr Phe Leu Cys Leu He He Ser Phe Trp Asn Ser Lys Met Leu Pro 
245 250 255 



Lys Glu He Val Leu Met Leu Cys Gin Ala Phe Gly He He Tyr Pro 
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260 265 



270 



Ser Phe His Ser Phe He Leu He Trp Gly Asn Lys Thr Ley Lys Gin 
275.- 280 285 

'^^'^ oan ^^"^ ^^"^ ^^"^ ^^"^ Thr Cys Trp Ala Lys Gly Gin 

290 295 300 

Asn Gin Ser Thr Pro 
305 



<210> 249 

<211> 930 

<212> DNA 

<213> homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (930) 

<220> 

<221> variation 

<222> (235) . . (235) 

<223> SNP 

<220> 

<221> variation 

<222> (421) . . (421) 

<223> SNP 

<220> 

<221> variation 

<222> (429) . . (429) 

<223> SNP 

<220> 

<221> variation 

<222> (442) . . (442) 

<223> SNP 

<220> 

<221> variation 

<222> (516) • . (516) 

<223> SNP 

<220> 

<221> variation 

<222> (706) . . (706) 

<223> SNP 

<220> 

<221> variation 

<222> (755) . . (755) 

<223> SNP 



<220> 
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<221> variation 
<222> (764).. (764) 
<223> SNP 
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<220> 

<221> variation 

<222> (808).. (808) 

<223> SNP 



<400> 249 

atg atg agt ttt eta cac att gtt ttt tec att eta gta ata att ana 

Met Met 5er Phe Leu His He Val Phe Ser He Leu ?al vll ill ISl 
15 10 15 

nv^ x^^^ f^^ ^^'^ 5gc ttt ata gca ctg ata aat ttc 

Phe He Leu Gly Asn Phe Ala Asn Gly Phe He lla LeS He ^n Phe 
20 25 30 

He iSa f^^ ''^^ 9ct gat caa att att 

He Ala Trp Val Lys Arg Gin Lys He Ser Ser Ala Asp Gin He He 
35 40 45 

I?^ f?^ S^f etc tgg gta ata tta tta 

Ala Ala Leu Ala Val Ser Lys Val Gly Leu Leu Trp Val He Leu Leu 

55 60 

S^o ^""^ ^""^ tea tct aat tta aaa gta 

His Trp Tyr Ser Thr Val Leu Asn Pro Thr Ser Ser Asn Leu Lys Val 

75 80 

T^^ IV" ^""^ gca gta ace aat cat ttc age ate 

He He Phe He Ser Asn Ala Trp Ala Val Thr Asn His Phe sir He 
85 90 95 

til f?^ etc aag ate gtc aat 

Trp Leu Ala Thr Ser Leu Ser He Phe Tyr Leu Leu Lys He Val Asn 
100 105 110 

ttc tec aga ctt att ttt cat eac tta aaa agg aag get aag agt gta 
Phe ser Arg Leu He Phe His His Leu Lys Arg LyI Jla LyI Ser Val 
lis 120 125 

ttc ttt ttg att tgt caa ctt 
Val Leu Val He Val Leu Gly Ser Leu Phe Phe Leu He cjs Gin Leu 

135 140 

r° gtg tgg aca gaa gaa tgt gaa gga 

Val Met Lys Asn Thr Tyr He Asn Val Trp Thr Glu Glu Cys Glu Sy 

150 155 j^gQ 

aae gta act tgg aag ate aaa ctg agg aat gca atg cac ctt tee aac 
Asn Val Thr Trp Lys He Lys Leu Arg Asn Ila Me? His Leu Ser Ssn 
165 170 175 

ttg act gta gee atg eta gca aac ttg ata cea ttc act ctg ace eta 
Leu Thr Val Ala Met Leu Ala Asn Leu He Pro Phe Thr Leu ?hr Seu 
180 185 190 

IT" IV" ""^^ tac tet ctg tgt aaa cat ctg aag aag 

He Ser Phe Leu Leu Leu He Tyr Ser Leu Cys Lys His Leu LyI lyl 

200 205 



48 



96 



144 



192 



240 



288 



336 



384 



432 



480 



528 



576 



624 
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atg cag etc cat ggc aaa gga tct caa gat ccc age acc aag ate eac 
Met Gin Leu His Gly Lys Gly Ser Gin Asp Pro Ser Thr Lys He His 
210 215 220 

ata aaa get ctg caa act gtg acc tec ttc etc gta tta ctt gee att 
lie Lys Ala Leu Gin Thr Val Thr Ser Phe Leu Val Leu Leu Ala He 
225 230 235 240 

tac ttt ctg tgt eta ate ata teg ttt tgg aat tct aag atg eta cca 
Tyr Phe Leu Cys Leu He He Ser Phe Trp Asn Ser Lys Met Leu Pro 
245 250 255 

aaa gaa att gte tta atg ctt tge caa get ttt gga ate ata tat cca 
Lys Glu He Val Leu Met Leu Cys Gin Ala Phe Gly He He Tyr Pro 
2 60 265 270 

tea ttc cac tea ttc att ctg att tgg ggg aac aag aeg eta aag cag 
§er Phe His Ser Phe He Leu He Trp Gly Asn Lys Thr Leu Lys Gin 
275 280 285 

acc ttt ctt tea gtt ttg tgg cag gtg act tge tgg gea aaa gga cag 

oo« ^^"^ ^^"^ Cys Trp Ala Lys Gly Gin 

290 295 300 

aac cag tea act cca tag 
Asn Gin Ser Thr Pro 
305 



<210> 250 

<211> 309 

<212> PRT 

<213> homo sapiens 

<400> 250 

Met Met Ser Phe Leu His He Val Phe Ser He Leu Val Val Val Ala 
^5 10 15 

Phe He Leu Gly Asn Phe Ala Asn Gly Phe He Ala Leu He Asn Phe 
20 25 30 

He Ala Trp Val Lys Arg Gin Lys He Ser Ser Ala Asp Gin He He 
35 40 45 

Ala Ala Leu Ala Val Ser Lys Val Gly Leu Leu Trp Val He Leu Leu 
50 55 60 

His Trp Tyr Ser Thr Val Leu Asn Pro Thr Ser Ser Asn Leu Lys Val 

70 75 ' 80 

He He Phe He Ser Asn Ala Trp Ala Val Thr Asn His Phe Ser He 
85 90 95 



672 



720 



768 



816 



864 



912 



930 
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Trp Leu Ala Thr Ser Leu Ser lie Phe Tyr Leu Leu Lys He Val Asn 
100 105 . 110 

Phe Ser Arg Leu He Phe His His Leu Lys Arg Lys Ala Lys Ser Val 
115 120 125 

Val Leu Val He Val Leu Gly Ser Leu Phe Phe Leu He Cys Gin Leu 
130 135 140 

Val Met Lys Asn Thr Tyr He Asn Val Trp Thr Glu Glu Cys Glu Glv 
145 150 155 160 

Asn Val Thr Trp Lys He Lys Leu Arg Asn Ala Met His Leu Ser Asn 
165 170 175 

Leu Thr Val Ala Met Leu Ala Asn Leu He Pro Phe Thr Leu Thr Leu 
180 185 190 

He Ser Phe Leu Leu Leu He Tyr Ser Leu Cys Lys His Leu Lys Lys 
195 200 205 

Met Gin Leu His Gly Lys Gly Ser Gin Asp Pro Ser Thr Lys He His 
210 215 220 

He Lys Ala Leu Gin Thr Val Thr Ser Phe Leu Val Leu Leu Ala He 
225 230 235 240 

Tyr Phe Leu Cys Leu He He Ser Phe Trp Asn Ser Lys Met Leu Pro 
245 250 255 

Lys Glu He Val Leu Met Leu Cys Gin Ala Phe Gly He He Tyr Pro 
260 265 270 

Ser Phe His Ser Phe He Leu He Trp Gly Asn Lys Thr Leu Lys Gin 
275 280 285 

Thr Phe Leu Ser Val Leu Trp Gin Val Thr Cys Trp Ala Lys Glv Gin 
290 295 300 

Asn Gin Ser Thr Pro 
305 



<210> 251 

<211> 930 

<212> DNA 

<213> homo sapiens 
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<220> 

<221> CDS 

<222> (1) (930) 

<220> 

<221> variation 

<222> (235) . . (235) 

<223> SNP 

<220> 

<221> variation 

<222> (421) (421) 

<223> SNP 



<220> 

<221> variation 

<222> (429) (429) 

<223> SNP 



<220> 

<221> variation 
<222> (442) , . (442) 

<223> SNP 

<220> 

<221> variation 
<222> (516).. (516) 

<223> SNP 

<220> 

<221> variation 

<222> (706) . . (706) 

<223> SNP 

<220> 

<221> variation 

<222> (755).. (755) 

<223> SNP 

<220> 

<221> variation 

<222> (764) (764) 

<223> SNP 



<220> 

<221> variation 

<222> (808) . . (808) 

<223> SNP 



m:? til III III III til ill III III - ill ill ill - -a 

^ 10 15 

tli '11 2S IP til tit III 2? 'At til ^^t - 

25 30 

rll S ?S ill t^l I- III III Iti lit S - lit. III III 
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s 1^ s III - IS - - - li III - - 

s m IT. I- s ^2 - ill '^i IS - -0 

80 

s ?S ?S L^^ '.j: k= 

90 ■ 95 . 

2i fll ?S S 2= til III -I - - - - 

110 

£S ii: I- - - .J 3», 

■^20 125 



^ s ill i| - - - - c„ 

■■■35 140 

v3 2? ;s ?s ill til ti z ?s s; IS IS 15 

160 

Sl» ?S 1% til t^i - - - - ss I- 1- 

^"^^ 175 

i^ ?s s ^: 1- s: - - ?s s ?s 

185 190 

s: LI ^1 S2 - J- - - - 

200 205 

Me? g2 LeS Ss lly Lys I?v s2 Sn T ^^"^ ^^'^^ 

210 ^ ^^'^ Ser Thr Lys lie His 



240 



IT. Ill 2^ III 2^ - - - - J- - 

255 

^" IS til II 2: - - IS - - - ... ... CC. 

265 270 

s» ss S2 - III ?s SI cS 



432 



480 



528 



576 



624 



672 



til s ?s ?s ^j: i"- "° 

225 oon ^® -^^^ Leu Ala lie 

230 235 



768 



816 



864 
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?s ^ til iz II IS - - z Sa St IS - 

300 

aac cag tea act cca tag 

Asn Gin Ser Thr Pro 930 
305 



<210> 252 

<211> 309 

<212> PRT 

<213> homo sapiens 

<400> 252 

Met Met Ser Phe Leu His He Val Phe Ser He Leu Val Val Val Ala 
^ 10 15 

Phe He Leu Gly Asn Phe Ala Asn Gly Phe. He Ala Leu He Asn Phe 

25 3Q 

He Ala Trp Val Lys Arg Gin Lys He Ser Ser Ala Asp Gin He He 

40 45 

Ala Ala Leu Ala Val Ser Lys Val Gly Leu Leu Trp Val He Leu Leu 



55 



60 



His Trp Tyr Ser Thr Val Leu Asn Pro Thr Ser Ser Asn Leu Glu Val 



70 75 



He He Phe He Ser Asn Ala Trp Ala Val Thr Asn His Phe Ser 



90 



80 



He 



95 



Trp Leu Ala Thr Ser Leu Ser He Phe Tyr Leu Leu Lys He Val Asn 

105 110 

Phe ser Arg Leu He Phe His His Leu Lys Arg Lys Ala Lys Ser Val 

val Leu Val He Val Leu Gly Ser Leu Phe Phe Leu Val Cys His Leu 

135 14Q 

val Met Lys His Thr Tyr He Asn Val Trp Thr Glu Glu Cys Glu Gly 

150 255 



160 



Asn Val Thr Trp Lys He Lys Leu Arg Asn Ala Met His Leu Ser Asn 



165 170 
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Leu Thr Val Ala Met Leu Ala Asn Leu He Pro Phe Thr Leu Thr Leu 

185 19Q 

He Ser Phe Leu Leu Leu He Tyr Ser Leu Cys Lys His Leu Lys Lys 



205 



Met Gin Leu His Gly Lys Gly Ser Gin Asp Pro Ser Thr Lys He His 

215 220 

He Lys Ala Leu Gin Thr Val Thr- c^exy dk^ t^, -n 
225 230 

235 240 

Tyr Phe Leu Cys Leu He He Ser Phe Trp Asn Phe Lys Met Arg Pro 

250 255 



Lys Glu He val Leu Met Leu Cys Gin Ala Phe Gly He He Tyr Pro 

265 270 

ser Phe His Ser Phe He Leu He Trp Gly Asn Lys Thr Leu Lys Gin 



285 



Thr Phe Leu Ser Val Leu Trp Gin Val Thr Cys Trp Ala Lys Gly Gin 

300 



Asn Gin Ser Thr Pro 
305 



<210> 253 

<211> 900 

<212> DNA 

<213> homo sapiens 



<220> 

<221> CDS 

<222> (1).,{900) 

<220> 

<221> variation 

<222> (155) . . (155) 

<223> SNP 

<220> 

<221> variation 

<222> (181).. (181) 

<223> SNP 

<220> 

<221> variation 

<222> (608) (608) 

<223> SNP 
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<400> 253 

atg ata act ttt eta tac att ttt ttt tea att eta ata atg gtt tta 48 

Met lie Thr Phe Leu Tyr lie Phe Phe Ser He Leu He Met Val Leu 
^5 10 15 

'^'^^ ttc ata gea ctg gta aat ttc 96 

Phe Val Leu Gly Asn Phe Ala Asn Gly Phe He Ala Leu Val Asn Phe 

20 25 30 

att gac tgg gtg aag aga aaa aag ate tec tea get gae caa att etc 144 

He Asp Trp Val Lys Arg Lys Lys He Ser Ser Ala Asp Gin He Leu 
35 40 45 

act get ctg gcg gtc tee aga att ggt ttg etc tgg gea tta tta tta 192 

Thr Ala Leu Ala Val Ser Arg He Gly Leu Leu Trp Ala Leu Leu Leu 
50 55 60 

aat tgg tat tta act gtg ttg aat cca get ttt tat agt gta gaa tta 240 

Asn Trp Tyr Leu Thr Val Leu Asn Pro Ala Phe Tyr Ser Val Glu Leu 
«^ 70 75 80 

aga att act tot tat aat gee tgg gtt gta ace aac eat ttc age atg 288 

Arg He Thr Ser Tyr Asn Ala Trp Val Val Thr Asn His Phe Ser Met 
85 90 95 

tgg ctt get get aac etc age ata ttt tat ttg etc aag att gee aat 336 

Trp Leu Ala Ala Asn Leu Ser He Phe Tyr Leu Leu Lys He Ala Asn 

100 105 110 

V"^ r° T*"^ ''^^ aga gtt agg agt gtc 384 

Phe Ser Asn Leu Leu Phe Leu His Leu Lys Arg Arg Val Arg Ser Val 
115 120 125 

att ctg gtg ata ctg ttg ggg act ttg ata ttt ttg gtt tgt cat ctt 432 

lie Leu Val He Leu Leu Gly Thr Leu He Phe Leu Val Cys His Leu 
130 135 140 

ctt gtg gea aac atg gat gag agt atg tgg gea gaa gaa tat gaa gga 480 

Leu Val Ala Asn Met Asp Glu Ser Met Trp Ala Glu Glu Tyr Glu Glv 

150 155 16b 

aac atg act ggg aag atg aaa ttg agg aat aca gta eat ctt tea tat 528 

Asn Met Thr Gly Lys Met Lys Leu Arg Asn Thr Val His Leu Ser Tyr 
165 170 175 

ttg act gta act ace eta tgg age ttc ata ccc ttt act ctg tec ctg 

Leu Thr Val Thr Thr Leu Trp Ser Phe He Pro Phe Thr Leu Ser Leu 

180 185 190 

ata tet ttt ctg atg eta ate tgt tet ctg tgt aaa cat etc aag aag 

He Ser Phe Leu Met Leu He Cys Ser Leu Cys Lys His Leu Lys Lvs 
195 200 205 

atg cag etc cat gga gaa gga teg caa gat etc age aec aag gtc eac 672 

Met Gin Leu His Gly Glu Gly Ser Gin Asp Leu Ser Thr Lys Val His 
210 215 220 



576 



624 



ata aaa get ttg caa act ctg ate tec ttc etc ttg tta tgt gee att 
He Lys Ala Leu Gin Thr Leu He Ser Phe Leu Leu Leu Cys Ala He 
225 230 235 240 



720 



70 75 



80 



Arg He Thr Ser Tyr Asn Ala Trp Val Val Thr Asn His Phe Ser Met 
85 90 95 

Trp Leu Ala Ala Asn Leu Ser He Phe Tyr Leu Leu Lys He Ala Asn 

105 110 

Phe Ser Asn Leu Leu Phe Leu His Leu Lys Arg Arg Val Arg Ser Val 
115 120 125 

He Leu Val He Leu Leu Gly Thr Leu He Phe Leu Val Cys His Leu 
130 135 

■> 

Leu Val Ala Asn Met Asp Glu Ser Met Trp Ala Glu Glu Tyr Glu Gly 



816 



864 



900 



WO 2005/007891 

PCT/US2004/019489 

431/447 

nu^ f^^ teg gtt tgg agt cct agg agg ctq caa 7fift 

Phe Phe Leu Phe Leu He Val Ser Val lij sIr Pro A?g A?g Leu Sa 
245 250 255 

aat gac cca gtt gtc atg gtt age aag get gtt gga aac ata tat ett 
Asn Asp Pro Val Val Met Val Ser Lys Ala ?al Gly Asn He Jyr Leu 
^^0 265 270 

gca ttc gac tea tte ate eta att tgg aga ace aag aag eta aaa cao 
Ala Phe Asp Ser Phe He Leu He Trp A?g Thr Lys Lyl Leu JJs Sis 
275 280 285 

acc ttt ett ttg att ttg tgt cag att agg tge tga 
Thr Phe Leu Leu He Leu Cys Gin He Arg Cys 
290 295 

<210> 254 

<211> 299 

<212> PRT 

<213> homo sapiens 

<400> 254 

Met He Thr Phe Leu Tyr He Phe Phe Ser He Leu He Met Val Leu 
^ 10 15 

Phe Val Leu Gly Asn Phe Ala Asn Gly Phe He Ala Leu Val Asn Phe 
20 25 30 

He Asp Trp Val Lys Arg Lys Lys He Ser Ser Ala Asp Gin He Leu 
35 40 45 

Thr Ala Leu Ala Val Ser Arg He Gly Leu Leu Trp Ala Leu Leu Leu 
^" 55 60 

Asn Trp Tyr Leu Thr Val Leu Asn Pro Ala Phe Tyr Ser Val Glu Leu 



wo 2005/007891 

432/447 PCT/US2004/019489 

150 15S 



Asn Met Thr Gly Lys Met Lys Leu Arg Asn Thr Val His Leu Ser Tyr 

170 175 

Leu Thr Val Thr Thr Leu Trp Ser Phe He Pro Phe Thr Leu Ser Leu 

185 

lie ser Phe Leu Met Leu He Cys Ser Leu Cye Lys His Leu Lys Lys 

^00 205 

Met Gin Leu His Gly Glu Gly Ser Gin Asp Leu Ser Thr Lys Val His 



220 



lie Lys Ala Leu Gin Thr Leu He Ser Phe Leu Leu Leu Cys Ala He 

235 



240 



Phe Phe Leu Phe Leu He Val Ser Val Trp Ser Pro Arg Arg Leu Arg 



250 



255 



Asn ASP Pro Val Val Met Val Ser Lys Ala Val Gly Asn He Tyr Leu 

265 270 

Ala Phe Asp Ser Phe lie Leu lie Trn Aro Thr- tx,o t 

285 

Thr Phe Leu Leu He Leu Cys Gin He Arg Cys 



<210> 255 

<211> 900 

<212> DNA 

<213> homo sapiens 



<220> 

<221> CDS 

<222> (1) (900) 

<220> 

<221> variation 

<222> (155).. (155) 

<223> SNP 

<220> 

<221> variation 

<222> (181) (181) 

<223> SNP 



<220> 

<221> variation 
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<222> (608) . . (608) 
<223> SNP 



<400> 255 



atg ata act ttt eta tac att ttt ttt tea att eta ata atg ott tta 
Met lie Thr Phe Leu Tyr He Phe Phe Ser He Leu He Met Val Leu 
1 5 10 



15 



ttt gtt etc gga aac ttt gcc aat ggc ttc ata gca ctg gta aat ttc 
Phe Val Leu Gly Asn Phe Ala Asn Gly Phe He Ala Leu Val Asn Phe 
20 25 



30 



att gac tgg gtg aag aga aaa aag ate tec tea get gac oaa att etc 
He Asp Trp Val Lys Arg Lys Lys He Ser Ser Ala Asp Gin He Leu 
35 40 



45 



95 



tgg ctt get get aac etc age ata ttt tat ttg etc aag att gcc aat 
Trp Leu Ala Ala Asn Leu Ser He Phe Tyr Leu Leu Lys He Ala Asn 
100 105 110 

III "^^^ aga gtt agg agt gtc 

Phe Ser Asn Leu Leu Phe Leu His Leu Lys Arg Arg Val Arg Ser Val 
115 120 125 

att ctg gtg ata ctg ttg ggg act ttg ata ttt ttg gtt tgt cat ctt 
He Leu Val He Leu Leu Gly Thr Leu He Phe Leu Val Cys His Leu 
130 135 140 

f^^ ?r^^ tgg gca gaa gaa tat gaa gga 

Leu Val Ala Asn Met Asp Glu Ser Met Trp Ala Glu Glu Tyr Glu Glv 
"5 150 155 166 

t^u H?^ gta cat ctt tea tat 

Asn Met Thr Gly Lys Met Lys Leu Arg Asn Thr Val His Leu Ser Tyr 
165 170 175 

ttg act gta act acc eta tgg age ttc ata cce ttt act ctg tec ctg 
Leu Thr Val Thr Thr Leu Trp Ser Phe He Pro Phe Thr Leu Ser Leu 
180 185 190 

ata tct ttt ctg atg eta ate tgt tct ctg tat aaa eat etc aag aag 
He Ser Phe Leu Met Leu He Cys Ser Leu Tyr Lys His Leu Lys Lys 
195 200 205 

atg cag etc cat gga gaa gga teg caa gat etc age ace aag gtc eac 
Met Gin Leu His Gly Glu Gly Ser Gin Asp Leu Ser Thr Lys Val His 

215 220 

ata aaa get ttg caa act ctg ate tec ttc etc ttg tta tgt gcc att 



48 



96 



144 



act get ctg gcg gtc tec aga att ggt ttg etc tgg gca tta tta tta 192 
Thr Ala Leu Ala Val Ser Arg He Gly Lei Leu 1^ Ila Leu £eu Leu 
50 55 60 

aat tgg tat tta act gtg ttg aat cca get ttt tat agt gta gaa tta 
Asn Trp Tyr Leu Thr Val Leu Asn Pro Ala Phe Tyr Ser Val Glu Leu 

70 75 ^ 80 

l'^^ tt^ cat ttc age atg 

Arg He Thr Ser Tyr Asn Ala Trp Val Val Thr Asn His Phe Ser Met 
85 90 



240 



288 



336 



384 



432 



480 



528 



576 



624 



672 



720 
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lie Lys Ala Leu Gin Thr Leu He Ser Phe Leu Leu Leu Cys Ala He 
'^^ 230 235 240 



S° 11^ f^^ tgg agt cct agg agg eta caa 

Phe Phe Leu Phe Leu He Val Ser Val Trp sL Pro A?g A?g Leu Sg 

250 255 

aat gac oca gtt gtc atg gtt age aag get gtt gga aac ata tat ctt 
Asn Asp Pro Val Val Met Val Ser Lys Ala ?al I?y Asn He ^yr Leu 
260 265 270 

Til III III IV" "^^^ aag eta aaa cae 

Ala Phe Asp Ser Phe He Leu He Trp Arg Thr Lys Lys Leu Lys His 
275 280 285 

acc ttt ott ttg att ttg tgt cag att agg tge tga 
Thr Phe Leu Leu He Leu Cys Gin He Arg Cys 
290 295 

<210> 256 

<211> 299 

<212> PRT 

<213> homo sapiens 

<400> 256 

Met He Thr Phe Leu Tyr He Phe Phe Ser He Leu He Met Val Leu 
5 10 



15 



Phe Val Leu Gly Asn Phe Ala Asn Gly Phe He Ala Leu Val Asn Phe 
20 25 30 

He Asp Trp Val Lys Arg Lys Lys He Ser Ser Ala Asp Gin He Leu 
35 40 45 

Thr Ala Leu Ala Val Ser Arg He Gly Leu Leu Trp Ala Leu Leu Leu 
^" 55 60 

Asn Trp Tyr Leu Thr Val Leu Asn Pro Ala Phe Tyr Ser Val Glu Leu 

"^0 75 80 

Arg He Thr Ser Tyr Asn Ala Trp Val Val Thr Asn His Phe Ser Met 
85 90 95 

Trp Leu Ala Ala Asn Leu Ser He Phe Tyr Leu Leu Lys He Ala Asn 
100 105 110 

Phe Ser Asn Leu Leu Phe Leu His Leu Lys Arg Arg Val Arg Ser Val 
115 120 125 

He Leu Val He Leu Leu Gly Thr Leu He Phe Leu Val Cys His Leu 
■^■3" 135 140 



768 



816 



864 



900 
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Leu Val Ala Asn Met Asp Glu Ser Met Trp Ala Glu Glu Tyr Glu Gly 
145 150 155 160 

Asn Met Thr Gly Lys Met Lys Leu Arg Asn Thr Val His Leu Ser Tyr 
165 170 175 

Leu Thr Val Thr Thr Leu Trp Ser Phe He Pro Phe Thr Leu Ser Leu 
180 185 190 

He Ser Phe Leu Met Leu He Cys Ser Leu Tyr Lys His Leu Lys Lys 
195 200 205 

Met Gin Leu His Gly Glu Gly Ser Gin Asp Leu Ser Thr Lys Val His 
210 215 220 

He Lys Ala Leu Gin Thr Leu He Ser Phe Leu Leu Leu Cys Ala He 
225 230 235 240 

Phe Phe Leu Phe Leu He Val Ser Val Trp Ser Pro Arg Arg Leu Arg 
245 250 255 

Asn Asp Pro Val Val Met Val Ser Lys Ala Val Gly Asn He Tyr Leu 
260 265 270 

Ala Phe Asp Ser Phe He Leu He Trp Arg Thr Lys Lys Leu Lys His 
275 280 285 

Thr Phe Leu Leu He Leu Cys Gin He Arg Cys 
290 295 



<210> 257 

<211> 900 

<212> DNA 

<213> homo sapiens 



<220> 

<221> CDS 

<222> (1) . . (900) 

<220> 

<221> variation 

<222> (155) . • (155) 

<223> SNP 

<220> 

<221> variation 

<222> (181) . . (181) 

<223> SNP 
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<220> 

<221> variation 

<222> (608).. (608) 

<223> SNP 



<400> 257 



tit T^l IV- eta ata atg gtt tta 

Met He Thr Phe Leu Tyr He Phe Phe Ser He Leu He Met Val Leu 
1 5 10 



15 



Ph! T"" l^"" gta aat ttc 

Phe Val Leu Gly Asn Phe Ala Asn Gly Phe He Ala Leu Val Asn Phe 
20 25 



30 



r° tea get gae caa att etc 

He Asp Trp Val Lys Arg Lys Lys He Ser Ser Ala Asp Gin He Leu 
35 40 45 

f^^ ^'^^ ^^^^ ttg etc tgg tea tta tta tta 

Thr Ala Leu Ala Val Ser Arg He Gly Leu Leu T?p Ser Leu Leu £eu 
^" 55 60 

aat tgg tat tta act gtg ttg aat cca get ttt tat agt gta gaa tta 

Asn Trp Tyr Leu Thr Val Leu Asn Pro Ala Phe Tyr Ser Val llu Leu 

70 75 80 

A^^ r^l l^^ 9ta ace aac eat ttc age atg 

Arg He Thr Ser Tyr Asn Ala Trp Val Val Thr Asn His Phe Ser Met 



85 90 



95 



tgg Gtt get get aac etc age ata ttt tat ttg etc aag att gee aat 
Trp Leu Ala Ala Asn Leu Ser He Phe Tyr Leu Leu Lys He Ala Asn 
100 105 



110 



Pho t 1° f^^ gtt agg agt gte 

Phe Ser Asn Leu Leu Phe Leu His Leu Lys Arg Arg Val Arg Ser ?al 

115 120 125 

r^l ata ttt ttg gtt tgt eat ett 

He Leu Val He Leu Leu Gly Thr Leu He Phe Leu Val Cya His Leu 

130 135 



140 



il^ w ? t^"" tat gaa gga 

Leu Val Ala Asn Met Asp Glu Ser Met Trp Ala Glu Glu Tyr Glu Gly 

^50 155 

It^ M^? o?^ ^ta cat ctt tea tat 

Asn Met Thr Gly Lys Met Lys Leu Arg Asn Thr Val His Leu Ser Tyr 

165 170 175 

ttg act gta act acc eta tgg age ttc ata ccc ttt act ctg tec eta 

Leu Thr Val Thr Thr Leu Trp Ser Phe He Pro Phe Thr Leu Ser Leu 

185 190 

l""^ ""^^ ^^"^ tgt aaa cat etc aag aag 

He Ser Phe Leu Met Leu He Cys Ser Leu Cys Lys His Leu Lys Lys 

195 200 205 

atg cag etc cat gga gaa gga teg caa gat etc age ace aag gte cae 

Met Gin Leu His Gly Glu Gly Ser Gin Asp Leu Ser Thr Lys ?al His 



48 



96 



144 



192 



240 



288 



336 



384 



432 



480 



528 



576 



624 



672 
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215 220 



r^l ill a? Sf^ ttg tta tgt gcc att 

lie Lys Ala Leu Gin Thr Leu He Ser Phe Leu Leu Leu Cys Ala He 

230 235 240 

o^*" IV" ^"^^ ^^"^ ""^^ 9tt tgg agt cct agg agg ctg egg 

Phe Phe Leu Phe Leu He Val Ser Val Trp sir Pro A?g Arg LeJ 
245 250 255 

aat gac cca gtt gtc atg gtt age aag get gtt gga aac ata tat ctt 
Asn Asp Pro Val Val Met Val Ser Lys Ala ?al Ily Asn He iyl III 
260 265 270 

l^l ll'' r° ^^"^ ""^^ eta aaa cac 

Ala Phe Asp Ser Phe He Leu He Trp Arg Thr LyI Lys Leu Lys Sis 
275 280 285 

acc ttt ctt ttg att ttg tgt cag att agg tgc tga 
Thr Phe Leu Leu He Leu Cys Gin He Arg Cys 
290 295 



<210> 258 

<211> 299 

<212> PRT 

<213> homo sapiens 

<400> 258 

Met He Thr Phe Leu Tyr He Phe Phe Ser He Leu He Met Val Leu 
1 5 10 15 

Phe Val Leu Gly Asn Phe Ala Asn Gly Phe He Ala Leu Val Asn Phe 
20 25 30 

lie Asp Trp Val Lys Arg Lys Lys He Ser Ser Ala Asp Gin He Leu 
35 40 45 

Thr Ala Leu Ala Val Ser Arg He Gly Leu Leu Trp Ser Leu Leu Leu 

55 60 

Asn Trp Tyr Leu Thr Val Leu Asri Pro Ala Phe Tyr Ser Val Glu Leu 

■'O 75 QQ 

Arg He Thr Ser Tyr Asn Ala Trp Val Val Thr Asn His Phe Ser Met 
35 90 95 

Trp Leu Ala Ala Asn Leu Ser He Phe Tyr Leu Leu Lys He Ala Asn 
100 105 110 

Phe Ser Asn Leu Leu Phe Leu His Leu Lys Arg Arg Val Arg Ser Val 
115 120 125 



720 



768 



816 



864 



900 
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lie Leu Val lie Leu Leu Gly Thr Leu lie Phe Leu Val Cya His Leu 



140 



Leu Val Ala Asn Met Asp Glu Ser Met Trp Ala Glu Glu Tyr Glu- Gly 

155 160 

Asn Met Thr Gly Lys Met Lys Leu Arg Asn Thr Val His Leu Ser Tyr 
165 170 

Leu Thr Val Thr Thr Leu Trp Ser Phe He Pro Phe Thr Leu Ser Leu 
180 185 190 

lie Ser Phe Leu Met Leu He Cys Ser Leu Cys Lys His Leu Lys Lys 

Met Gin Leu His Gly Glu Gly Ser Gin Asp Leu Ser Thr Lys Val His 

215 220 

lie Lys Ala Leu Gin Thr Leu He Ser Phe Leu Leu Leu Cys Ala He 

235 240 

Phe Phe Leu Phe Leu He Val Ser Val Trp Ser Pro Arg Arg Leu Arg 

250 255 



270 



Asn Asp Pro Val Val Met Val Ser Lys Ala Val Gly Asn He Tyr Leu 

265 

Ala Phe Asp Ser Phe He Leu lie Trp Arg Thr Lys Lys Leu Lys His 
^^"^ Ian ^^"^ ^^"^ ^^"^ Cys 



285 



290 



<210> 259 

<211> 900 

<212> DNA 

<213> homo sapiens 

<220> 

<221> CDS 

<222> (1) (900) 

<220> 

<221> variation 

<222> (155).. (155) 

<223> SNP 

<220> 



295 



wo 2005/007891 



<221> variation 

<222> (181) (181) 

<223> SNP 

<220> 

<221> variation 

<222> (608) . . (608) 

<223> SNP 



439/447 
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<400> 259 

S ?S - III - - ill - -a ..3 

2S IS r tit ^l IS - - - - - 1^. 

25 30 

att gac tgg gtg aag aga aaa aag ate tec tea get gac caa ^4-^ 
lie ASP Trp Val Lys Arg Lys Lys He Ser Ser £a IJp Sin I^e LeS 

40 45 

?hr Sa LoS ?a? ?a^ S^r Sf 

i.eu vai val Ser Arg He Gly Leu Leu Trp Ala Leu Leu Leu 

55 60 

I" III ?s Ill - - - - g3 

^° 75 80 

xa-: ?S IS - - e,. 

«5 90 95 

tgg ctt get get aac etc age ata ttt f-ah r.t-^ 

Trp ^, ^3 ^„ ,L Xle J'^ JJ? S JJJ 

it: til III III s ill I?' v-j If. til 

120 125 

g vn? ?s in ?s s m ti in tii tii 

135 140 

Leu vll Sa lln ^^"^ ^""^ tat gaa gga 

Leu val Ala Asn Met Asp Glu Ser Met Trp Ala Glu Glu Tyr llu lly 

155 160 

^11 ?s IS t- m t^i ?s SI - 

165 170 175 

'^i ?s ill ;s s ti: 1% ti: lit in m - - s= 

185 19Q 

12 ^l -I - 5= in III S2 s: SI 

•^^^ 200 205 



48 



96 



144 



192 



240 



288 



336 



384 



432 



480 



528 



576 



624 
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atg cag etc cat gga gaa gga teg caa gat etc age acc aag gte cac 672 
Met Gin Leu His Gly Glu Gly Ser Gin Asp Leu Ser Thr Lys Val His 
210 215 220 

ata aaa get ttg caa act ctg ate tec ttc etc ttg tta tgt gee att 720 
lie Lys Ala Leu Gin Thr Leu He Ser Phe Leu Leu Leu Cys Ala He 
225 230 235 240 

ttc ttt eta ttc eta ate gtt teg gtt tgg agt ect agg agg ctg egg 768 
Phe Phe Leu Phe Leu He Val Ser Val Trp Ser Pro Arg Arg Leu Arg 
245 250 255 

aat gac cca gtt gte atg gtt age aag get gtt gga aac ata tat ctt 816 
Asn Asp Pro Val Val Met Val Ser Lys Ala Val Gly Asn He Tyr Leu 
260 265 270 

gea ttc gac tea ttc ate eta att tgg aga acc aag aag eta aaa cac 
Ala Phe Asp Ser Phe He Leu He Trp Arg Thr Lys Lys Leu Lys His 
275 280 285 

acc ttt ctt ttg att ttg tgt cag att agg tgc tga 
Thr Phe Leu Leu He Leu Cys Gin He Arg Cvs 
290 295 



<210> 260 

<211> 299 

<212> PRT 

<213> homo sapiens 

<400> 260 

Met He Thr Phe Leu Tyr He Phe Phe Ser He Leu He Met Val Leu 
^5 10 15 

Phe Val Leu Gly Asn Phe Ala Asn Gly Phe He Ala Leu Val Asn Phe 
20 25 30 

He Asp Trp Val Lys Arg Lys Lys He Ser Ser Ala Asp Gin He Leu 
35 40 45 

Thr Ala Leu Val Val Ser Arg He Gly Leu Leu Trp Ala Leu Leu Leu 
50 55 60 

Asn Trp Tyr Leu Thr Val Leu Asn Pro Ala Phe Tyr Ser Val Glu Leu 
65 70 75 80 

Arg He Thr Ser Tyr Asn Ala Trp Val Val Thr Asn His Phe Ser Met 
85 90 95 



864 



900 



Trp Leu Ala Ala Asn Leu Ser He Phe Tyr Leu Leu Lys He Ala Asn 
100 105 110 
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Phe Ser Asn Leu Leu Phe Leu His Leu Lys Arg Arg Val Arg Ser Val 

lie Leu val Xle Leu Leu Gly Thr Leu He Phe Leu Val Cys His Leu 

Leu val Ala Asn Met Asp Glu Ser Met Trp Ala Glu Glu Tyr Glu Gly 

160 

Asn Met Thr Gly Lys Met Lys Leu Arg Asn Thr v.i r 

165 ^ V His Leu Ser Tyr 

170 175 

Leu Th. val ... Thr Leu Trp Ser PHe He Pro P., Thr s,r Leu 

■^^^ 190 

He Ser Phe Leu Met Leu He Cvcr q^v. t m , 

205 



Met Gin Leu His Gly Glu Glv Ser Gin aor^ t 

210 ^ 215 ^ '^^'^ Val His 



220 



lie Lys Ale Leu Gin Thr Leu lie Ser Phe Leu Leu Leu Oye Ala lie 

240 

Phe Phe Leu Phe Leu He Val Ser Val Trr, d « 

245 ^^'^ Ar9 Arg Leu Arg 

255 

MP Pro vel Vel Met Val Ser L„ Ala Val Cly Aa„ lie Tyr Leu 

270 

Ale Phe Aap Ser Phe lie Leu lie Trp Ar^ Thr Lys Lys Leu Lys His 

285 

Thr Phe Leu Leu He Leu Cys Gin He Arg Cys 



295 



<210> 261 

<211> 957 

<212> DNA 

<213> homo sapiens 



<220> 

<221> CDS 

<222> (1).. (957) 

<220> 

<221> variation 

<222> (595).. (595) 
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<223> SNP 
<400> 261 



stg aat gg^a gac cac ata CTtt' i- 

Mot o.y 1?^ LI L°? ?2 ?S f SI 

Hi ^11 ?s !n 2s r' r= 

20 ^T^ Leu Val Ala lie 

30 

gca ggc aat ggc ttc ate anh rr^^- 

Ala Gly Asn Gly Phe He Ihl Hi tit ^tg eta 

35 I'®'^ Gly Val Glu Trp Val Leu 

45 

egg aga atg ttg ttg cct tgt gat aaa ti-« 4-4- 

jr, Het Leu .e„ P.o c?. ^ SI J^u ?2 IS 2" 

60 

11 If. SI SI s r,i ill ip - ?s III - 1« 
t?. s:? s= tr. I- - s ^s: 

95 

K si It; '^t L'l L'^ fit ac= 

100 lit ^-"-^ Trp Ser Ser Thr 

110 

SI SI III rj. s* ?r ?r -<= 

X15 ^ '•y* Phe Thr His Pro 

125 

^^Se in SI SI SI SI SI ^2 j| SI SI J- - 

SI ^S SI III 1| - SI 'pJl ?2 ?s til SI ^S 

160 

IS L'l SI 1^ SI SI ;ii ^l SI SI SI SI 

1'° 175 

^11 L^I ?I! ?S IS HI XI SI SI I- - SI SI ^11 

190 

Jji SI SI pS si si si? xS ?s jii ?s «i? ?f «^ 

195 onn ^ Ala Val 

"^"^ 205 

^11 Phi ill lit ill III III etc ate , , ^ 

210 2,c: ® Gly Arg His Arg 

^±D 220 

aag aag get etc ctt aca acc tc^^ rr^Y^ 4-4- 

I'ys Lys Ala Leu Leu Thr Thr Ser lit Hi Itl 720 

V3j.y Pfie Arg Glu Pro Ser Val Gin 



48 



96 



144 



192 



240 



288 



336 



384 



432 



480 



528 



576 
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225 230 235 



240 



gca cac ata aag get ctg ctg get etc etc tct ttt gee atg etc ttc 768 

Ala His lie Lys Ala Leu Leu Ala Leu Leu Ser Phe Ala Met Leu Phe 

245 250 255 

ate tea tat ttc ctg tea ctg gtg ttc agt get gca ggt att ttt cca 

lie Ser Tyr Phe Leu Ser Leu Val Phe Ser Ala Ala Gly lie Phe Pro 
260 265 270 

cct ctg gae ttt aaa ttc tgg gtg tgg gag tea gtg att tat ctg tgt 

Pro Leu Asp Phe Lys Phe Trp Val Trp Glu Ser Val He Tyr Leu Cys 
275 280 285 

gca gca gtt cae ccc ate att ctg etc ttc age aac tge agg ctg aga 

Ala Ala Val His Pro He He Leu Leu Phe Ser Asn Cys Arg Leu Arg 
290 295 300 

get gtg ctg aag agt egt cgt tec tea agg tgt ggg aca cct tga 
m-, t7-,-i T^., T.-3 

310 315 



305 




<210> 


262 


<211> 


318 


<212> 


PRT 


<213> 


homo 


<400> 


262 


Met Asn Gly 


1 





5 10 15 

Ala He He Leu Val Thr He Leu Leu Leu Leu Arg Leu Val Ala He 
20 25 30 

Ala Gly Asn Gly Phe He Thr Ala Ala Leu Gly Val Glu Trp Val Leu 
35 40 45 

Arg Arg Met Leu Leu Pro Cys Asp Lys Leu Leu Val Ser Leu Gly Ala 
50 55 60 

Ser Arg Phe Cys Leu Gin Ser Val Val Met Gly Lys Thr He Tyr Val 
^5 70 75 80 

Phe Leu His Pro Met Ala Phe Pro Tyr Asn Pro Val Leu Gin Phe Leu 
85 90 95 

Ala Phe Gin Trp Asp Phe Leu Asn Ala Ala Thr Leu Trp Ser Ser Thr 
100 105 110 



816 



864 



912 



957 



Trp Leu Ser Val Phe Tyr Cys Val Lys He Ala Thr Phe Thr 
115 120 125 



His Pro 
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Val Phe Phe Trp Leu Lys His Lys Leu Ser Gly Xrp Leu Pro Trp Met 

135 140 

Leu Phe ser Ser Val Gly Leu Ser Ser Phe Thr Thr He Leu Phe Phe 

150 



He Gly Asn His Arg Met Tyr Gin Asn Tyr Leu Arg Asn Hi 



s Leu Gin 



165 170 
Pro Trp Asn Val Thr Gly Asp Ser He Arg Ser Tyr Cys Glu Lys 



185 



Phe 



190 



Tyr Leu Phe Pro Leu Lys Met He Thr Trp Thr Met Pro Thr Ala 

200 205 

Phe Phe He Cys Met He Leu Leu He Thr Ser Leu Gly Arg His Arg 



220 



Lys Lys Ala Leu Leu Thr Thr Ser Gly Phe Arg Glu Pro Ser Val Gin 

235 240 



Ala His He Lys Ala Leu Leu Ala Leu Leu Ser Phe Ala 



245 



250 



Met Leu Phe 
255 



He Ser Tyr Phe Leu Ser Leu Val Phe Ser Ala Ala Gly He 
260 



265 



Phe Pro 



270 



Pro Leu Asp Phe Lys Phe Trp Val Trp Glu Ser Val lie Tyr Leu Cys 



285 



Ala Ala Val His Pro He He Leu Leu Phe Ser Asn Cys Arg Leu Arg 

295 300 

Ala Val Leu Lys Ser Arg Arg Ser Ser Arg Cys Gly Thr Pro 



310 



315 



<210> 263 

<211> 957 

<212> DNA 

<213> homo sapiens 



<220> 

<221> CDS 

<222> (1).. (957) 

<220> 

<221> variation 
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<222> (595).. (595) 
<223> SNP 



<400> 263 

h:i m III ti ii: is ^2 iii ?a ?s si 51 " 

1 5 



gcc ate ate ttg gtt acc att tta etc ctt tta egc ctg gta gca ata 
Ala lie lie Leu Val Thr He Leu Leu Leu Leu A?g Leu vTl 111 iH 
^° 25 30 

111 IS IS '^l III ?S S 111 1^1 IS ?S IS is ?s 11: 

''^ 40 45 

egg aga atg ttg ttg cct tgt gat aag tta ttg gtt aac eta cnrr nr^r. 
Arg Arg Met Leu Leu Pro Cys Asp Lys Leu Leu III Leu Sy Sa 

Ser Sa pS III t""^ rf^ aag aee att tat gtt 

Ser Arg Phe Cys Leu Gin Ser Val Val Met Gly Lys Thr He Tyr ?al 



75 



80 



190 



III T»n W f^^ tgg aca atg ccc act get gte 

Tyr Leu Phe Pro Leu Lys Leu He Thr Trp Thr Me? Pro Thr S fal 

200 205 

pSe III Se III ^J. "^l"" r"^ ^"^^ agg 

210 ^ "® ser Leu Gly Arg His A?| 

215 220 

aag aag get etc ctt aca acc tea gga ttc ega gag ccc agt gtg cag 



96 



144 



192 



240 



ttc ttg cat ccg atg gcc ttc cca tac aac cct gta eta cac ttt 9flQ 
Phe Leu His Pro Met Ala Phe Pro Tyr Asn Pro ?al Leu Gin Phe LeS 
OD 90 



95 

IT. !^^^ ^^"^ 5ct gcc acc tta tag tec tot acc 336 

Ala Phe Gin Trp Asp Phe Leu Asn Ala Ala Thr Leu T?p Ser Ser 
100 105 110 

S Leu sir ll^ PH° l^"" ^'=° ttc acc cac cct 

Trp Leu Ser Val Phe Tyr Cys Val Lys He Ala Thr Phe Thr His Pro 
l-'-S 120 125 

gte ttc ttc tgg eta aag cae aag ttg tct ggg tgg eta cca taa ata 
val Phe Phe Trp Leu Lys His Lys Leu Ser I?y T?p Leu Pro 1% Me? 

135 140 



384 



432 



^o"" dk"" o^"" ^""^ ""^^ ^5<^ ttc acc acc att eta ttt ttc 

Leu Phe Ser Ser Val Gly Leu Ser Ser Phe Thr Thr He Leu Phe P^^ 

•■•50 155 j^gQ 

ata gge aac cac aga atg tat cag aac tat tta agg aac cat eta ca« 

He Gly Asn His Arg Met Tyr Gin Asn Tyr Leu A?g Asn His Leu Gin 

165 170 ;L75 

cet tgg aat gte act gge gat age ata egg age tac tgt qaa aaa ttr- q-yfi 

Pro Trp Asn Val Thr Gly Asp Ser He A?^ s?r Tyr Cys III Lys P^^ 



480 



528 



624 



672 



720 
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Lys Lys Ala Leu Leu Thr Thr Ser Gly Phe Arg Glu Pro Ser Val Gin 
225 230 235 240 

gca cac ata aag get ctg ctg get etc etc tct ttt gee atg etc ttc 768 
Ala His lie Lys Ala Leu Leu Ala Leu Leu Ser Phe Ala Met Leu Phe 
245 250 255 

ate tea tat ttc ctg tea ctg gtg tte agt get gca ggt att ttt eca 816 
lie Ser Tyr Phe Leu Ser Leu Val Phe Ser Ala Ala Gly He Phe Pro 
260 265 270 

cct ctg gac ttt aaa ttc tgg gtg tgg gag tea gtg att tat ctg tgt 864 
Pro Leu Asp Phe Lys Phe Trp Val Trp Glu Ser Val He Tyr Leu Cys 
275 280 285 

gca gca gtt eac ecc ate att ctg etc ttc age aac tgc agg ctg aga 912 
Ala Ala Val His Pro He He Leu Leu Phe Ser Asn Cys Arg Leu Arg 
290 295 300 

get gtg ctg aag agt cgt cgt tec tea agg tgt ggg aca cct tga 957 
Ala Val Leu Lys Ser Arg Arg Ser Ser Arg Cys Gly Thr Pro 
305 310 315 

<210> 264 

<211> 318 

<212> PRT 

<213> homo sapiens 

<400> 264 

Met Asn Gly Asp His Met Val Leu Gly Ser Ser Val Thr Asp Lys Lys 
^5 10 15 

Ala He He Leu Val Thr He Leu Leu Leu Leu Arg Leu Val Ala He 
20 25 30 

Ala Gly Asn Gly Phe He Thr Ala Ala Leu Gly Val Glu Trp Val Leu 
35 40 45 

Arg Arg Met Leu Leu Pro Cys Asp Lys Leu Leu Val Ser Leu Gly Ala 
50 55 60 

Ser Arg Phe Cys Leu Gin Ser Val Val Met Gly Lys Thr He Tyr Val 
^5 70 75 80 

Phe Leu His Pro Met Ala Phe Pro Tyr Asn Pro Val Leu Gin Phe Leu 
85 90 95 

Ala Phe Gin Trp Asp Phe Leu Asn Ala Ala Thr Leu Trp Ser Ser Thr 
100 105 

Trp Leu Ser Val Phe Tyr Cys Val Lys He Ala Thr Phe Thr His Pro 
115 120 125 
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Val Phe Phe Trp Leu Lys His Lys Leu Ser Gly Trp Leu Pro Trp Met 
130 135 140 

Leu Phe Ser Ser Val Gly Leu Ser Ser Phe Thr Thr lie Leu Phe Phe 

150 155 160 

He Gly Asn His Arg Met Tyr Gin Asn Tyr Leu Arg Asn His Leu Gin 
165 170 175 



Pro Trp Asn Val Thr Gly Asp Ser He Arg Ser Tyr Cys Glu Lys Phe 
180 185 



190 



Tyr Leu Phe Pro Leu Lys Leu He Thr Trp Thr Met Pro Thr Ala Val 
195 200 205 



210 "'"'''^ ^'^^ ■'■■'■^ "^^^ ^"""^ 



215 



220 



Lys Lys Ala Leu Leu Thr Thr Ser Gly Phe Arg Glu Pro Ser Val Gin 

230 235 240 

Ala His He Lys Ala Leu Leu Ala Leu Leu Ser Phe Ala Met Leu Phe 
245 250 255 

He Ser Tyr Phe Leu Ser Leu Val Phe Ser Ala Ala Gly He Phe Pro 
260 265 270 

Pro Leu Asp Phe Lys Phe Trp Val Trp Glu Ser Val He Tyr Leu Cvs 
275 280 285 



Ala Ala Val His Pro He He Leu Leu Phe Ser Asn Cys Arg Leu Arg 

290 Ofte 



295 



300 



Ala Val Leu Lys Ser Arg Arg Ser Ser Arg Cys Gly Thr Pro 
305 310 315 



